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Supplementaly table 1

Supplementaly table 1.　112 samples for culture method and 16S and 18S sequencing results

Culture method

Concentration of

Legionella spp.

（CFU per 100 ml）
Total number of sequences

Number of hit sequences

by Blastn

 Number of

sequences of

Legionella spp.

Frequency of Legionella

spp. *

Total number of

sequences

Number of hit sequences

by Blastn

1 S0001 23-Oct-17 330 63,994 60,123 175 0.00291 100,748 17,972 P_D(>1e-3) 1

2 S0002 18-Oct-17 320 84,443 74,892 37 0.00049 34,558 358 P_D

3 S0003 17-Oct-17 730 64,157 56,718 305 0.00538 114,905 29,190 P_D(>1e-3) 1

4 S0004 17-Oct-17 560 95,415 82,384 737 0.00895 94,801 42,503 P_D(>1e-3) 1

5 S0005 17-Oct-17 530 66,029 62,403 0 0.00000 68,010 4,347 P_ND

6 S0006 17-Oct-17 260 63,325 58,275 11 0.00019 99,833 36,781 P_D

7 S0007 05-Oct-17 3,270 107,681 78,811 145 0.00184 83,905 4,685 P_D(>1e-3) 1

8 S0008 05-Oct-17 500 74,834 64,841 82 0.00126 89,428 4,296 P_D(>1e-3) 1

9 S0009 05-Oct-17 410 65,517 46,645 152 0.00326 180,482 47,119 P_D(>1e-3) 1

10 S0010 05-Oct-17 390 80,361 55,240 69 0.00125 146,071 85,209 P_D(>1e-3) 1

11 S0011 05-Oct-17 120 55,299 50,068 2 0.00004 126,123 16,012 P_D

12 S0012 05-Oct-17 110 59,362 55,214 0 0.00000 99,370 3,937 P_ND

13 S0013 05-Oct-17 0 60,595 51,664 69 0.00134 113,431 14,627 N_D

14 S0014 25-Sep-17 450 79,055 71,866 0 0.00000 188,265 438 P_ND

15 S0015 20-Sep-17 220 72,513 49,548 43 0.00087 205,922 13,914 P_D

16 S0016 15-Sep-17 770 59,824 28,846 8 0.00028 144,873 1,400 P_D

17 S0017 07-Sep-17 480 140,664 126,632 1,165 0.00920 221,475 69,381 P_D(>1e-3) 1

18 S0019 25-Aug-17 18,800 149,380 129,025 481 0.00373 140,703 19,983 P_D(>1e-3) 1

19 S0020 25-Aug-17 18,400 114,925 105,987 1,268 0.01196 131,378 15,547 P_D(>1e-3) 1

20 S0021 25-Aug-17 16,000 165,884 139,695 134 0.00096 137,518 26,793 P_D

21 S0023 24-Aug-17 170 156,849 144,333 480 0.00333 110,579 18,085 P_D(>1e-3) 1

22 S0024 18-Aug-17 0 84,431 74,586 122 0.00164 154,003 32,573 N_D

23 S0025 26-Sep-17 80 158,479 127,669 31 0.00024 158,638 59,360 P_D

24 S0026 22-Aug-17 120 159,570 124,022 6 0.00005 197,500 82,571 P_D

25 S0027 08-Aug-17 410 126,172 97,456 2 0.00002 207,899 16,254 P_D

26 S0028 01-Aug-17 200 115,687 103,663 8 0.00008 216,802 1,142 P_D

27 S0029 01-Aug-17 170 121,437 104,779 14 0.00013 161,965 12,029 P_D

28 S0030 01-Aug-17 150 138,380 132,513 80 0.00060 162,992 697 P_D

29 S0031 01-Aug-17 130 151,393 135,061 16 0.00012 108,947 1,441 P_D

30 S0032 01-Aug-17 130 98,607 92,330 4 0.00004 127,544 1,058 P_D

31 S0033 04-Nov-17 70 31,260 30,339 17 0.00056 122,375 25,656 P_D

32 S0034 02-Nov-17 40 70,275 63,637 62 0.00097 108,122 16,335 P_D

33 S0035 24-Oct-17 30 91,470 90,107 3 0.00003 68,098 3,060 P_D

34 S0036 24-Oct-17 10 80,696 60,318 16 0.00027 46,741 7,263 P_D

35 S0037 23-Oct-17 10 62,144 59,154 8 0.00014 79,460 9,781 P_D

36 S0038 13-Oct-17 30 109,028 104,742 8 0.00008 118,163 13,790 P_D

37 S0039 17-Oct-17 70 63,461 62,664 14 0.00022 149,724 24,564 P_D

38 S0040 17-Oct-17 20 62,411 61,629 0 0.00000 103,457 1,141 P_ND

39 S0041 02-Oct-17 10 118,908 115,891 19 0.00016 100,132 13,674 P_D

40 S0043 26-Sep-17 10 79,378 74,623 11 0.00015 61,092 636 P_D

41 S0045 12-Sep-17 10 85,383 54,343 0 0.00000 76,073 20,362 P_ND

42 S0046 12-Sep-17 10 111,922 94,307 16 0.00017 64,012 2,657 P_D

43 S0047 11-Sep-17 10 73,293 57,253 199 0.00348 77,402 18,561 P_D(>1e-3) 1

44 S0048 25-Sep-17 0 130,389 127,585 1,213 0.00951 78,447 2,320 N_D

45 S0049 07-Sep-17 30 74,535 73,034 0 0.00000 74,829 1,086 P_ND

46 S0050 01-Sep-17 40 68,126 65,962 0 0.00000 68,233 842 P_ND

47 S0051 31-Aug-17 70 98,068 81,894 114 0.00139 62,892 30,211 P_D(>1e-3) 1

48 S0052 31-Aug-17 20 111,111 101,942 6 0.00006 64,836 4,610 P_D

49 S0053 31-Aug-17 20 20,733 16,389 2 0.00012 61,982 2,851 P_D

50 S0054 31-Aug-17 10 59,149 53,643 6 0.00011 74,431 2,836 P_D

51 S0055 24-Aug-17 10 64,733 50,813 312 0.00614 61,552 8,068 P_D(>1e-3) 1

52 S0058 22-Aug-17 30 53,218 37,636 542 0.01440 65,898 32,316 P_D(>1e-3) 1

53 S0059 22-Aug-17 0 58,514 47,625 115 0.00241 46,419 5,025 N_D

54 S0060 18-Aug-17 10 66,787 65,172 2 0.00003 57,698 2,771 P_D

55 S0061 10-Aug-17 20 68,858 67,077 1 0.00001 53,299 4,692 P_D

56 S0062 08-Aug-17 10 81,745 79,627 2 0.00003 84,457 9,166 P_D

57 S0063 03-Aug-17 10 54,683 48,464 0 0.00000 55,086 9,631 P_ND

58 S0064 01-Aug-17 90 78,010 74,970 1 0.00001 73,442 517 P_D

59 S0065 16-Dec-17 1,860 76,071 71,480 726 0.01016 31,698 700 P_D(>1e-3) 1

60 S0066 16-Dec-17 230 31,275 27,480 59 0.00215 42,301 14,275 P_D(>1e-3) 1

61 S0067 16-Dec-17 40 37,293 26,172 24 0.00092 45,608 77 P_D

62 S0068 11-Dec-17 2,090 39,329 38,775 39 0.00101 31,435 4,885 P_D(>1e-3) 1

63 S0069 01-Dec-17 2,450 36,183 32,877 12 0.00036 33,383 2,588 P_D

64 S0070 24-Nov-17 390 56,433 46,104 53 0.00115 39,881 896 P_D(>1e-3) 1

65 S0071 24-Nov-17 120 76,780 73,695 0 0.00000 46,065 16 P_ND

66 S0072 18-Nov-17 100 62,193 60,513 28 0.00046 42,957 1,386 P_D

