Supplementary Material
Supplementary Table S1: Extracellular Vesicle (EV) isolation methods
	Method
	Procedure
	Advantage
	Disadvantage

	Ultracentrifugation

	Differential ultracentrifugation1-3 

	Differential centrifugation works on a very basic principle: larger and denser particles sediment out first. This process allows for the sequential separation of distinct extracellular components of a fluidic sample according to density, size, and shape under specific centrifugal forces. Before isolating purified exosomes, a cleaning step involving low-speed centrifugation (e.g., 300 ×g) to remove large bioparticles may be carried out. This is followed by multiple cycles of centrifugation with centrifugal force ranging from 2000 ×g to 100,000 ×g, which remove contaminants like cell derbies, apoptotic bodies, and protein aggregates in that order.

	Little or no need for pretreatment of samples, little technical expertise,
applicable for large volume processing.


	Low purity, 
Cost of equipment, long isolation times, damage of EVs due to centrifugation at high speed is common, high working volume.


	Isopycnic type of density-gradient
ultracentrifugation for high-quality exosome isolation3-5

	Layers of biocompatible medium covering the range of particle densities in the sample are put into a tube, with progressively lower densities from bottom to top (e.g., iodoxinol or sucrose). Sample is added to the top of the density gradient medium, centrifuged for 16hr (100,000 ×g). The extracellular elements eventually settle into an isopycnic position—a static location inside the layer of the same density—along with exosomes, apoptotic bodies, and protein clumps. This technique makes it simple to separate components with varying buoyant densities; exosomes stay in the layer of medium between 1.10 and 1.18 g, whereas protein clumps concentrate at the bottom of the centrifuge tube.

	Pure isolates and higher yield, little or no need for pretreatment of samples.

	Low efficiency, complexity, exosomal
aggregation, viral particles migrate to the same density gradient with the EVs, labour -intensive, time consuming, not suitable for high throughput applications, Cost of equipment, long isolation times, damage of EVs due to centrifugation at high speed,
require trained technicians, low portability.

	Rate-Zonal centrifugation or Moving-Zone density-gradient
ultracentrifugation 3-5

	The widely utilized isopycnic ultracentrifugation relies solely on the variations in density. Though effective in separating common contaminants like protein aggregates, other extracellular vesicles, including microvesicles, that have a buoyant density comparable to exosomes but a different size, cannot be separated in the same way. The moving-zone ultracentrifugation (rate zonal centrifugation) process uses a medium whose density is less than the total solute concentration in the sample. After centrifugation, all of the solutes in the sample will be sequentially separated based on mass/size and density since the solutes' densities are greater than the gradient medium's. This will enable the isolation of vesicles with similar densities but different sizes.
	Pure isolates and higher yield, little or no need for pretreatment of samples.








	Low efficiency, complexity, exosomal
Aggregation labour -intensive, time consuming, not suitable for high throughput applications, Cost of equipment, long isolation times, damage of EVs due to centrifugation at high speed, require trained technicians.

	Size Exclusion- based EV isolation- separation of EVs based on size

	Ultrafiltration or microfiltration3-5

	Two types of ultrafiltration devices:
Two tandem-configured microfilters- With  size-exclusion limits between 20 and 200 nm. Large vesicles, such as apoptotic bodies, and most microvesicles are retained in the 200 nm membrane when they pass through the two membranes. Smaller particles, like as proteins, pass through the 20 nm microfilter, while vesicles with a diameter of 20 to 200 nm stay on the bottom.
 
Sequential ultrafiltration-
Extracellular fluids are filtered through a 1000-nm filter in order to remove big particles such as apoptotic bodies, cells, and their debris. Subsequently, a 500-kD MWCO second filter is used to filter out free proteins and other tiny particles from the filtrate. Using a 200-nm filter, exosomes with diameters ranging from 50 to 200 nm can be extracted from the filtrate. Example: "ExoMirTM exosome isolation" kit.
	Large volume processing;
Rapid isolation, Simple and portable, low cost(table)
 
	Vesicle clogging and entrapment is one of the most noticeable concerns; this can shorten the lifespan of the expensive membranes and result in a low separation yield. 
If transmembrane pressure is applied incorrectly during ultrafiltration, it may negatively impact the separated exosomes' natural condition and cause them to lose their functionality. 


