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SupplementaryTable2

Supplementaly table?

Superkingdom (’EV“"::';:E;"E"E’ / Clade. Genus Xy Xa P, SN, ratio, Rare Microorganisms ‘Common microorganisms c:,::'t‘:;’;:m"sﬁ"
Backer Proteobacirts z & Tooo | 1000 T e B
Bactria Proteobacteria Legionella 2 [} 1000 | 0000 one side 1000
Bactria Proteobacteria Methyloversails 2 1 0sss | 00s3 15273 o0z
Bactria Proteobacteria Cupriavidus 1 o 08t | 0000 one side. oS3
Bacteria roteobacteria henylobacterium 2 1 0s0s | 0083 14545 [
Evkaryota Amoebozoa Verma w o om | oo one side. 0767
Bacteria roteobacteria innerstia 15 o 02 | oo one_side 071
Bactria Proteobacteria Fermovibrio u 1 o | oom 12 072
Bactria Proteobacteria Caulobacter 2 5 o0sss | o3 3055 o2
Bactria Proteobacteria Reyranella 2 4 0s0s | 0250 36% 075
Bactria Proteobacteria Pseudorhodoplanes 1 0 0e% | 000 one side. 051
Bactria Proteobacteria Mesorhizobium 1 0 06% | 0000 one_side 081
Bactria Proteobacteria Bosea 2 5 0se | o3 2000 g1
Bactria Bacteroidetes Hydrotalea 3 o oso1 | o000 one side. 0815
Bactria Chlamysie ‘Candidatus Protochlamydia 3 o osol | 000 one_side. 0815
Bacteria Proteobacteria Porphyrobacer 1 2 o1 | o5 5818 056
Evkaryota sAR Aspidisca © o st | 0000 one side. 0570
Bacteria Planctomycetes © o ost5 | 0000 one_side. 0570
Backria Proteobacteria u 3 o | o 4121 0578
Bactria Proteobacteria El 5 0ss | o3 242 07
Bactria Proteobacteria 1 o 0s0 | 000 one_side o054
Bactria bactria 1 0 00 | 000 one_side o054
Bactria Vertucomicrobia 1 0 00 | 000 one_side o054
Bactria bactria 1 0 0s0 | 000 one_side o054
Bactria Proteobacteria 1 0 00 | 000 one_side o054
Bactria Proteobacteria 13 1 0s1 | 00w 955 0541
Bactria Chlamysie 3 1 oso1 | o0s 9455 0541
Bactria Proteobacteria 13 1 01 | 00w 955 0541
Bactria Planctomycetes 3 1 oso1 | o0s3 9455 0541
Bactria Proteobacteria 15 3 02 | s 3878 053
Bactria Proteobacteria 15 3 072 | o 3870 053
Bacteria Proteobacteria 2 8 o0sss | s 1909 - 0528
Bactria Planctomycetes I 4 om | 020 3001 0519
Bactria Bacteroidetes Sedlminibacterium Bl 7 o0ss | oam 201 0513
Bactria Proteobacteria Aquabacterium 8 5 oss | o3 2618 0511
Bactria Proteobacteria Bradyrhizobiom 8 5 oss | o3 2618 0511
Bactria Planctomycetes Singulisphaera 1 o 0sss | 000 one_side + 0510
Bactria Proteobacteria Niveispirllum 10 0 s | 0o one_side + 0510
Bacteria Proteobacteria DSSF69 10 0 0sss | 0o one_side + 0510
Bactria Proteobacteria Tepidimonas 10 0 0sss | 0o one_side + 0510
Bactria Proteobacteria Alcaligenes. 10 0 0sss | 000 one_side + 0510
Bactria Proteobacteria Alicyciphilus 10 0 s | 000 one_side + 0510
Bactria teobacteria incol 2 1 o0sis | 00w a727 0503
Bactria Bacteroidetes ibacter 2 1 055 | 00w 8727 0503
Bactria teobacteria R 15 3 oe | o1 36% 080
Bacteria roteobacteria Rhodopl o o a8 | o000 one_side + 075
Archaea Euryarchasota Methanocorpusculum 9 0 a8 | o000 one_side + 075
Bactria Proteobacteria Chel 9 0 a8 | 000 one_side + 075
Bacteria Bacteoidetes ticicia 9 0 a8 | o000 one_side + 075
Bactria Proteobacteria Pseudolabrys s 0 a9 | 0000 one side. + 075