67 S0073 18-Nov-17 50 47,146 41,407 37 0.00089 45,206 6,983 P_D

68 S0074 18-Nov-17 170 39,910 36,858 1 0.00003 34,035 539 P_D

69 S0075 18-Nov-17 790 34,458 31,155 2 0.00006 32,980 1,696 P_D

70 S0077 17-Nov-17 50 43,594 35,485 1 0.00003 54,628 1,012 P_D

71 S0078 14-Nov-17 220 40,642 37,180 5 0.00013 53,199 10,159 P_D

72 S0079 11-Nov-17 540 34,693 34,490 0 0.00000 50,344 41 P_ND

73 S0080 10-Nov-17 80 38,334 33,133 2 0.00006 51,901 15 P_D

74 S0081 30-Nov-18 0 71,999 71,459 0 0.00000 137,317 11,764 N_ND 0

75 S0082 29-Nov-18 0 87,592 87,029 1 0.00001 152,363 15,480 N_D

76 S0083 29-Nov-18 0 62,343 59,095 15 0.00025 100,003 8,458 N_D

77 S0084 28-Nov-18 0 67,566 67,147 3 0.00004 146,555 14,619 N_D

78 S0085 22-Nov-18 0 69,810 68,934 0 0.00000 146,685 193 N_ND 0

79 S0086 15-Nov-18 0 37,216 33,322 87 0.00261 141,757 78,959 N_D

80 S0087 15-Nov-18 0 64,018 62,769 0 0.00000 140,644 16,592 N_ND 0

81 S0088 30-Oct-18 0 81,216 79,919 0 0.00000 118,777 7,148 N_ND 0

82 S0089 30-Nov-18 0 63,483 61,158 0 0.00000 155,748 29,255 N_ND 0

83 S0090 20-Nov-18 0 76,291 75,639 0 0.00000 144,697 26,126 N_ND 0

84 S0091 10-Nov-18 0 61,298 60,206 21 0.00035 153,651 107,204 N_D

85 S0092 06-Nov-18 0 78,811 77,914 0 0.00000 159,204 10,435 N_ND 0

86 S0093 27-Nov-18 0 63,596 62,855 0 0.00000 140,426 14,123 N_ND 0

87 S0094 20-Nov-18 0 59,938 54,294 0 0.00000 176,249 28,480 N_ND 0

88 S0095 16-Nov-18 0 45,902 32,226 0 0.00000 134,278 31,961 N_ND 0

89 S0096 20-Nov-18 0 66,352 42,058 16 0.00038 130,630 96,342 N_D

90 S0105 17-Jan-17 2,190 98,171 90,726 124 0.00137 173,284 2,675 P_D(>1e-3) 1

91 S0106 19-Dec-16 3,340 84,215 59,539 118 0.00198 178,902 172,578 P_D(>1e-3) 1

92 S0108 10-Dec-16 7,560 93,246 74,522 54 0.00072 98,469 5,711 P_D

93 S0109 10-Dec-16 2,630 91,481 70,088 22 0.00031 96,716 444 P_D

94 S0110 01-Dec-16 1,500 112,500 62,717 166 0.00265 72,307 6,511 P_D(>1e-3) 1

95 S0111 12-Dec-16 90 96,556 81,022 2 0.00002 90,548 14,905 P_D

96 S0112 15-Nov-16 330 95,752 91,422 13 0.00014 152,025 3,531 P_D

97 S0113 19-Dec-16 0 123,064 121,955 0 0.00000 105,274 1,323 N_ND 0

98 S0114 19-Dec-16 0 93,065 92,366 0 0.00000 141,277 10,093 N_ND 0

99 S0115 23-Feb-16 0 110,981 110,628 7 0.00006 136,313 950 N_D

100 S0116 20-Apr-16 0 60,962 44,057 213 0.00483 114,804 26,859 N_D

101 S0117 31-Aug-16 40 103,226 102,348 5 0.00005 153,953 6,424 P_D

102 S0118 26-Mar-16 30 94,073 93,681 3 0.00003 156,141 98 P_D

103 S0119 20-Jul-16 0 113,210 111,965 0 0.00000 48,912 11 N_ND 0

104 S0120 25-Jun-16 0 124,472 123,448 0 0.00000 139,826 2,625 N_ND 0

105 S0121 17-Mar-16 30 114,821 114,143 34 0.00030 59,116 7,623 P_D

106 S0122 16-Dec-16 10 124,667 124,031 3 0.00002 143,964 1,230 P_D

107 S0123 12-Feb-16 0 123,749 122,626 0 0.00000 161,584 10,326 N_ND 0

108 S0124 15-Sep-16 0 75,467 55,182 0 0.00000 145,140 79,809 N_ND 0

109 S0125 16-Jan-17 50 133,384 132,785 5 0.00004 159,510 682 P_D

110 S0126 31-Mar-16 0 116,103 113,969 29 0.00025 126,104 13,537 N_D

111 S0127 12-Jul-16 90 190,987 136,276 1 0.00001 197,507 104 P_D

112 S0128 31-Aug-16 0 140,756 140,264 4 0.00003 125,722 2,664 N_D

91,980 9,429,223 8,398,717 10,270 0.13450 12,179,023 1,867,244 -

821 84,189 74,989 92 0.00120 108,741 16,672 -

18,800 190,987 144,333 1,268 0.01440 221,475 172,578 -

0 20,733 16,389 0 0.00000 31,435 11 -

Positive sample*** Negaitive sample****

Total

Average

Max

18S rRNA sequencing

Sample category **

Min

Sample No. Sample name
Sample

Collection

Period

16S rRNA sequencing

* Frequency of Legionella spp.；（ Number of sequences of Legionella spp. in each sample）/（Number of hit sequences by Blastn in each sample）

**Sample category is based on the detection of Legionella spp. by the culture and metagenomic methods, all samples were labeled as follows. Firstly, by the culture method, samples in which Legionella spp. were detected were defined as " P", and 
samples in which Legionella spp. were not detected were defined as " N". Next, by metagenomic methods, samples in which Legionella spp. were detected were defined as " D", and samples in which Legionella spp. could not be detected were defined 
as "ND". By combining the detection results of Legionella spp. by culture and metagenomic methods, the samples were labeled into four types: P_D, P_ND, N_D, and N_ND. In particular, among the samples labeled P_D, P_D+ was defined as the 
samples whose frequency of Legionella spp. was greater than the average frequency of all detected microbial genera. 

***Positive samples were assigned 1 for samples with Sample category P_D+.

****Negaitive sample is marked with 0, which is the sample whose Sample category is N_ND.
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SupplementaryTable2

Supplementaly table2　Genus detected in Positive and Negative samples

Superkingdom
Pyhlum (Bacteria) / Clade

(Eukaryota)
Genus X p X n SP x SN x ratio x Rare Microorganisms Common microorganisms

Correlation coefficient

with Legionella spp.