	Tangential flow filtration3-4
	The feed stream flows parallel to the membrane. Only a portion of the flow crosses the membrane when pressure is applied to the flow stream, owing to the adjustments made to the hydrodynamic flow force. During the tangential flow filtration process, the retentate can then be recycled back to the feed reservoir for more filtration.  

	Pure, scalable, reproducible, gentle on the integrity
of EVs, efficient, membrane is continuously subjected to a parallel flow force, which effectively reduces clogging (via constant flushing). 
High yield results from recirculating retainate. 
	Complex setup.

	Size-exclusion chromatography (SEC)3-5 
	Sample is introduced atop a column that has been filled with a matrix with defined pore sizes. Smaller particles (smaller than the matrix pore size) are kept longer and elute mostly in later fractions, while bigger particles, driven by gravity or pump pressure, pass through the matrix fast and without entering the pores and collected as early fractions. 

	SEC produce a high yield isolation and high purity while preserving biophysical and functional properties of the isolated vesicles, low cost and
short isolation time, used for both small and large sample capacity.
	Long running time,
contaminants like protein aggregates and lipoproteins hence advisable to combine with ultrafiltration, additional requirement for exosome enrichment.

	Asymmetrical flow field-flow fractionation (AF4) systems2,5,6
	This procedure involves injecting and pushing the sample along the chamber's length by parabolic flow. A crossflow which is perpendicular to the parametric flow is employed concurrently to separate the particles. Larger particles are driven closer to the chamber walls, where the parabolic flow is slower, (more impacted by the crossflow) and the smaller particles which are less impacted by the crossflow stay in the center of the parabolic flow. The smaller particles elute earlier than the bigger particles.
	requires a smaller volume of starting material than in conventional chromatography and is able to produce EVs of high purity.
	AF4 is not specific to EVs in its standard configuration.


	Immunoaffinity based EV capture-

	Immunoaffinity capture-based EV isolation methods3-5

	The basis of immunoaffinity-based isolation is: certain proteins and receptors are present in all exosomes and the specific binding between these protein markers and their corresponding antibodies can separate exosomes. Example:
Exosome isolation and analysis kit (Abcam), Exosome-human CD63 isolation reagent (Thermofisher) and Exosome Isolation Kit CD81/CD63 (Miltenyi Biotec).
 
Solid matrices for antibody immobilization
Antibodies are immobilized to a solid surface for exosome separation. 
Matrices such as plates, beads, chromatography, and different kinds of microfluidic devices were employed. The most often employed of them have been submicron-sized magnetic particles, which are routinely used for immuno-precipitation of recombinant proteins. 
Microplate based;Magnetic beads(Tim4 protein immobilized onto beads; EpCAM antibody-coated magnetic beads);Chemical antibody-based next gen immunoaffinity are the other methods of immunoaffinity approach
	Technique can easily complement other isolation methods, while offering increased efficiency, specificity and integrity in the recovery of EVs from complex and viscous
fluids. 
Antibody-
coated magnetic bead system allowed the isolation of specific
subpopulation of exosomes. Example: EpCAM

	Rigorous definition of specific EV markers remains unclear, 
antibody availability
and the presence of these markers in the whole population negatively affects it, biomarkers should be expressed on the surface of the EVs and should also be fully membrane-bound.
High cost of antibodies and non-neutral pH and nonphysiological elution buffers used to separate exosome from antibodies could affect the biological functions of exosomes,
Low processing volume and yields.


	Microfluidic technique for exosome isolation

	Immunoaffinity-based microfluidics1,3 




	The immunoaffinity-microfluidic-based exosome separation devices work on the principle of corresponding antibodies mounted on the chips specifically recognize exosome markers.
Example: Exochip.
Exosomes are directly captured on the surface of the microfluidic devices which are functionalized with capture agents or beads functionalized with exosome specific antibodies are pre-incubated with exosome-containing serum, followed by processing with microfluid device for assessing the expression levels of specific cancer-associated markers.
	Fast isolation from small quantity of sample. Allows real-time on-chip exosome analysis.
High purity and cost effective, portable as it is miniaturized apparatus, easily automated and integrated with diagnosis. 
	Limited by isolation of only
specific subset of exosomes, high cost, and difficulty in maintaining the natural structure of exosomes…
Low sample capacity….
Sample loss during elution process,
Difficult to detach exosomes for the further application.