Bactria Bacteroidetes Dyadobacter 9 0 a8 | o000 one_side + 075
Bacteria Proteobactei Nevskia 9 0 a8 | o000 one_side + 075
Bacteria Gemmatimonatites Gemmatimonas 9 o a8 | 000 one_side + 075
Bactria Proteobactei sosphingobium 2 9 o0sss | s 1697 - 075
Bactria Bacteroidetes Fermuginibacter 3 2 oso1 | o1 a2t 0an
Bactria teobacteria i 1 2 0s1 | 01 4z 0an
Bactria Proteobacteria Pedomicrobium 1 1 00 | 00w 8000 085
Bactria Proteobacteria Paucibacter 1 1 00 | 0om 8000 085
Bactria Proteobacteria Altererythrobacter 1 3 o0e% | o1 33w 04
Bactria roteobacteria Blastomon: 1 3 0e% | 01 339 04t
Bactria roteobacteria Pigmentiphiga 8 o 03 | 000 one side + 0ai0
Evkaryota Opisthokonta Aureobasidium 8 o 038 | 000 one side + 0ai0
Bacteria Proteobacteria Rheinheimera 8 o 038 | 000 one side + 0ai0
Bacteria Acidobacteria R 8 o 038 | 000 one side + 0ai0
Bacteria Proteobacteria Cavicella 8 o 03 | 000 one side + 0ai0
Bacteria Proteobacteria Variovorax 2 2 05t | 01 4364 040
Evkaryota AR Strobilid 10 1 o | 0ok 7218 + a7
Bacteria Proteobactei Polaromonas. 10 1 05 | 00w 7218 + 0427
Bactria Acidobacteria Bryobacter 15 4 oe | 020 2727 042
Bactria Bactroidees Siphonobacter 7 o 0as | 000 one side + 0405
Bacteria Proteobacteria cacaulis 7 o 0as | oo one side + 0405
Bacteria Bacteoicetes Fibri 7 o 0as | oo one side + 0405
Bacteria Proteobacteria Psychroglaciecola 7 o 0as | oo one side + 0405
Evkaryota Avchaeplastida Nitar 7 o 0as | oo one side + 0405
Bacteria Proteobacteria Pseudscidovor 7 o 0as | oo one side + 0405
Bacteria Bacteoicetes Flavinumibacter 7 o 0as | 0o one side + 0405
Bactria Actinobaceria Chryseoglobus 7 o 0as | oo one side + 0405
Bacteria roteobacteri Candidatus Berkilla 7 o 0as | oo one side + 0405
Evkaryota Amoebozoa nella 7 o 0as | oo one side + 0405
Bacteria Proteobacteria Permisnibacter 7 o 0as | oo one side + 0405
Bacteria Proteobacteria Vuleanibicterium 7 o 0as | oo one side + 0405
Bactria roteobacteria Perecibacter 1 2 050 | 01 4000 0390
Bacteria Bacteoicetes Pedobacter o 1 0 | ooe 655 + 0380
Bacteria roteobacteri; Simplicipira B 1 00 | 00w 655 + 0380
Evkaryota Amoebozoa moeba N 1 a0 | oos 655 + 0380
Bacteria roteobacteria Rubrivivax 6 0 0 | oo one side + 0360
Bacteria rmicutes o 6 o 0 | oo one side + 0360
Bactria Bacteroidete Proteiniphilum 6 o 0 | oo one side + 0360
Bacteria Actinobacteria Leifsoni 6 o 0 | oo one side + 0360
Bactria Thermotogae Defluvitoga 6 o 0 | oo one side + 0360
Bacteria Proteobacteria Coills 6 o 0 | oo one side + 0360
Bacteria Proteobacteria 6 o 0 | oo one side + 0360
Bactria Coprothermobacterasota  Coprothermobacter 6 o 0 | oo one side + 0360
Bacteria Bacteoicetes Flectobacillus 6 o 0 | oo one side + 0360
Bacteria Proteobacteria Pseudaminos 6 o 0 | oo one side + 0360
Evkaryota Opisthokonta ‘Candida-Lodderomyces clade 6 o 0 | oo one side + 0360
Evkaryota oebozoa Acantham: 6 o 0 | oo one side + 0360
Bacteria Proteobacteria Nordella 6 o 0 | oo one side + 0360
Bacteria Bacteoicetes Larkinella 6 o 0 | oo one side + 0360
Evkaryota Opisthokonta Bradh 6 o 0 | oo one side + 0360