Bacteria Proteobacteria Methylobacterium 22 16 1.000 1.000 1.000 ++ -

Bacteria Proteobacteria Legionella 22 0 1.000 0.000 one_side 1.000

Bacteria Proteobacteria Methyloversatilis 21 1 0.955 0.063 15.273 0.892

Bacteria Proteobacteria Cupriavidus 19 0 0.864 0.000 one_side 0.853

Bacteria Proteobacteria Phenylobacterium 20 1 0.909 0.063 14.545 0.841

Eukaryota Amoebozoa Vermamoeba 17 0 0.773 0.000 one_side 0.767

Bacteria Proteobacteria Kinneretia 16 0 0.727 0.000 one_side 0.727

Bacteria Proteobacteria Ferrovibrio 17 1 0.773 0.063 12.364 0.702

Bacteria Proteobacteria Caulobacter 21 5 0.955 0.313 3.055 0.682

Bacteria Proteobacteria Reyranella 20 4 0.909 0.250 3.636 0.675

Bacteria Proteobacteria Pseudorhodoplanes 14 0 0.636 0.000 one_side 0.651

Bacteria Proteobacteria Mesorhizobium 14 0 0.636 0.000 one_side 0.651

Bacteria Proteobacteria Bosea 20 5 0.909 0.313 2.909 0.621

Bacteria Bacteroidetes Hydrotalea 13 0 0.591 0.000 one_side 0.615

Bacteria Chlamydiae Candidatus Protochlamydia 13 0 0.591 0.000 one_side 0.615

Bacteria Proteobacteria Porphyrobacter 16 2 0.727 0.125 5.818 0.596

Eukaryota SAR Aspidisca 12 0 0.545 0.000 one_side 0.579

Bacteria Planctomycetes Fimbriiglobus 12 0 0.545 0.000 one_side 0.579

Bacteria Proteobacteria Ideonella 17 3 0.773 0.188 4.121 0.579

Bacteria Proteobacteria Pelomonas 20 6 0.909 0.375 2.424 0.567

Bacteria Proteobacteria Schlegelella 11 0 0.500 0.000 one_side 0.544

Bacteria Proteobacteria Ralstonia 11 0 0.500 0.000 one_side 0.544

Bacteria Verrucomicrobia Lacunisphaera 11 0 0.500 0.000 one_side 0.544

Bacteria Proteobacteria Caldimonas 11 0 0.500 0.000 one_side 0.544

Bacteria Proteobacteria Elstera 11 0 0.500 0.000 one_side 0.544

Bacteria Proteobacteria Rhodopseudomonas 13 1 0.591 0.063 9.455 0.541

Bacteria Chlamydiae Neochlamydia 13 1 0.591 0.063 9.455 0.541

Bacteria Proteobacteria Azospirillum 13 1 0.591 0.063 9.455 0.541

Bacteria Planctomycetes Planctopirus 13 1 0.591 0.063 9.455 0.541

Bacteria Proteobacteria Phreatobacter 16 3 0.727 0.188 3.879 0.533

Bacteria Proteobacteria Afipia 16 3 0.727 0.188 3.879 0.533

Bacteria Proteobacteria Sphingopyxis 21 8 0.955 0.500 1.909 ++ 0.528

Bacteria Planctomycetes Gemmata 17 4 0.773 0.250 3.091 0.519

Bacteria Bacteroidetes Sediminibacterium 20 7 0.909 0.438 2.078 0.513

Bacteria Proteobacteria Aquabacterium 18 5 0.818 0.313 2.618 0.511

Bacteria Proteobacteria Bradyrhizobium 18 5 0.818 0.313 2.618 0.511

Bacteria Planctomycetes Singulisphaera 10 0 0.455 0.000 one_side + 0.510

Bacteria Proteobacteria Niveispirillum 10 0 0.455 0.000 one_side + 0.510

Bacteria Proteobacteria DSSF69 10 0 0.455 0.000 one_side + 0.510

Bacteria Proteobacteria Tepidimonas 10 0 0.455 0.000 one_side + 0.510

Bacteria Proteobacteria Alcaligenes 10 0 0.455 0.000 one_side + 0.510

Bacteria Proteobacteria Alicycliphilus 10 0 0.455 0.000 one_side + 0.510

Bacteria Proteobacteria Aquincola 12 1 0.545 0.063 8.727 0.503

Bacteria Bacteroidetes Lacibacter 12 1 0.545 0.063 8.727 0.503

Bacteria Proteobacteria Ramlibacter 15 3 0.682 0.188 3.636 0.489

Bacteria Proteobacteria Rhodoplanes 9 0 0.409 0.000 one_side + 0.475

Archaea Euryarchaeota Methanocorpusculum 9 0 0.409 0.000 one_side + 0.475