	Electrical based separation1,3

	Uses the dielectrophoresis (DEP) force which helps transport the dielectric particles polarized in an irregular electric field. DEP force leads to the migration of electrically polarizable particles and the force applied to the particles depends on the particle size, applied field frequency, medium viscosity. Exosomes are separated based on the difference in DEP force applied to the particles (size-dependent).
	Applicable to process small sample volume
High purity
Fast processing
High sensitivity
	Complicated system
_Multiple experiments required to
establish the optimal condition to
enrich exosome sized EVs.
Possibility of forming gas bubble.
Heating of the solution.


	Hydrodynamic Properties based separation1,3

	Particle separation is aided by a fluid mixture having viscoelastic characteristics. PEO, a polymer that is added to a fluid to increase its viscoelasticity. It creates elastic lift forces in the fluid that have the ability to move particles in particular directions. There are two inlets and three outputs on the microdevice. There is a long, narrow passage inside the device. One inlet is used to introduce sample fluid, and the other is used to sheath fluid containing PEO. Particles of varying sizes are pushed to different locations in the channel by the elastic lift forces produced by the PEO as the fluids mix. Larger particles go faster toward the channel's center and leave through the center outlet. Smaller particles gather through the side exits as they travel more slowly.
	Applicable to process small sample volume
High purity
Simple channel structure
	Comparably long processing time
Potential risk of clogging.


	Acoustic field based separation1,3

	Utilizes acoustic radiation forces applied to the particles inside the medium. The size and density of particles have a significant impact on the acoustic radiation force. By integrating with microfluidic platforms, EVs are separated from the larger particles based on the difference in the radiation force applied to the particles.
	Fast processing
High separation yield
Applicable to process small sample volume
	Low isolation throughput
Complicated system
Complex fabrication process
Heavy benchtop instrumentation
needed for the generation of acoustic wave


	Precipitation
	
	
	

	PEG3
	Polyethylene glycol (PEG) a polymer with molecular weights between 6000 and 20000 Da is used. Large contaminating particles like cell debris and apoptotic bodies must first be removed by pretreatment. The pre-treated samples must then be incubated with PEG solution at 4°C for an entire night. Subsequently, the exosomes that precipitate are extracted using a low-speed centrifugation method (1500 ×g). 
	Have been proposed as inexpensive and quick protocols, easy, donot require equipments, requiring little technical expertise or expensive equipment.
•Suitable for both small and large sample
volume
• High efficiency
High yield
	Preisolation and postisolation steps aimed at minimizing contamination. 
Requires sample pretreatment like ultracentrifugation and or filtration,
• Extended processing time
• Require complicated clean-up steps
• Affecting downstream analysis and quantification
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[bookmark: _Hlk163897942]Supplementary Table S2: Preferred Reporting Items for Systematic reviews and Meta-Analyses extension for Scoping Reviews (PRISMA-ScR) Checklist
	ECTION
	ITEM
	PRISMA-ScR CHECKLIST ITEM
	REPORTED ON PAGE #

	TITLE

	Title
	1
	Identify the report as a scoping review.
	1
	ABSTRACT

	Structured summary
	2
	Provide a structured summary that includes (as applicable): background, objectives, eligibility criteria, sources of evidence, charting methods, results, and conclusions that relate to the review questions and objectives.
	2
	INTRODUCTION

	Rationale
	3
	Describe the rationale for the review in the context of what is already known. Explain why the review questions/objectives lend themselves to a scoping review approach.
	3-4
	Objectives
	4
	Provide an explicit statement of the questions and objectives being addressed with reference to their key elements (e.g., population or participants, concepts, and context) or other relevant key elements used to conceptualize the review questions and/or objectives.
	4
	METHODS