Bacteria teabacteria Azorhizobium 6 o 0 | oo one side + 0360
Bacteria roteobacteri; Acetot 6 0 023 | 0000 one side + 0369
Bacteria Proteobacteria Hyphomicrobium 15 5 o6 | o3 218 0365
Bacteria Proteobacteria Diaphore 15 5 o6 | o3 2182 0365
Bacteria Proteobacteria Nirobacter 8 1 03t | 0063 5818 + 0350
Bacteria Bacteroicees i 8 1 03 | 0063 5818 + 0350
Bacteria roteobacte Canimonas. 8 1 03 | 0063 5818 + 0350
Bacteria Proteobacteria Rhi 19 9 s | 0563 1535 -+ 03
Bacteria Proteobacteria Allorhizobium-Neorhizobium-Pararhizobium- Rhizobium 19 9 s | 0563 1535 -+ 038
Bacteria Proteobacteria Taonella 5 0 0227 | 000 one side + 032
Bacteria : ia Alsobacter 5 0 0227 | 000 one side + 032
Bacteria Deinococcus-Thermus— Meiothermus 5 0 0227 | 000 one side + 0332
Bacteria Proteobacteria Hirschia 5 0 0227 | 000 one side + 032
Bacteria tinobacteria Herbiconiux 5 0 0227 | 000 one side + 0332
Bacteria Bacteoicetes Sphingobacterium 5 0 0227 | 000 one side + 032
Bacteria Actinobacteria Lysinimonas 5 0 0227 | 000 one side + 0332
Bacteria bacteria “Thiobacilus 5 0 0227 | 000 one side + 032
Bacteria Proteobactei Thavera 5 0 0227 | 000 one side + 032
Bacteria tinobacteria i 5 0 0227 | 000 one side + 0332
Bacteria Bacteroidetes Mucilaginibacter 5 0 0227 | 000 one side + 0332
Bacteria Bacteroicetes Filimonas 5 0 0227 | 000 one side + 0332
Bacteria teabacteri Aminobacter 5 0 0227 | 000 one side + 032
Bacteria Planctomycetes 1A 5 0 0227 | 000 one side + 0332
Bacteria roteobacteria Rivibacter 5 0 0227 | 000 one side + 0332
Bacteria Proteobacteria Halomonas 5 0 0227 | 000 one side + 0332
Bacteria Proteobacteria ‘Candidatus Accumulivacter 5 0 0227 | 000 one side + 0332
Bacteria Bacteroicees Algoriphagus 5 0 0227 | 000 one side + 0332
Bacteria Proteobacteria Dechioromonas 1 3 050 | o188 2667 0320
Bacteria Proteobacteria Xanthobacter 1 3 050 | o188 2667 0320
Bacteria Firmi Clostridium sensu sricto 1 u 5 063 | 03 203 0320
Bacteria ia Inhella 7 1 o038 | oos 5001 + 0310
Bacteria Epsilonbacteraeota Avcobacter 7 1 03 | o0s 5001 + 0310
Bacteria i ngia 7 1 03 | oos 5001 + 0310
Bacteria Proteobacteria Peudoxanthomonas. 7 1 o038 | o0s 5001 + 0310
Bacteria Proteobacteria MNDL 7 1 o3 | oos 5001 + 0310
Bacteria Firmicu omboutsi 7 1 038 | o0s 5001 + 0310
Bacteria roteobacteria Rhizorhapis 7 1 03 | o0s 5001 + 0310
Bacteria Proteobacteria 7 1 03 | oos 5001 + 0310
Bacteria Proteobacteria Aquicella 7 1 03 | 006 5001 + 0310
Bacteria bacteria i o 2 a9 | o125 3213 + 0309
Bacteria Deinococcus-Therms  Dei 15 6 o6 | o3 1818 - 0305
Bacteria ia 15 3 o6 | o3 1818 . 0305
Bacteria Actinobacteria icrobacterium 2 a 0585 | 0250 218 0295
Bacteria i Marinospiilum 4 0 01 | 0000 one side + 0293
Evkaryota Discoste 4 0 018 | 0000 one side + 0293
ia Proteobacteria cMmIG 4 0 018 | 0000 one side + 0293
Evkaryota Thalasiosira 4 0 018 | 0000 one side + 0293
Bacteria Proteobacteria Tardiphaga 4 0 018 | 0000 one side + 0293
Bacteria roteobacteria Rhodovarius 4 0 018 | 0000 one side + 0293
Bacteria Bacteoicees Rhodothermus 4 0 018 | 0000 one side + 0293