Bacteria Proteobacteria Chelatococcus 9 0 0.409 0.000 one_side + 0.475

Bacteria Bacteroidetes Emticicia 9 0 0.409 0.000 one_side + 0.475

Bacteria Proteobacteria Pseudolabrys 9 0 0.409 0.000 one_side + 0.475

Bacteria Bacteroidetes Dyadobacter 9 0 0.409 0.000 one_side + 0.475

Bacteria Proteobacteria Nevskia 9 0 0.409 0.000 one_side + 0.475

Bacteria Gemmatimonadetes Gemmatimonas 9 0 0.409 0.000 one_side + 0.475

Bacteria Proteobacteria Novosphingobium 21 9 0.955 0.563 1.697 ++ 0.475

Bacteria Bacteroidetes Ferruginibacter 13 2 0.591 0.125 4.727 0.471

Bacteria Proteobacteria Azospira 13 2 0.591 0.125 4.727 0.471

Bacteria Proteobacteria Pedomicrobium 11 1 0.500 0.063 8.000 0.465

Bacteria Proteobacteria Paucibacter 11 1 0.500 0.063 8.000 0.465

Bacteria Proteobacteria Altererythrobacter 14 3 0.636 0.188 3.394 0.446

Bacteria Proteobacteria Blastomonas 14 3 0.636 0.188 3.394 0.446

Bacteria Proteobacteria Pigmentiphaga 8 0 0.364 0.000 one_side + 0.440

Eukaryota Opisthokonta Aureobasidium 8 0 0.364 0.000 one_side + 0.440

Bacteria Proteobacteria Rheinheimera 8 0 0.364 0.000 one_side + 0.440

Bacteria Acidobacteria RB41 8 0 0.364 0.000 one_side + 0.440

Bacteria Proteobacteria Cavicella 8 0 0.364 0.000 one_side + 0.440

Bacteria Proteobacteria Variovorax 12 2 0.545 0.125 4.364 0.430

Eukaryota SAR Strobilidium 10 1 0.455 0.063 7.273 + 0.427

Bacteria Proteobacteria Polaromonas 10 1 0.455 0.063 7.273 + 0.427

Bacteria Acidobacteria Bryobacter 15 4 0.682 0.250 2.727 0.426

Bacteria Bacteroidetes Siphonobacter 7 0 0.318 0.000 one_side + 0.405

Bacteria Proteobacteria Asticcacaulis 7 0 0.318 0.000 one_side + 0.405

Bacteria Bacteroidetes Fibrisoma 7 0 0.318 0.000 one_side + 0.405

Bacteria Proteobacteria Psychroglaciecola 7 0 0.318 0.000 one_side + 0.405

Eukaryota Archaeplastida Nitraria 7 0 0.318 0.000 one_side + 0.405

Bacteria Proteobacteria Pseudacidovorax 7 0 0.318 0.000 one_side + 0.405

Bacteria Bacteroidetes Flavihumibacter 7 0 0.318 0.000 one_side + 0.405

Bacteria Actinobacteria Chryseoglobus 7 0 0.318 0.000 one_side + 0.405

Bacteria Proteobacteria Candidatus Berkiella 7 0 0.318 0.000 one_side + 0.405

Eukaryota Amoebozoa Vannella 7 0 0.318 0.000 one_side + 0.405

Bacteria Proteobacteria Permianibacter 7 0 0.318 0.000 one_side + 0.405

Bacteria Proteobacteria Vulcaniibacterium 7 0 0.318 0.000 one_side + 0.405

Bacteria Proteobacteria Peredibacter 11 2 0.500 0.125 4.000 0.390

Bacteria Bacteroidetes Pedobacter 9 1 0.409 0.063 6.545 + 0.389

Bacteria Proteobacteria Simplicispira 9 1 0.409 0.063 6.545 + 0.389

Eukaryota Amoebozoa Mycamoeba 9 1 0.409 0.063 6.545 + 0.389

Bacteria Proteobacteria Rubrivivax 6 0 0.273 0.000 one_side + 0.369

Bacteria Firmicutes Lactococcus 6 0 0.273 0.000 one_side + 0.369

Bacteria Bacteroidetes Proteiniphilum 6 0 0.273 0.000 one_side + 0.369

Bacteria Actinobacteria Leifsonia 6 0 0.273 0.000 one_side + 0.369

Bacteria Thermotogae Defluviitoga 6 0 0.273 0.000 one_side + 0.369

Bacteria Proteobacteria Coxiella 6 0 0.273 0.000 one_side + 0.369

Bacteria Proteobacteria Brachymonas 6 0 0.273 0.000 one_side + 0.369

Bacteria Coprothermobacteraeota Coprothermobacter 6 0 0.273 0.000 one_side + 0.369