	Protocol and registration
	5
	Indicate whether a review protocol exists; state if and where it can be accessed (e.g., a Web address); and if available, provide registration information, including the registration number.
	NA
	Eligibility criteria
	6
	Specify characteristics of the sources of evidence used as eligibility criteria (e.g., years considered, language, and publication status), and provide a rationale.
	5
	Information sources*
	7
	Describe all information sources in the search (e.g., databases with dates of coverage and contact with authors to identify additional sources), as well as the date the most recent search was executed.
	5
	Search
	8
	Present the full electronic search strategy for at least 1 database, including any limits used, such that it could be repeated.
	Table S2, S7-8
	Selection of sources of evidence†
	9
	State the process for selecting sources of evidence (i.e., screening and eligibility) included in the scoping review.
	4-5
	Data charting process‡
	10
	Describe the methods of charting data from the included sources of evidence (e.g., calibrated forms or forms that have been tested by the team before their use, and whether data charting was done independently or in duplicate) and any processes for obtaining and confirming data from investigators.
	5
	Data items
	11
	List and define all variables for which data were sought and any assumptions and simplifications made.
	5
	Critical appraisal of individual sources of evidence§
	12
	If done, provide a rationale for conducting a critical appraisal of included sources of evidence; describe the methods used and how this information was used in any data synthesis (if appropriate).
	NA
	Synthesis of results
	13
	Describe the methods of handling and summarizing the data that were charted.
	5-6
	RESULTS

	Selection of sources of evidence
	14
	Give numbers of sources of evidence screened, assessed for eligibility, and included in the review, with reasons for exclusions at each stage, ideally using a flow diagram.
	6 & Table S4
	Characteristics of sources of evidence
	15
	For each source of evidence, present characteristics for which data were charted and provide the citations.
	6-24 & Table S4
	Critical appraisal within sources of evidence
	16
	If done, present data on critical appraisal of included sources of evidence (see item 12).
	NA
	Results of individual sources of evidence
	17
	For each included source of evidence, present the relevant data that were charted that relate to the review questions and objectives.
	6-24
	Synthesis of results
	18
	Summarize and/or present the charting results as they relate to the review questions and objectives.
	6-24
	DISCUSSION

	Summary of evidence
	19
	Summarize the main results (including an overview of concepts, themes, and types of evidence available), link to the review questions and objectives, and consider the relevance to key groups.
	25-28
	Limitations
	20
	Discuss the limitations of the scoping review process.
	29
	Conclusions
	21
	Provide a general interpretation of the results with respect to the review questions and objectives, as well as potential implications and/or next steps.
	29
	FUNDING

	Funding
	22
	Describe sources of funding for the included sources of evidence, as well as sources of funding for the scoping review. Describe the role of the funders of the scoping review.
	Page S18-S23  (Table S6)

JBI = Joanna Briggs Institute; PRISMA-ScR = Preferred Reporting Items for Systematic reviews and Meta-Analyses extension for Scoping Reviews.
* Where sources of evidence (see second footnote) are compiled from, such as bibliographic databases, social media platforms, and Web sites.
† A more inclusive/heterogeneous term used to account for the different types of evidence or data sources (e.g., quantitative and/or qualitative research, expert opinion, and policy documents) that may be eligible in a scoping review as opposed to only studies. This is not to be confused with information sources (see first footnote).
‡ The frameworks by Arksey and O’Malley (6) and Levac and colleagues (7) and the JBI guidance (4, 5) refer to the process of data extraction in a scoping review as data charting.
§ The process of systematically examining research evidence to assess its validity, results, and relevance before using it to inform a decision. This term is used for items 12 and 19 instead of "risk of bias" (which is more applicable to systematic reviews of interventions) to include and acknowledge the various sources of evidence that may be used in a scoping review (e.g., quantitative and/or qualitative research, expert opinion, and policy document).
From: Tricco AC, Lillie E, Zarin W, O'Brien KK, Colquhoun H, Levac D, et al. PRISMA Extension for Scoping Reviews (PRISMAScR): Checklist and Explanation. Ann Intern Med. 2018;169:467–473. doi: 10.7326/M18-0850

Supplementary Table S3: Search Strategy for Databases
	S.no
	Database
	Search Strategy
	Hits

