
Supplementary Information 
 
Supplementary Figure 1. Molecular evolution in the OPV VP1 gene following vaccination 
campaigns when excluding attenuating mutations. Genetic distance of the OPV VP1 gene to the Sabin 
vaccine strain versus time from vaccination for NHW vaccinees (blue) and not vaccinated study 
participants (red), for each OPV serotype (a-c). Black lines and grey shading of a linear model for 
distance to the Sabin strain. Days following vaccination is measured as days from first vaccination (for 
NHW vaccinees), day from first household vaccination (for household members), and days from first 
community vaccination (for other community members). Red dashed lines indicate the genetic distance 
threshold for a VDPV: 10 SNPs distant from the Sabin vaccine for serotypes 1 and 3 and 6 SNPs distant 
for serotype 2.  
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