Bacteria Bacteroidetes Flectobacillus 6 0 0.273 0.000 one_side + 0.369

Bacteria Proteobacteria Pseudaminobacter 6 0 0.273 0.000 one_side + 0.369

Eukaryota Opisthokonta Candida-Lodderomyces clade 6 0 0.273 0.000 one_side + 0.369

Eukaryota Amoebozoa Acanthamoeba 6 0 0.273 0.000 one_side + 0.369

Bacteria Proteobacteria Nordella 6 0 0.273 0.000 one_side + 0.369

Bacteria Bacteroidetes Larkinella 6 0 0.273 0.000 one_side + 0.369

Eukaryota Opisthokonta Bradymyces 6 0 0.273 0.000 one_side + 0.369

Bacteria Proteobacteria Azorhizobium 6 0 0.273 0.000 one_side + 0.369

Bacteria Proteobacteria Acetobacter 6 0 0.273 0.000 one_side + 0.369

Bacteria Proteobacteria Hyphomicrobium 15 5 0.682 0.313 2.182 0.365

Bacteria Proteobacteria Diaphorobacter 15 5 0.682 0.313 2.182 0.365

Bacteria Proteobacteria Nitrobacter 8 1 0.364 0.063 5.818 + 0.350

Bacteria Bacteroidetes Bacteroides 8 1 0.364 0.063 5.818 + 0.350

Bacteria Proteobacteria Caenimonas 8 1 0.364 0.063 5.818 + 0.350

Bacteria Proteobacteria Rhizobacter 19 9 0.864 0.563 1.535 ++ 0.338

Bacteria Proteobacteria Allorhizobium-Neorhizobium-Pararhizobium-Rhizobium 19 9 0.864 0.563 1.535 ++ 0.338

Bacteria Proteobacteria Taonella 5 0 0.227 0.000 one_side + 0.332

Bacteria Proteobacteria Alsobacter 5 0 0.227 0.000 one_side + 0.332

Bacteria Deinococcus-Thermus Meiothermus 5 0 0.227 0.000 one_side + 0.332

Bacteria Proteobacteria Hirschia 5 0 0.227 0.000 one_side + 0.332

Bacteria Actinobacteria Herbiconiux 5 0 0.227 0.000 one_side + 0.332

Bacteria Bacteroidetes Sphingobacterium 5 0 0.227 0.000 one_side + 0.332

Bacteria Actinobacteria Lysinimonas 5 0 0.227 0.000 one_side + 0.332

Bacteria Proteobacteria Thiobacillus 5 0 0.227 0.000 one_side + 0.332

Bacteria Proteobacteria Thauera 5 0 0.227 0.000 one_side + 0.332

Bacteria Actinobacteria Naasia 5 0 0.227 0.000 one_side + 0.332

Bacteria Bacteroidetes Mucilaginibacter 5 0 0.227 0.000 one_side + 0.332

Bacteria Bacteroidetes Filimonas 5 0 0.227 0.000 one_side + 0.332

Bacteria Proteobacteria Aminobacter 5 0 0.227 0.000 one_side + 0.332

Bacteria Planctomycetes SM1A02 5 0 0.227 0.000 one_side + 0.332

Bacteria Proteobacteria Rivibacter 5 0 0.227 0.000 one_side + 0.332

Bacteria Proteobacteria Halomonas 5 0 0.227 0.000 one_side + 0.332

Bacteria Proteobacteria Candidatus Accumulibacter 5 0 0.227 0.000 one_side + 0.332

