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Supplemental Fig. 1: The polar plots depict the mean percentile of each antibody feature for each adjuvant group at
day 30, day 60 and day 360. Percentile rank scores were determined for each antibody feature across all individuals,
adjuvants and time points.



Supplemental Figure 2
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Supplemental Fig. 2: (a, b) The bar graphs depict how often antibody features were selected by repeated LASSO-
based selection. The color indicates the group in which the feature is enriched. The horizontal line shows the
threshold of how often a feature needs to be chosen overall in order to be selected for the final set of minimal
features. The features correspond to the model comparing (a) all five adjuvants (corresponding to Fig. 1d) and (b)
ASO01g, ASO1g, and ASO03 (corresponding to Fig. 4b).
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Adjuvant Feature Z-score Z-score Z-score Z-score
median IQR median IQR median IQR median IQR

ASO1g IgG 0.162 0.456 0.830 0.873 0.904 1.254 0.979 0.894
ASO1g IgG1 0.010 1.240 1.362 0.789 1.011 2.231 1.246 0.734
ASO1g 1gG2 0.384 1.232 0.575 1.533 -0.035 1.741 0.412 1.136
ASO1g IgG3 0.139 0.875 0.826 1.153 0.361 1.096 0.516 1.169
ASO1g eG4 -0.194 1.139 0.011 1.003 -0.154 0.779 -0.097 1.113
ASO1g IgAl 0.269 1.370 0.562 0.712 0.805 1.244 0.474 0.973
ASO1g IgA2 -0.081 1.254 0.504 0.904 0.639 1.374 0.905 0.738
ASO1g IgM 0.670 1.659 0.507 0.715 0.681 0.712 0.733 0.613
ASO1g FcGRIIAH 0.671 1.334 1.013 0.279 0.986 0.422 0.974 0.308
ASO1g FcGRIIAR -0.199 0.694 1.011 0.721 0.899 1.995 1.108 0.458
ASO1g FcGRIIB 0.433 1.291 0.941 0.504 1.074 0.450 1.106 0.490
ASO1g FcGRIIIAF | -0.144 0.740 0.966 1.241 1.161 0.821 1.207 1.464
ASO1g FcGRIIIAV | -0.162 0.837 0.983 0.596 1.115 1.310 1.127 0.754
ASO1g FcGRIIIB -0.270 0.286 0.048 1.672 1.073 1.115 1.049 2.040
ASO1g FcAR 0.096 1.953 0.748 0.734 0.838 1.642 0.749 1.081
ASO1g FcRn -0.158 0.048 0.125 1.733 0.702 1.865 1.291 2.074
ASO1g Clqg -0.125 0.109 0.773 1.515 -0.207 0.091 0.969 1.179
ASO1g ADCD C3 0.119 0.512 0.989 0.718 0.306 0.692 1.115 0.819
ASO1g ADCP 0.249 0.673 0.872 1.569 0.660 0.951 0.826 0.576
ASO1g ADNP 0.013 1.127 0.474 1.377 -0.322 0.432 0.206 0.954
ASO1g ADDCP -0.184 1.040 0.132 1.022 0.463 1.655 0.878 0.941
ASOlg  ADNKAcD107a] 0.023 0.942 0.345 0.972 -0.196 1.546 -0.258 1.012
ASOlg  ADNKA IFNg 0.206 0.545 0.579 0.980 -0.178 0.259 0.724 1.594
ASO1l; ADNKA MIP1B 0.207 1.159 0.777 1.119 0.238 1.149 0.675 1.904
ASO1¢ IgG -0.104 0.460 0.612 1.309 0.286 0.883 0.526 0.891
ASO1¢ IgG1 -0.172 0.670 0.669 1.044 0.116 1.396 0.539 1.198
ASO1¢ 1gG2 -0.413 0.693 0.005 1.904 0.299 1.277 0.159 1.409
ASO1¢ IgG3 -0.086 1.643 0.788 0.911 0.013 1.176 0.427 1.431
ASO1¢ eG4 -0.520 0.276 -0.235 0.431 -0.222 0.317 -0.101 0.962
ASO1¢ IgAl -0.295 1.249 0.753 1.100 0.629 1.110 0.528 1.260
ASO1¢ IgA2 -0.362 0.747 0.626 0.941 0.216 1.199 0.750 0.914
ASO1¢ IgM -0.082 1.133 0.517 1.204 0.010 1.335 -0.071 0.689
ASO1¢ FcGRIIAH 0.033 1.257 0.925 0.627 0.731 0.434 0.761 0.503
ASO1¢ FcGRIIAR -0.281 0.436 0.935 0.958 -0.129 1.006 0.607 0.817
ASO1¢ FcGRIIB -0.229 1.357 0.838 1.080 0.775 0.714 0.726 0.745
ASO1¢ FcGRIIIAF | -0.367 0.339 0.728 1.504 0.808 1.022 0.120 0.972
ASO1¢ FcGRIIIAV | -0.165 0.387 0.924 1.162 0.700 1.311 0.567 0.768
ASO1¢ FcGRIIIB -0.293 0.244 -0.371 1.547 0.473 1.541 -0.294 1.343
ASO1¢ FcAR -0.158 1.544 0.839 0.844 0.707 1.515 0.800 1.004
ASO1¢ FcRn -0.164 0.114 -0.109 1.724 -0.418 1.191 -0.336 0.754
ASO1¢ Clqg -0.089 0.059 0.429 1.902 -0.227 0.254 0.517 1.178
ASO1¢ ADCD C3 -0.050 0.465 0.696 1.443 -0.099 0.720 0.655 0.950
ASO1¢ ADCP -0.127 0.711 0.883 1.230 0.608 0.858 0.589 1.263
ASO1¢ ADNP -0.373 0.770 0.435 1.368 -0.102 0.433 -0.216 0.697
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Notes: D, Day; IQR, interquartile range
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