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Supplemental Figure 1. Mitochondrial and lysosomal dyes used to measure mitophagy. Wild-type or 

LRRK2G2019S/G2019S KI cells were co-labeled with the lysosome and mitophagy dye. Due to the properties of the 

mitophagy dye which fluoresces weakly at cytosolic pH and is therefore weakly fluorescent, the mitochondrial 

network was visualized using the total mitochondrial stain, Mitobright LT Deep Red.   