Bacteria Bacteroidetes Algoriphagus 5 0 0.227 0.000 one_side + 0.332

Bacteria Proteobacteria Dechloromonas 11 3 0.500 0.188 2.667 0.320

Bacteria Proteobacteria Xanthobacter 11 3 0.500 0.188 2.667 0.320

Bacteria Firmicutes Clostridium sensu stricto 1 14 5 0.636 0.313 2.036 0.320

Bacteria Proteobacteria Inhella 7 1 0.318 0.063 5.091 + 0.310

Bacteria Epsilonbacteraeota Arcobacter 7 1 0.318 0.063 5.091 + 0.310

Bacteria Proteobacteria Dongia 7 1 0.318 0.063 5.091 + 0.310

Bacteria Proteobacteria Pseudoxanthomonas 7 1 0.318 0.063 5.091 + 0.310

Bacteria Proteobacteria MND1 7 1 0.318 0.063 5.091 + 0.310

Bacteria Firmicutes Romboutsia 7 1 0.318 0.063 5.091 + 0.310

Bacteria Proteobacteria Rhizorhapis 7 1 0.318 0.063 5.091 + 0.310

Bacteria Proteobacteria Azoarcus 7 1 0.318 0.063 5.091 + 0.310

Bacteria Proteobacteria Aquicella 7 1 0.318 0.063 5.091 + 0.310

Bacteria Proteobacteria Devosia 9 2 0.409 0.125 3.273 + 0.309

Bacteria Deinococcus-Thermus Deinococcus 15 6 0.682 0.375 1.818 ++ 0.305

Bacteria Proteobacteria Hydrogenophaga 15 6 0.682 0.375 1.818 ++ 0.305

Bacteria Actinobacteria Microbacterium 12 4 0.545 0.250 2.182 0.295

Bacteria Proteobacteria Marinospirillum 4 0 0.182 0.000 one_side + 0.293

Eukaryota SAR Discostella 4 0 0.182 0.000 one_side + 0.293

Bacteria Proteobacteria CM1G08 4 0 0.182 0.000 one_side + 0.293

Eukaryota SAR Thalassiosira 4 0 0.182 0.000 one_side + 0.293

Bacteria Proteobacteria Tardiphaga 4 0 0.182 0.000 one_side + 0.293

Bacteria Proteobacteria Rhodovarius 4 0 0.182 0.000 one_side + 0.293

Bacteria Bacteroidetes Rhodothermus 4 0 0.182 0.000 one_side + 0.293

Bacteria Proteobacteria Pseudorhodoferax 4 0 0.182 0.000 one_side + 0.293

Bacteria Planctomycetes Planctomicrobium 4 0 0.182 0.000 one_side + 0.293

Bacteria Planctomycetes Paludisphaera 4 0 0.182 0.000 one_side + 0.293

Bacteria Actinobacteria Nakamurella 4 0 0.182 0.000 one_side + 0.293

Bacteria Bacteroidetes Hydrobacter 4 0 0.182 0.000 one_side + 0.293

Bacteria Bacteroidetes Arsenicibacter 4 0 0.182 0.000 one_side + 0.293

Bacteria Proteobacteria Piscinibacter 4 0 0.182 0.000 one_side + 0.293

Bacteria Proteobacteria Hephaestia 4 0 0.182 0.000 one_side + 0.293

Bacteria Bacteroidetes Flavitalea 4 0 0.182 0.000 one_side + 0.293

Bacteria Acidobacteria Chloracidobacterium 4 0 0.182 0.000 one_side + 0.293

Bacteria Firmicutes Trichococcus 4 0 0.182 0.000 one_side + 0.293

Eukaryota Archaeplastida Tragopogon 4 0 0.182 0.000 one_side + 0.293

Bacteria Bacteroidetes Thermoflexibacter 4 0 0.182 0.000 one_side + 0.293

Bacteria Proteobacteria Sulfuritalea 4 0 0.182 0.000 one_side + 0.293

Bacteria Firmicutes Paenisporosarcina 4 0 0.182 0.000 one_side + 0.293

Eukaryota Opisthokonta Myrothecium 4 0 0.182 0.000 one_side + 0.293

Bacteria Actinobacteria Galbitalea 4 0 0.182 0.000 one_side + 0.293

Bacteria Acidobacteria Elev-16S-1166 4 0 0.182 0.000 one_side + 0.293

Bacteria Tenericutes Acholeplasma 4 0 0.182 0.000 one_side + 0.293

Bacteria Proteobacteria AAP99 4 0 0.182 0.000 one_side + 0.293

Bacteria Firmicutes Sporosarcina 4 0 0.182 0.000 one_side + 0.293

Bacteria Proteobacteria Erythrobacter 4 0 0.182 0.000 one_side + 0.293

Bacteria Fusobacteria Cetobacterium 4 0 0.182 0.000 one_side + 0.293

Bacteria Proteobacteria Pajaroellobacter 10 3 0.455 0.188 2.424 + 0.278

Bacteria Nitrospirae Nitrospira 10 3 0.455 0.188 2.424 + 0.278

Bacteria Proteobacteria Lysobacter 10 3 0.455 0.188 2.424 + 0.278

Bacteria Proteobacteria Methylophilus 6 1 0.273 0.063 4.364 + 0.268

Bacteria Bacteroidetes Spirosoma 6 1 0.273 0.063 4.364 + 0.268

Bacteria Firmicutes Clostridium sensu stricto 12 6 1 0.273 0.063 4.364 + 0.268

Bacteria Deinococcus-Thermus Thermus 6 1 0.273 0.063 4.364 + 0.268

Bacteria Proteobacteria Rickettsiella 6 1 0.273 0.063 4.364 + 0.268

Bacteria Proteobacteria Methylibium 6 1 0.273 0.063 4.364 + 0.268

Eukaryota Archaeplastida Litchi 6 1 0.273 0.063 4.364 + 0.268

Bacteria Proteobacteria Ellin6067 6 1 0.273 0.063 4.364 + 0.268

Bacteria Acidobacteria Aridibacter 6 1 0.273 0.063 4.364 + 0.268

Bacteria Proteobacteria Lautropia 6 1 0.273 0.063 4.364 + 0.268

Bacteria Planctomycetes SH-PL14 8 2 0.364 0.125 2.909 + 0.268

Eukaryota Archaeplastida Hazenia 8 2 0.364 0.125 2.909 + 0.268

Bacteria Proteobacteria Limnobacter 8 2 0.364 0.125 2.909 + 0.268

Bacteria Proteobacteria Rhodoferax 11 4 0.500 0.250 2.000 ++ 0.253

Bacteria Firmicutes Bacillus 11 4 0.500 0.250 2.000 ++ 0.253

Bacteria Firmicutes Turicibacter 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Tolumonas 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria SWB02 3 0 0.136 0.000 one_side + 0.250

Bacteria Acidobacteria Stenotrophobacter 3 0 0.136 0.000 one_side + 0.250

Bacteria Firmicutes Sedimentibacter 3 0 0.136 0.000 one_side + 0.250

Bacteria Firmicutes Ruminiclostridium 1 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Rubritepida 3 0 0.136 0.000 one_side + 0.250

Xp；Number of samples in which microorganism x appeared out of  positive samples （22 samples）.

Xn：Number of samples in which microorganism x appeared out of  Negative sample（16 Samples）.

SPx ：Frequency of occurrence of microorganism x in the positive sample （Xp/22） .

SNx ：Frequency of occurrence of microorganism x in the Negative sample（Xn/16）.

ratiox：SPx / SNx . If either SPx or SNx is 0, it was indicated as one_side.

Rare microorganisms：Microorganisms with SPx < 0.5 and SNx < 0.5 are marked with +.