Bacteria bacter Pseudorhodoferax 4 0 018 | 0000 one side + 0293
Bacteria Planctomycetes Planciomicrobiu 4 0 018 | 0000 one side + 0293
Bacteria Planctomycet Palu 4 0 018 | 0000 one side + 0293
Bacteria finobacteria Nakamurella 4 0 018 | 0000 one side + 0293
Bacteria Bacteoidees Hydrobacter 4 0 018 | 0000 one side + 0293
Bacteria Bacteroidees Avsenicibacter 4 0 018 | 0000 one side + 0293
Bacteria i Piscinibacter 4 0 018 | 0000 one side + 0293
Bacteria Proteobacteri Hephaesiia 4 0 018 | 0000 one side + 0293
Bacteria Bacteoicees Flavitlea 4 0 01 | 0000 one side + 0293
Bacteria Acidobacteria Chioracidobacterium 4 0 018 | 0000 one side + 0293
Bacteria Firmicutes Trich 4 0 018 | 0000 one side + 0293
Evkaryota hagplast 4 0 018 | 0000 one side + 0293
Bacteria Bacteoicees Thermofiexibacter 4 0 018 | 0000 one side + 0293
Bacteria Proteobacteria Sulfuriale 4 0 01 | 0000 one side + 0293
Bacteria Firmicutes Paenisporosarcina 4 0 018 | 0000 one side + 0293
Evkaryota Opisthokor Myrotheciu 4 0 018 | 0000 one side + 0293
Bacteria Actinobacteria Galbitalea 4 0 018 | 0000 one side + 0293
Bacteria Acidobacteria Elov-165-1166 4 0 018 | 0000 one side + 0293
Bacteria Tenericutes Acholeplasma 4 0 01 | 0000 one side + 0293
Bacteria i AAP 4 0 018 | 0000 one side + 0293
Bacteria Firmicutes Sporosarcina 4 0 018 | 0000 one side + 0293
Bacteria bacter Erythrobacter 4 0 018 | 0000 one side + 0293
Bacteria Fusobacteria bacteri 4 0 018 | 0000 one side + 0293
Bacteria bacter Pajaroellobacter 10 3 0es5 | 0188 2428 + 0278
Bacteria Niospirae itospira 10 3 0455 | o188 2428 + 0218
Bacteria roteobacteria obacter 10 3 0455 | o188 2428 + 0278
Bacteria roteobacteria Methylophilus 6 1 0213 | 0063 4360 + 0268
Bacteria Bacteroicees roso 6 1 0213 | 006 4360 + 0268
Bacteria Firmicutes Clostidium sensu sticto 12 6 1 0213 | 006 4360 + 0268
Bacteria Deinococcus-Thermus — Thermus 6 1 0213 | 006 4360 + 0268
Bacteria Pr i Ricketsiella 6 1 0213 | o006 4360 + 0268
Bacteria Proteobacteria Methylibium 6 1 0213 | o00s 4360 + 0268
Evkaryota Archaeplastda Lithi 6 1 0213 | o006 4360 + 0268
Bactria Proteobacteria EllinG0s7 6 1 0213 | 0063 4360 + 0268
Bacteria Acidobacteria Avidibacter 6 1 0213 | 0063 4360 + 0268
Bacteria Proteobacteria Lautropia 6 1 0213 | 0063 4360 + 0268
Bactria Planctomycetes SHPLIA 8 2 03 | 0125 2500 + 0268
Evkaryots Archaeplastda Hazenia 8 2 03 | 0125 2509 + 0268
Bacteria Proteobacteria Limnobacter 8 2 03 | 0125 2500 + 0268
Bacteria Proteobacteria Rhodoferax 1 4 0500 | 0250 2000 - 0253
Bacteria fcutes ilus n 4 0500 | 0250 2000 - 0253
Bacteria Firmicutes Turicibacter 3 0 013 | 0000 one side + 0250
Bactria Proteobacteria Tolumonas 3 0 013 | 0000 one side + 0250
Bacteria roteobactei 3 0 013 | 0000 one side + 0250
Bacteria Acidobacteria Stenowrophobacter 3 0 013% | 0000 one side + 0250
Bacteria micut Sedimentibacter 3 0 013 | 0000 one side + 0250
Bacteria imicutes Ruminiclostrdium 1 3 0 013 | 0000 one side + 0250
Bacteria Proteobacteria Rubritpida 3 o 013 | 0000 one side + 0250

