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Supplementary tables and figures
Supplementary Table 1.  The primers used in qPCR analysis. （mice）
	Target
	Sequence (5’-3’)

	GAPDH
	Forward5’-CCTCGTCCCGTAGACAAAATG-3’
Reverse5’-TGAGGTCAATGAAGGGGTCGT-3’

	SREBP-1c
	Forward5’-GACATGCTCCAGCTCATCAACA-3’
Reverse5’-GACACGGACGGGTACATCTTTA-3’

	FAS
	Forward5’-CTGCCTCTGGTGCTTGCT-3’
Reverse5’-ACCCGCCTCCTCAGCTTT-3’

	ACC1
	Forward5’-TTTGTTTGGTCGTGACTGCTCTG-3’
Reverse5’-AGGATGTTCAACCTGTAGCCGAG-3’

	PPARα
	Forward5’-TTTCACAAGTGCCTGTCTGTCG-3’
Reverse5’-TCTTCAGGTAGGCTTCGTGGAT-3’

	CPT-1
	Forward5’-GCCTCTATGTGGTGTCCAAGTATC-3’
Reverse5’-CACCATAGCCGTCATCAGCAA-3’

	TFEB
	Forward5’-AATCCCACATCCTACCATCTGC-3’
Reverse5’-GCAGCAAACTTGTTCCCATAGG-3’

	SIRT1
	Forward5’-ACATCTCATGATTGGCACCGAT-3’
Reverse5’-AGCGTCATATCATCCAGCTCAG-3’

	FoxO1
	Forward5’-TACTTCAAGGATAAGGGCGACAG-3’
Reverse5’-TGCACTCGAATAAACTTGCTGTG-3’




Supplementary Table 2.  The primers used in qPCR analysis. （HepG2 cells）
	Target
	Sequence (5’-3’)

	GAPDH
	Forward5’-GGAAGCTTGTCATCAATGGAAATC-3’
Reverse5’-TGATGACCCTTTTGGCTCCC-3’

	SREBP-1c
	Forward5’-TCTGGAGGCATCGCAAGC-3’
Reverse5’-AGCAGGTGACGGATGAGGTT-3’

	FAS
	Forward5’-CATCTGGACCCTCCTACCTCTG-3’
Reverse5’-CTGTGTACTCCTTCCCTTCTTGG-3’

	ACC1
	Forward5’-TGCGGTCTATCCGTAGGTGGT-3’
Reverse5’-CATAGTTGTTGTTGTTTGGTCCTCC-3’

	PPARα
	Forward5’-CCTCGGTGACTTATCCTGTGGT-3’
Reverse5’-GACATCCCGACAGAAAGGCAC-3’

	CPT-1
	Forward5’-GAAGTTGTTCAAGTTGGCGTCT-3’
Reverse5’-ATGTACGACACACCATAGCCGT-3’

	TFEB
	Forward5’-AATCCCACATCCTACCATCTGC-3’
Reverse5’-GCAGCAAACTTGTTCCCATAGG-3’

	SIRT1
	Forward5’-ATTCCAGCCATCTCTCTGTCAC-3’
Reverse5’-TGTTGCAAAGGAACCATGACAC-3’

	FoxO1
	Forward5’-TACTTCAAGGATAAGGGTGACAGC-3’
Reverse5’-TTTTCCAGTTCCTTCATTCTGCAC-3’




Supplementary Figure 1
[image: Fig. S2]
[bookmark: _GoBack]Figure S1. CA ameliorates hepatic inflammation and pathological changes in HFD-induced mice. (A) Hepatic mRNA expression of TNF-α, IL-6, and IL-1β determined by RT-qPCR. (B) NAFLD activity score (NAS) based on histological evaluation. (C) Representative photomicrographs of Masson’s trichrome staining of liver sections. Blue staining indicates collagen deposition, and red staining indicates cytoplasm (Scale bar = 50 μm). Data are shown as the means ± SEMs (n=8). Compared with the NC , #P < 0.05, ##P < 0.01; compared with the HFD group, *P < 0.05, **P < 0.01

Supplementary Figure 2
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Fig. S2 The mRNA expression levels of SIRT1 and FOXO1. (A) The mRNA expression levels of SIRT1 and FOXO1 in liver tissue (n=6). (B) The mRNA expression levels of SIRT1 and FOXO1 in FFA-induced HepG2 cells. Data are shown as the means±SEMs (n=6). Compared with the HFD or FFA group, *P < 0.05, **P < 0.01.

Supplementary Figure 3
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Fig. S3 Treatment with BafA1 inhibits CA’ s effect in HepG2 cells. (A) Intracellular TG 、TC、GSH and SOD levels. (B) The mRNA expression levels of fatty acid oxidation genes (PPARα, CPT-1). Data are shown as the means ± SEMs (n=6). Compared with the NC group, #P < 0.05, ##P < 0.01; compared with the FFA group, *P < 0.05, **P < 0.01.

Supplementary Figure 4

[image: 核内FOXO1]
Fig S4 Nuclear FOXO1 expression. Data are shown as the means ± SEMs (n=3). Compared with the FFA group, *P < 0.05, **P < 0.01.

