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Fig. S1 

 

 

Rarefication curves for observed OTUs by sex (a), treatments (b), and time points (c).  

 

 

 

  



Fig. S2 

 

Hierarchical clustering of samples using taxonomic profiles at the phylum level by sex. F, female 

M, male 

 

 

 

 

 

  



Fig. S3 

 

Hierarchical clustering of samples using taxonomic profiles at the genus level by sex. F, female 

M, male 

 

 

 

 

 

 

 

 

 



Fig. S4 

 

Alpha diversity by sex (a) observed OTUs (b) Chao1 index.  

  



Fig. S5 

 

Relative abundance of bacterial phylum in response to biopolymer treatments by sex. B, 

baseline M, intermediate F, final MD, maltodextrin PL, ε-polylysine P, pectin PL+P, ε-polylysine-

pectin complexes 
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Fig. S6 

Relative abundance of bacterial genus in response to biopolymer treatments by sex. B, baseline 

M, intermediate F, final MD, maltodextrin PL, ε-polylysine P, pectin PL+P, ε-polylysine-pectin 

complexes 
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