X e (@2 samples)
X, Num (16 Samples)
®, xj22)
SN, ¢ e x16)
fatio, : SP, /SN, Ifither SP, or SN, 5 0, it was inicated a one_sice.

: 5P, <05adSN,
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Incertae Sedis

Opisthokonta
Acidobacteria
AR

saR
Actinobaceria

Actinobaceria
Proteobacteria
AR
Proteobacteria
Archagplastida
Actinobaceria
roteobacteria
Opisthokonta
Ecavata
Excavata
AR

AR
Opisthokonta

Proteobacteria
Epsilonbacteraeota
Trmicutes
Planctomycetes
Proteobacteria
R

SAs
Bacteoicees
Proteobacteria

Proteobacteria
SAR

Proteobacteria

Opisthokonta
Proteobacteria
SAR

Opisthokonta
Proteobacteria

vibaculum
Paraclostrdium
oLes
Methanospirillom
Methanosseta
Fervidobacterium
Dokdonella

Denitromons
‘Curtobacterium

Chitinimonas.
Blvii28 wastewater-sludge group
BDL7 clade

Asinibacterium
Amphiplicatus
2.

UBAsL0

Goffeauzyma
Gallionella
Fluviicoccus

Filamoeba
Erysipelovichaceae UCG-004
DSSD6L

‘Candidatus Symbiobacter
‘Candidatus Protistobacter
‘Candidas Nirotoga
‘Candidatus Nirosotenuis
‘Candidatus Nirocosmicus
‘Candidatus Cloacimonas
Bresslaua
Aquimons

51

Anaerolinea

Thicalkalispira
Sulfurimonas.
SCADC2-
Rubripirellula
Propionivibrio
Poterioochromonas.
Pontbacter

Candidatus Alysiosphaera
Alkanindiges
Prosthecobacter
Noviherbaspirilum
Paramicrosporidium
Oligotropha

Clavulicium
Amaricoccus

465005050000 500000005050000050050000050050000505000000500000050000005000000500000500500000005000000050000000000000500000005000000000000aEEE KRR LELNNE6000000000000005000005600500000005000000050000000500000
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SupplementaryTable2