Common microorganisms：Microorganisms with 0.5 ≤ ratiox ≤ 2 are marked with ++.

Correlation coefficient with Legionella spp.：Spearman’s rank correlation coefficient against detection frequency in 

positive and negative samples between the genus and Legionella spp. If it is impossible to calculate, it is indicated by -.
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Eukaryota SAR Phascolodon 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Parvibaculum 3 0 0.136 0.000 one_side + 0.250

Bacteria Firmicutes Paraclostridium 3 0 0.136 0.000 one_side + 0.250

Bacteria Bacteroidetes OLB8 3 0 0.136 0.000 one_side + 0.250

Archaea Euryarchaeota Methanospirillum 3 0 0.136 0.000 one_side + 0.250

Archaea Euryarchaeota Methanosaeta 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Geobacter 3 0 0.136 0.000 one_side + 0.250

Bacteria Thermotogae Fervidobacterium 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Dokdonella 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Denitromonas 3 0 0.136 0.000 one_side + 0.250

Bacteria Actinobacteria Curtobacterium 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Chitinimonas 3 0 0.136 0.000 one_side + 0.250

Bacteria Bacteroidetes Blvii28 wastewater-sludge group 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria BD1-7 clade 3 0 0.136 0.000 one_side + 0.250

Bacteria Bacteroidetes Anaerocella 3 0 0.136 0.000 one_side + 0.250

Eukaryota SAR Tintinnidium 3 0 0.136 0.000 one_side + 0.250

Eukaryota Incertae Sedis Telonema 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Sideroxydans 3 0 0.136 0.000 one_side + 0.250

Eukaryota Opisthokonta Lignosus 3 0 0.136 0.000 one_side + 0.250

Bacteria Bacteroidetes Lentimicrobium 3 0 0.136 0.000 one_side + 0.250

Bacteria Acidobacteria JGI 0001001-H03 3 0 0.136 0.000 one_side + 0.250

Bacteria Bacteroidetes Ignavibacterium 3 0 0.136 0.000 one_side + 0.250

Bacteria Bacteroidetes Flavisolibacter 3 0 0.136 0.000 one_side + 0.250

Bacteria Chlamydiae Candidatus Rubidus 3 0 0.136 0.000 one_side + 0.250

Archaea Thaumarchaeota Candidatus Nitrososphaera 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Candidatus Finniella 3 0 0.136 0.000 one_side + 0.250

Eukaryota Opisthokonta Campanella 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Xanthomonas 3 0 0.136 0.000 one_side + 0.250

Bacteria Firmicutes Syntrophomonas 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Prosthecomicrobium 3 0 0.136 0.000 one_side + 0.250

Bacteria Bacteroidetes Ohtaekwangia 3 0 0.136 0.000 one_side + 0.250

Bacteria Bacteroidetes Moheibacter 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria MN 122.2a 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Methylocystis 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Labrys 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Kaistia 3 0 0.136 0.000 one_side + 0.250

Bacteria Planctomycetes CL500-3 3 0 0.136 0.000 one_side + 0.250

Eukaryota Opisthokonta Chaetomium 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Candidatus Odyssella 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Candidatus Competibacter 3 0 0.136 0.000 one_side + 0.250

Eukaryota SAR Bromeliothrix 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Oxalobacter 3 0 0.136 0.000 one_side + 0.250

Bacteria Acidobacteria Granulicella 3 0 0.136 0.000 one_side + 0.250

Bacteria Bacteroidetes Flexibacter 3 0 0.136 0.000 one_side + 0.250

Bacteria Bacteroidetes DMER64 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Aquabacter 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Acidiphilium 3 0 0.136 0.000 one_side + 0.250

Bacteria Proteobacteria Sphaerotilus 9 3 0.409 0.188 2.182 + 0.235

Bacteria Proteobacteria Ottowia 9 3 0.409 0.188 2.182 + 0.235

Bacteria Proteobacteria Escherichia-Shigella 7 2 0.318 0.125 2.545 + 0.224

Bacteria Proteobacteria Microvirga 7 2 0.318 0.125 2.545 + 0.224

Bacteria Proteobacteria Thermomonas 5 1 0.227 0.063 3.636 + 0.223

Bacteria Verrucomicrobia Terrimicrobium 5 1 0.227 0.063 3.636 + 0.223

Bacteria Proteobacteria Psychrobacter 5 1 0.227 0.063 3.636 + 0.223

Bacteria Proteobacteria Candidatus Paracaedibacter 5 1 0.227 0.063 3.636 + 0.223

Bacteria Proteobacteria Sphingoaurantiacus 5 1 0.227 0.063 3.636 + 0.223

Bacteria Proteobacteria Sandaracinobacter 5 1 0.227 0.063 3.636 + 0.223

Bacteria Bacteroidetes Runella 5 1 0.227 0.063 3.636 + 0.223

Bacteria Acidobacteria Paludibaculum 5 1 0.227 0.063 3.636 + 0.223

Bacteria Proteobacteria Sphingobium 18 10 0.818 0.625 1.309 ++ 0.217

Bacteria Actinobacteria Mycobacterium 18 10 0.818 0.625 1.309 ++ 0.217

Bacteria Proteobacteria Comamonas 19 11 0.864 0.688 1.256 ++ 0.213

Bacteria Proteobacteria Haliangium 10 4 0.455 0.250 1.818 + ++ 0.209

Eukaryota SAR Woronina 2 0 0.091 0.000 one_side + 0.201

Bacteria Aquificae Sulfurihydrogenibium 2 0 0.091 0.000 one_side + 0.201

Eukaryota Opisthokonta Stereum 2 0 0.091 0.000 one_side + 0.201

Bacteria Actinobacteria Solirubrobacter 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Solimonas 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Silanimonas 2 0 0.091 0.000 one_side + 0.201