	1
	PubMed (NCBI)


	(("Extracellular Vesicles"[MeSH Terms] OR "exosome*"[Text Word] OR "extracellular vesicle*"[Text Word] OR "exovesicle*"[Text Word] OR "apoptotic body"[Text Word] OR "apoptotic bodies"[Text Word] OR "EVs"[Text Word] OR "ectosome*"[Text Word] OR "cell derived microparticle*"[Text Word] OR "shedding microvesicle*"[Text Word] OR "shedding microvesicle*"[Text Word] OR "cell membrane microparticle*"[Text Word])) AND (((("Schizophrenia"[MeSH Terms] OR "Schizophrenia"[Text Word] OR "Schizotypal Personality Disorder"[MeSH Terms] OR "Schizotypal Personality Disorder"[All Fields] OR "schizophrenia, treatment resistant"[MeSH Terms] OR "Schizophrenia Spectrum and Other Psychotic Disorders"[MeSH Terms] OR "Schizophrenia Spectrum and Other Psychotic Disorders"[Text Word]) OR "schizophrenia, paranoid"[MeSH Terms]) OR "schizophrenia paranoid"[All Fields] OR "schizophrenia, disorganized"[MeSH Terms] OR "schizophrenia disorganized"[Text Word] OR "schizophrenia, childhood"[MeSH Terms] OR "schizophrenia childhood"[Text Word] OR "schizophrenia, catatonic"[MeSH Terms] OR "schizophrenia catatonic"[Text Word]))
Filters: Language: English
	73

	2
	EMBASE (Elsevier)

	(('Extracellular Vesicles'/exp OR exosome* OR 'extracellular vesicle*' OR exovesicle* OR 'apoptotic body' OR 'apoptotic bodies' OR EVs OR ectosome* OR 'cell derived microparticle*' OR 'shedding microvesicle*' OR 'shedding microvesicle*' OR 'cell membrane microparticle*')) AND ((((Schizophrenia/exp OR Schizophrenia OR 'Schizotypal Personality Disorder'/exp OR 'Schizotypal Personality Disorder' OR 'schizophrenia, treatment resistant'/exp OR 'Schizophrenia Spectrum and Other Psychotic Disorders'/exp OR 'Schizophrenia Spectrum and Other Psychotic Disorders') OR 'schizophrenia, paranoid'/exp) OR 'schizophrenia paranoid' OR 'schizophrenia, disorganized'/exp OR 'schizophrenia disorganized' OR 'schizophrenia, childhood'/exp OR 'schizophrenia childhood' OR 'schizophrenia, catatonic'/exp OR 'schizophrenia catatonic'))
Filters: Language: English
	208

	3
	CINAHL (EBSCHO)

	(((MH "Extracellular Vesicles+") OR exosome* OR "extracellular vesicle*" OR exovesicle* OR "apoptotic body" OR "apoptotic bodies" OR EVs OR ectosome* OR "cell derived microparticle*" OR "shedding microvesicle*" OR "shedding microvesicle*" OR "cell membrane microparticle*")) AND (((((MH Schizophrenia+) OR Schizophrenia OR (MH "Schizotypal Personality Disorder+") OR "Schizotypal Personality Disorder" OR (MH "schizophrenia, treatment resistant+") OR (MH "Schizophrenia Spectrum and Other Psychotic Disorders+") OR "Schizophrenia Spectrum and Other Psychotic Disorders") OR (MH "schizophrenia, paranoid+")) OR "schizophrenia paranoid" OR (MH "schizophrenia, disorganized+") OR "schizophrenia disorganized" OR (MH "schizophrenia, childhood+") OR "schizophrenia childhood" OR (MH "schizophrenia, catatonic+") OR "schizophrenia catatonic"))
Filters: Language: English
	12