Opisthokonta

bacteria
Opisthokonta
Excavata
Proteobacter

roteobacteria

Vermucomicrobia

Christensenellaceae R-7 group
Re

Nocardioides
Burkholderia-Caballroni
Pirllula

Parsburkholderia

yeicocer
Phasodactylibacter
Parvitrribacter
Papiliotema
Neodesmus

L
Melioriacter
Lp2s

Hydrogenothermus
Hydrogenophilus
Hydrogenivirga

‘Wickerhamomyces-Candida clade

Weissl
Weeksells
ws

Varicosporium

olytoma
Pleomorphomonas
Pird lineage

i

Pichia
Phasosphaeriopsis
Persicirhabdus

eseres
Marinobacerium

edella
Kurtzmaniella-Candida clade

Kouleathrix
Kebsormidium
Kineosphaera
Ihakiella
Inquilinus
Hylemonella

FuKUNI8 freshwater group

one side
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Proteobacteria
Actinobacteria
sAR
Actinobacteria
teabacteria

bacteria
Deinococcus-Thermus

Opisthokonta
sAR

Bacteroidetes
sAR

Firmicutes
sAR
Firmicutes
Proteobacteria
Actinobacteria
roteobacteria

Actinobaceria
AR
Proteobacteria

Synergisetes
Archaeplastda

Proteobacteria
AR

Actinobaceria

Ac
Archaeplastida
AR

Firmicutes
Proteobacteria
Opisthokonta
Spirochastes

Opisthokonta
AR

Acidobacteria
Proteobacteria
AR

Actinobacteria
AR

Proteobacteria
Opisthokonta
Proteobacteria
AR

Opisthokonta
Bacteroicees
SAR

Bacteroicees
Opisthokonta
Prot ia

Vermucomicrobia
Proteobacteria
Bacteoicees
Proteobacteria
Proteobacteria
Bacteroicees
SAR

Actinobacteria
Euryarchacota

Opisthokonta
SAR

Opisthokonta

Euryarchasota
SAR

Proteobacteria

Diaminobutyricimonas
Desulfotalea
Desulftibacter
Denitrtisoma.

Caldisercum

i
Bryocella

Bordetella
Blastopireliula
08

Tapiscia

iy
Sporolactobacillus

Pasniclostrdium
mphacomeria

propedia

Homoserinibacter
Herbaspirillum
Hannaslla

Fritchiella
™

Sugitazyma
Sediminispirochacta
Sanghuangporus
RumEn M2
Rhodocista

iz0pus
Rhinosporidium

athayi
Phialocephala
Plisteria
Occallatibacter
Methylobacillss
nidiom

Lachnoclostridium 5

oides
Clostridium sensu sricto 3
Citicoccus

chr

Apiotichum
Tabrizicola
Pyrenochaeta
Zoogloea

Subroup 10
Methanobrevibacter
Navicula

Roseateles
Delfia
Haemophilus
Stenouophomonas
Enterococeus

one_side
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Proteobacteria
Opisthokonta
sAR

Opisthokonta
Firmicutes

Firmicutes
sAR

Firmicutes

roteobacteria
sAR

Firmicutes

Proteobacteria

Opisthokonta
AR

Opisthokonta

roteobacteria
Deinococeus-Thermus
AR

Actinobaceria
Firmicutes

Opisthokonta
Actinobaceria
R

Firmicutes

Firmicutes

Bacteroicetes
AR
Firmicutes
Firmicutes
Actinobacteria
Opisthokonta

Firmicutes
Firmicutes
Firmicutes
Firmicutes
Proteobacteria
Opisthokonta

Proteobacteria
AR
Firmicutes

Actinobacteria
Bacteroicees

Acidobacteria
SAR

Bacteroicees
Opisthokonta
SAR

Excavata
SAR

Proteobacteria

Opisthokonta
SAR
Opisthokonta
SAR

Actinobacteria

Pleurosigma.
Rhodobacter

ietzia
Cephaloticoccus
Trachelius

Moryella
Nillerozyma
IMCC26207

Gymnophrys
Fascalibacterium

Pedospumella
Actinomyces
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Evkaryots