Supplementary Figure 5
[image: SCFAs-NPJ补充文件]
Fig. S5 CA modulates fatty acids‌. ‌(A) Acetic acid, (B) propionic acid, and (C) butyric acid levels in mouse feces.‌ ‌(D) Correlation analysis between fecal butyric acid content and Lachnospiraceae_ NK4A136_group abundance in HFD and CA-H group mice. Data are shown as the means ± SEMs (n=8). Compared with the HFD group, *P < 0.05, **P < 0.01.



Supplementary Figure 6

Fig. 5A Uncropped images for gels and blots. 
Original scan images are shown for the indicated figure panels, and the red boxes representthe cropped areas corresponding to the bands presented in the text . The blue squares denote two additional replicates, making a total of three replicates.Molecular weight markers and the antibodies used are indicated.
[image: Fig.5A-WB]







Supplementary Figure 7


Fig. 5D Uncropped images for gels and blots. 
Original scan images are shown for the indicated figure panels, and the red boxes representthe cropped areas corresponding to the bands presented in the text. The blue squares denote two additional replicates, making a total of three replicates.Molecular weight markers and the antibodies used are indicated.
[image: Fig.5D-WB]






Supplementary Figure 8

Fig. 7A Uncropped images for gels and blots. 
Original scan images are shown for the indicated figure panels, and the red boxes representthe cropped areas corresponding to the bands presented in the text. The blue squares denote two additional replicates, making a total of three replicates. Molecular weight markers and the antibodies used are indicated.
[image: Fig.7A-WB]







Supplementary Figure 9


Fig. 8A Uncropped images for gels and blots. 
Original scan images are shown for the indicated figure panels, and the red boxes representthe cropped areas corresponding to the bands presented in the text . The blue squares denote two additional replicates, making a total of three replicates.Molecular weight markers and the antibodies used are indicated.
[image: Fig.8A-WB]








Supplementary Figure 10

Fig 9A Uncropped images for gels and blots. 
Original scan images are shown for the indicated figure panels, and the red boxes representthe cropped areas. Molecular weight markers and the antibodies used are indicated.
[image: Fig.9A-WB]











Supplementary Figure 11

Fig. S4 Uncropped images for gels and blots. 
Original scan images are shown for the indicated figure panels, and the red boxes representthe cropped areas corresponding to the bands presented in the text. The blue squares denote two additional replicates, making a total of three replicates.Molecular weight markers and the antibodies used are indicated.
[image: Fig.S2C-WB]

image7.png
LC3B-lI

LC3B-II





image8.png
LC3B-Il

LC3B-II LC3B-II
14kDa 14kDa

LC3B-II LC3B-II
14kDa 10kDa 14kDa





image9.png




image10.png
Scr shRNA FOXO1 shRNA

I |

Scr shRNA FOXO1 shRNA





image11.png
anioags

NC ~FFA CA-H CA+NAM
70kDa

50kDa (.- -

40kDa

35kDa

Lamin B1 66kDa

FOXO1 69kDa

FOXO1 69kDa





image1.tiff
9109s SYN

Pt
uolssaidxa auab 9-|

]
uoissaidxad auab p-INL

<





image2.tiff
P~

uolssaidxa auab |1NIS

B s,
%
e O A
’ L
X
— - %
o~ w =] © ©
- - o
uoissaidxa auab Loxo4
M s,
)
I fe%
*
L s
[
I ~%
~ © =] ]
- - =]
uoissaidxa auab L1yIS
0] %,
;) HIH 4
: %
FQ
RS
HIED %
w o v o w o
N o ~ < o
uolssaidxa auab LOoxo4
I,
o
A by
) & o
%
HilH %
w o v 9o 0 o
a o ~ <~ o




image3.png
TG (mmol/gprot)

Y

e
©

[
@

o
w

e
°

TC (mmoligprot)

169 % —— 100 150
[P
— S . 80 "
12 “e g g
o 2 % 100
$ 5 e0 & m
o & 3 g
0.8 2% € B
a2 E F %
- = 8 s0
0s X g 3 $.%0
n 20
0.0 T T T v O O T
© & = AR
S &\\» & B g:ﬁv S S& T
FaCs Facd & o

PPARa gene expression

15 15
s
<
- 5 s
]
1.0 £ 10 -
&
3
: &
0.5 é Sos ]
[ ] £
b
&
00— 00—
$ &R &R
< 7‘9& < V’#
5d o"




image4.png
NC FFA CA-H CA+NAM

Nuclear
FOXO1 69kDa

ns

w
|

N
|

—
|

Relative intensity
nuclear FOXO1/Lamin B1

o
|

O
< Q((v Q‘?X\xé?“é




image5.png
02 03 04 0.5

Butyrate (ug/mg feces)

T T | T |
o o 1w o v
N = < S e
o o s o o ¢

(%) dnoab~9g LYHMN @easesidsouyse]

(]

NC M CA-H

|
e
S

.r
(s9929) Bwybrl) ayeuoidoud

a o - « o

(s929) Bwybrl) ayeyaoy




image6.png
Ac-FOXO1