	4
	Scopus (Elsevier)

	( ( INDEXTERMS ( "Extracellular Vesicles" ) OR TITLE-ABS-KEY ( exosome* ) OR TITLE-ABS-KEY ( "extracellular vesicle*" ) OR TITLE-ABS-KEY ( exovesicle* ) OR TITLE-ABS-KEY ( "apoptotic body" ) OR TITLE-ABS-KEY ( "apoptotic bodies" ) OR TITLE-ABS-KEY ( evs ) OR TITLE-ABS-KEY ( ectosome* ) OR TITLE-ABS-KEY ( "cell derived microparticle*" ) OR TITLE-ABS-KEY ( "shedding microvesicle*" ) OR TITLE-ABS-KEY ( "shedding microvesicle*" ) OR TITLE-ABS-KEY ( "cell membrane microparticle*" ) ) ) AND ( ( ( ( INDEXTERMS ( schizophrenia ) OR TITLE-ABS-KEY ( schizophrenia ) OR INDEXTERMS ( "Schizotypal Personality Disorder" ) OR ALL ( "Schizotypal Personality Disorder" ) OR INDEXTERMS ( "schizophrenia, treatment resistant" ) OR INDEXTERMS ( "Schizophrenia Spectrum and Other Psychotic Disorders" ) OR TITLE-ABS-KEY ( "Schizophrenia Spectrum and Other Psychotic Disorders" ) ) OR INDEXTERMS ( "schizophrenia, paranoid" ) ) OR ALL ( "schizophrenia paranoid" ) OR INDEXTERMS ( "schizophrenia, disorganized" ) OR TITLE-ABS-KEY ( "schizophrenia disorganized" ) OR INDEXTERMS ( "schizophrenia, childhood" ) OR TITLE-ABS-KEY ( "schizophrenia childhood" ) OR INDEXTERMS ( "schizophrenia, catatonic" ) OR TITLE-ABS-KEY ( "schizophrenia catatonic" ) ) )
Filters: Language: English
	176



Supplementary Table S5: Excluded articles at the full text stage with justification 
	Sl No 
	Study ID
	Reasons for exclusion 
	Reference

	1
	Tsilioni 2014
	Review
	Tsilioni,I., Panagiotidou, S., & Theoharides, T.C. Exosomes in neurologic and psychiatric disorders. Clin. Ther. 36, 882–888 (2014). https://doi.org/10.1016/j.clinthera.2014.05.005 

	2
	Desmeules 2023
	Poster
	Desmeules, C., Bechard, L., Huot-Lavoie, M., Corbeil, O., Essiambre, A. M., Anderson E., et al.  Psychosis and trauma - Measurements of blood-based exosomal biomarkers from brain origins: Preliminary results. Early Interv. Psychiatry 17, 306 (2023). https://doi.org/10.1111/eip.13409.

	3
	Martinez 2024
	Review
	Martinez, B., & Peplow, P.V. MicroRNAs as potential biomarkers for diagnosis of schizophrenia and influence of antipsychotic treatment. Neural Regen Res. 19, 1523–1531 (2024). https://doi.org/10.4103/1673-5374.387966

	4
	Do 2023
	Commentary
	Do, K. Q. Bridging the gaps towards precision psychiatry: Mechanistic biomarkers for early detection and intervention. Psychiatry Res. 321, 115064 (2023). https://doi.org/10.1016/j.psychres.2023.115064

	5
	Guo 2024
	Review
	Guo, C., Bai, Y., Li, P., & He, K. The emerging roles of microbiota-derived extracellular vesicles in psychiatric disorders. Front. Microbiol. 15, 1383199 (2024). https://doi.org/10.3389/fmicb.2024.1383199

	6
	Zhang 2024
	Review
	Zhang, R., Lei, X., Ren, J., & Zhang, C. The roles of extracellular vesicle-derived microRNAs in schizophrenia: A scoping review. Schizophr. Res. 270, 162–164 (2024). https://doi.org/10.1016/j.schres.2024.04.011 

	7
	Ansarey 2021
	Review
	Ansarey, S. H. Inflammation and JNK's Role in Niacin-GPR109. A diminished flushed effect in microglial and neuronal cells with relevance to schizophrenia. Front. Psychiatry 12, 771144 (2021). https://doi.org/10.3389/fpsyt.2021.771144 

	8
	Zhang 2021
	Review
	Zhang, N., He, F., Li, T., Chen, J., Jiang, L., Ouyang, X.P., & Zuo, L. Role of exosomes in brain diseases. Front. Cell Neurosci. 15, 743353 (2021). https://doi.org/10.3389/fncel.2021.743353

	9
	Munir 2020
	Review
	Munir, J., Yoon, J. K., & Ryu, S. Therapeutic miRNA-enriched extracellular vesicles: Current approaches and future prospects. Cells 9, 2271 (2020). https://doi.org/10.3390/cells9102271 

	10
	Fu 2023
	Review
	Fu, L., & Zhang, C. Advances in the role of circular RNA in schizophrenia. J. Shanghai Jiao Tong Univ. (Med. Sci.) 43, 1445–1449 (2023).