sar
Bacteroidetes

Actinobacteria

roteobacteria

Archaeplastda

Archaeplastda

Actinobacteria
R

Ac
Opisthokonta
Archaeplastda

Archaeplastda
Opisthokonta
Chloroflexi

Firmicutes
Archaeplastda
sAR

saR
Archaeplastida
Actinobat

AR
Archaeplastda
Lentsphaerae

Opisthokonta

tinobacteria
Archaeplastida
AR

Actinobaceria

inobacteria
AR

Cyanobacteria

Opisthokonta
AR
Opisthokonta
AR

Firmicutes
Firmicutes
Proteobacteria
SAR

Proteobacteria
Bacteroicetes
Proteobacteria
Firmicutes

Firmicutes
Firmicutes
Opisthokonta
AR

Firmicutes
SAR

Firmicutes
Firmicutes
Firmicutes
Firmicutes
Firmicutes
Firmicutes
Actinobacteria
Actinobacteria
micutes
Opisthokonta
Opisthokonta

Verrucomicrobia
P i

Bacteroidees
Archaeplastda
Actinobacteria
Proteobacteria
Actinobacteria
Incertae Sedis
Firmicutes
Firmicutes
Vertucomicrobia
Actinobacteria
Actinobacter
Proteobacter

micutes
Firmicutes
SAR

ia
ia

Archaeplastda
Archaeplastida
Opisthokonta
Opisthokonta
SAR

Archaeplastda
Archaeplastda
SAR

Archaeplastda

Scytosiphon
rovorel

i
Clostridium sensu stricto &

Sulfurospirillum
Pasnithodobacter
ptomonas
‘Candidatus Plankioluna.
Rothia
Vorticells
Enerobacter
Kocuria
taphylococus
Zavarzinella
Tricholoma
alaromyces

Renibacterium
Pestalotiopsis
Noceae

Entorhipidium
fevelanclla

Candidaus Aquiluna
Ascochyta

Avachis
Aphanochaete

Zinowiewia

ischeria

i
i

Family XIll AD3011 group.
Faccalitlea

b e b e e e e B R e R e R b R e R b R e R e R e B e e R e R R b e e e e e e e e e e e B B G RN N R N NN RN N R N NN NN N R B
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SupplementaryTable2

Opisthokonta

Actinobacteria
Vertucomicrobia
sAR

inobacteria
R

Opisthokonta

Actinobaceria
Bacteroidetes
Opisthokonta
Opisthokonta
Firmicutes

Proteobacteria
Actinobaceria
sAR
Opisthokonta
Actinobaceria

Excavaa
Opisthokonta
Archaeplastda
sAR
Opisthokonta
Opisthokonta
Firmicutes
Firmicutes
Opisthokonta
Archaeplastda
saR

Proteobacteria
AR

Actinobaceria
Opisthokonta
AR
AR
Firmicutes
Opisthokonta
roteobacteria
Opisthokonta
Archagplastida
Archagplastda
AR

saR
Archaeplastida
Amoebozoa

Proteobacteria
Archagplastda
sAR

AR

AR
Opisthokonta
sAR

AR

Ecavaa
Archaeplastida
Actinobaceria
saR
Proteobacteria
Cryptophyceae.
Proteobacteria
AR

sAR
Archaeplastida
AR
Opisthokonta
AR

AR

AR
Opisthokonta
AR

Proteobacteria
Bacteroidetes
AR

Actinobacteria
AR

Actinobacteria
Avchaeplastida
AR

sAR
Haptophyta

Archagplastida
Proteobacteria

Actinobacteria
Bacteroidetes

Defluviimonas
Fonsecaea
Arcicella

utyicicoccus
Avabidopsis
2
Tepidiphilus

vz
Arcuospaticium
Limnohabitans

Dileptus
Saccharum offiinarum complex
Korotnevellz
JBNAG
Epicarchesiom

inydrobacter
Chlamydomonas
Phi

Kraken

Fluviicola
Blepharisma
Dermacoccus

Cryptocaryon
Neobodo
Cutibacterium
Cladophora
Paraphysomonas
Ophryoglena
Es52202
Tetraselmis
Polynuckeobacter
Rhodoluna
Peudarcicella

one_side
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