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Supplementary Figure 1. Linearity results of the untargeted peptidomics approach.
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Supplementary Figure 2. Prediction scores for bioactivities of peptides.



GAVEPAK- =

ASGVPY |—|
AAPVQ- I—(
VTVPKH '—1

DHQVPSPP |—1
SPLF+ |—I
EKLPGH '—|
VIKPDVKH
I I I I ]
0 10 20 30 40 50
ACE inhibition activity (%)

Supplementary Figure 3. Angiotensin converting enzyme (ACE) inhibition activity of
peptides.



Supplementary Table 1 lon pairs and charge number of 150 peptides in pseudotargeted
peptidomics.

Charge Theoretical

ID number MS1 m/z MS1 m/z MS2 m/z
ECACG 1 482.1058 482.1056 353.0651
EALH 1 469.2388 469.2389 156.0763
ASMEN 1 551.2103 551.2109 419.1570
AVVVA 1 458.3340 458.3335 143.1184
GAVEPAK 1 671.3698 671.3697 315.2025
GLKPGPH 1 705.4024 705.4021 407.2029
STLK 1 448.2618 448.2618 260.1605
AAPVQ 1 485.2699 485.2707 343.1994
DSDGS 1 480.1612 480.1621 163.0387
DTLAG 1 476.2328 476.2328 458.2206
SQFAN 1 566.2552 566.2549 216.0985
EAAPVQ 1 614.3113 614.3130 343.1969
EKLPG 1 543.3121 543.3126 371.2297
VTVPK 1 543.3496 543.3496 244.1652
QKLPG 1 542.2925 542.2907 370.2085
TSPIS 1 504.2664 504.2673 316.1863
ADLPG 1 472.2397 472.2394 173.0924
NGVLT 1 503.2806 503.2806 271.1399
HCGPGSGS 1 701.2263 701.2282 539.1736
SIFGK 1 551.3171 551.3156 351.2041
ASGVPY 1 593.2911 593.2919 279.1351
LSVEVQ 1 674.3318 674.3320 528.2661
QGAIGPR 1 698.3819 698.3819 329.1826
EQTVVLK 1 816.4815 816.4815 440.2161
PLCGNSAC 1 764.2417 764.2452 572.1672
EILSN 1 575.3042 575.2986 356.2170
VFDPVS 1 663.3372 663.3349 302.1706
LVVLG 1 500.3425 500.3425 312.2296
EQIPFE 1 762.3660 762.3659 392.1819
SSPLF 1 550.2853 550.2892 376.2231
SSSNGNGS 1 709.1945 709.1987 433.1123
SPLF 1 463.2536 463.2539 298.1771
VAPIL 1 512.3436 512.3434 342.2378
LPLV 1 441.3044 441.3052 328.2215
ELLPS 1 558.3110 558.3110 356.2182
SGGACS;GSGS 1 723.2147 723.2126 433.1377
VFDPFS 1 711.3317 711.3331 350.1699
DADVDPYV 1 893.3649 893.3651 378.1671

PVSAVNQ 1 714.3824 714.3827 696.3744
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Supplementary Table 2. Angiotensin converting enzyme (ACE) inhibition activity of
peptides.

Peptides Purity Q1 Mass e e v oy o
(Da) (Da) voltage (V)  energy (eV)
71. 15.5 110 45
GAVEPAK  98.03% 271_: 222_3 110 45
43. 244.3 110 35
VIVPK  98.66% :42_: 343.4 110 35
485.2 43.2 80 23
AAPVQ  98.00% 4::_2 ?47_3 85 35
593.3 279.1 90 26
ASGVPY  96.49% 593.3 315.3 90 27
76.5 480.4 150 50
DHQVPSPP  95.28% :76_5 381.3 150 60
463. 185 110 30
SPLF 99.38% 422_2 157.3 110 38
43.4 71.1 100 35
EKLPG 97.90% :42_4 258_2 100 35
786.6 458.2 130 50

VTKPDVK 95.669
& 786.6 246.2 120 55