	11
	Tunset 2019
	Conference abstract
	Tunset, M., Haslene-Hox, H., Vaaler, A., Sulheim, E., Kondziella, D. P. 393 Changes in peripheral blood extracellular vesicles in psychotic patients determined by vesicle characterization and proteomics. Eur. Neuropsychopharmacol. 29, S278–S279 (2019). https://doi.org/10.1016/j.euroneuro.2019.09.407

	12
	Gruzdev 2019
	Review
	Gruzdev, S. K., Yakovlev, A. A., Druzhkova, T. A., Guekht, A. B., & Gulyaeva, N. V. The missing link: How exosomes and miRNAs can help in bridging psychiatry and molecular biology in the context of depression, bipolar disorder and schizophrenia. Cell Mol. Neurobiol. 39, 729–750 (2019). https://doi.org/10.1007/s10571-019-00684-6 

	13
	Xavier 2019
	Conference abstract F.131
	Xavier, G., Santoro, M., Ota, V., Talarico, F., Spindola, L., Oliveira, G. et al. F131. Evaluation of extracellular vesicles miRNA differential expression among first episode psychosis. Eur. Neuropsychopharmacol 29, S1181–S1182 (2019). https://doi.org/10.1016/j.euroneuro.2018.08.211

	14
	Xavier 2019
	Conference abstract M95
	Xavier, G., Talarico, F., Santoro, M., Ota, V., Moretti, P., Costa, G. et al. Schizophrenia related miRNAs selection in a brazilian sample. Eur. Neuropsychopharmacol. 29, S1007 (2019). https://doi.org/10.1016/j.euroneuro.2017.08.402

	15
	Li 2019
	Review
	Li, L. & Wang, J. Roles of extracellular microRNAs in central nervous system. ExRNA 1, 13 (2019). https://link.gale.com/apps/doc/A603082654/AONE?u=anon~ec328bfa&sid=googleScholar&xid=79210568

	16
	Al-Amin 2019
	Conference abstract 
	Al-Amin, H., El-Asrag, M., Ghuloum, S., Cardno, A., Chamali, R., Kiwan, N. et al. Screening for major risk alleles for Schizophrenia in Qatari population. Behav. Genet. 49, 534 (2019).

	17
	Ashley 2018
	Invitro-animal
	Ashley, J., Cordy, B., Lucia, D., Fradkin, L.G., Budnik, V., Thomson, T. Retrovirus-like Gag Protein Arc1 Binds RNA and Traffics across Synaptic Boutons. Cell. 172, 262–274 (2018). https://doi.org/10.1016/j.cell.2017.12.022

	18
	Schneider 2016
	Conference abstract_
	Schneider, E. M., Strunz, M., Lowe, R., & Bechter, K. Characterization of microparticles  derived  from  cultured  macrophages  and cerebrospinal  fluid  of  patients  with  schizophrenic  and  affective disorder. Neurology, Psychiatry and Brain Research 22, 19 (2016). https://doi.org/10.1016/j.npbr.2015.12.047

	19
	Zhu 2015
	Invitro-animal
	Zhu, C. Y., Shen, Y., & Xu, Q. Propagation of dysbindin-1B aggregates: exosome-mediated transmission of neurotoxic deposits. Neuroscience 291,301-16(2015). https://doi.org/10.1016/j.neuroscience.2015.02.016

	20
	De Toro 2015
	Review
	De Toro, J., Herschlik, L., Waldner, C., & Mongini, C. Emerging roles of exosomes in normal and pathological conditions: new insights for diagnosis and therapeutic applications. Front. Immunol. 6, 203 (2015). https://doi.org/10.3389/fimmu.2015.00203. 

	21
	 Berkel 2014
	Not study related
	Ana de Sena Cortabitarte, A., Degenhardt, F., Strohmaier, J., Lang, M., Weiss, B., Roeth, R., Giegling, I., Heilmann-Heimbach, S., Hofmann, A., Rujescu, D., Fischer, C., Rietschel, M., Nöthen, M. M., Rappold, G.A., & Berkel, S. Investigation of SHANK3 in schizophrenia. Am J Med Genet B Neuropsychiatr. Genet. 174, 390–398 (2017). https://doi.org/10.1002/ajmg.b.32528. 
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