Bacteria Actinobacteria Rubrobacter 2 0 0.091 0.000 one_side + 0.201

Eukaryota Opisthokonta Resinicium 2 0 0.091 0.000 one_side + 0.201

Bacteria Acidobacteria Pyrinomonas 2 0 0.091 0.000 one_side + 0.201

Eukaryota SAR Prorodon 2 0 0.091 0.000 one_side + 0.201

Eukaryota SAR Placus 2 0 0.091 0.000 one_side + 0.201

Bacteria Actinobacteria Patulibacter 2 0 0.091 0.000 one_side + 0.201

Bacteria Actinobacteria Parafrigoribacterium 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Paracraurococcus 2 0 0.091 0.000 one_side + 0.201

Bacteria Actinobacteria Paeniglutamicibacter 2 0 0.091 0.000 one_side + 0.201

Bacteria Bacteroidetes OLB12 2 0 0.091 0.000 one_side + 0.201

Eukaryota Opisthokonta Nowakowskiella 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Nitratireductor 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Methylocella 2 0 0.091 0.000 one_side + 0.201

Bacteria Acidobacteria Luteitalea 2 0 0.091 0.000 one_side + 0.201

Eukaryota Opisthokonta Lactarius 2 0 0.091 0.000 one_side + 0.201

Bacteria Aquificae Hydrogenobacter 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Herminiimonas 2 0 0.091 0.000 one_side + 0.201

Eukaryota Opisthokonta Globulicium 2 0 0.091 0.000 one_side + 0.201

Bacteria Actinobacteria Gaiella 2 0 0.091 0.000 one_side + 0.201

Eukaryota Opisthokonta Erysiphe 2 0 0.091 0.000 one_side + 0.201

Bacteria Bacteroidetes Dysgonomonas 2 0 0.091 0.000 one_side + 0.201

Bacteria Dictyoglomi Dictyoglomus 2 0 0.091 0.000 one_side + 0.201

Eukaryota SAR Deviata 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Desulfomonile 2 0 0.091 0.000 one_side + 0.201

Bacteria Cyanobacteria Cyanobium PCC-6307 2 0 0.091 0.000 one_side + 0.201

Eukaryota Amoebozoa Copromyxa 2 0 0.091 0.000 one_side + 0.201

Eukaryota Opisthokonta Coniochaeta 2 0 0.091 0.000 one_side + 0.201

Eukaryota Archaeplastida Coelastrella 2 0 0.091 0.000 one_side + 0.201

Bacteria Actinobacteria Cnuibacter 2 0 0.091 0.000 one_side + 0.201

Eukaryota SAR Chromulina 2 0 0.091 0.000 one_side + 0.201

Bacteria Actinobacteria Cellulomonas 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Candidatus Blochmannia 2 0 0.091 0.000 one_side + 0.201

Eukaryota SAR Bicosoeca 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Bacteriovorax 2 0 0.091 0.000 one_side + 0.201

Eukaryota Archaeplastida Acutodesmus 2 0 0.091 0.000 one_side + 0.201

Bacteria Actinobacteria Actinomycetospora 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Xylella 2 0 0.091 0.000 one_side + 0.201

Eukaryota Opisthokonta Taphrina 2 0 0.091 0.000 one_side + 0.201

Eukaryota Excavata Rhynchomonas 2 0 0.091 0.000 one_side + 0.201

Eukaryota Excavata Rhynchobodo 2 0 0.091 0.000 one_side + 0.201

Eukaryota SAR Pseudovorticella 2 0 0.091 0.000 one_side + 0.201

Eukaryota SAR Opisthonecta 2 0 0.091 0.000 one_side + 0.201

Eukaryota Opisthokonta Ochroconis 2 0 0.091 0.000 one_side + 0.201

Bacteria Cloacimonetes LNR A2-18 2 0 0.091 0.000 one_side + 0.201

Bacteria Bacteroidetes Asinibacterium 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Amphiplicatus 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Z-35 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria UBA6140 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Thiothrix 2 0 0.091 0.000 one_side + 0.201

Bacteria Nitrospirae Thermodesulfovibrio 2 0 0.091 0.000 one_side + 0.201

Bacteria Actinobacteria Thermobifida 2 0 0.091 0.000 one_side + 0.201

Bacteria Firmicutes Thermobacillus 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Tepidicella 2 0 0.091 0.000 one_side + 0.201

Bacteria Bacteroidetes Taibaiella 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Sterolibacterium 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Smithella 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Rosenbergiella 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Pusillimonas 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Plesiomonas 2 0 0.091 0.000 one_side + 0.201

Bacteria Actinobacteria Ornithinimicrobium 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Oligoflexus 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Oceanobacter 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Nitrosomonas 2 0 0.091 0.000 one_side + 0.201

Bacteria Bacteroidetes Niabella 2 0 0.091 0.000 one_side + 0.201

Eukaryota Archaeplastida Musa 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Methylobacter 2 0 0.091 0.000 one_side + 0.201

Archaea Euryarchaeota Methanoculleus 2 0 0.091 0.000 one_side + 0.201

Bacteria Chloroflexi Leptolinea 2 0 0.091 0.000 one_side + 0.201

Bacteria Bacteroidetes IheB3-7 2 0 0.091 0.000 one_side + 0.201

Eukaryota Opisthokonta Goffeauzyma 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Gallionella 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Fluviicoccus 2 0 0.091 0.000 one_side + 0.201

Eukaryota Amoebozoa Filamoeba 2 0 0.091 0.000 one_side + 0.201

Bacteria Firmicutes Erysipelotrichaceae UCG-004 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria DSSD61 2 0 0.091 0.000 one_side + 0.201

Eukaryota Opisthokonta Dioszegia 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Desulfomicrobium 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Defluviicoccus 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Cronobacter 2 0 0.091 0.000 one_side + 0.201

Bacteria Firmicutes Cohnella 2 0 0.091 0.000 one_side + 0.201

Bacteria Bacteroidetes Chitinophaga 2 0 0.091 0.000 one_side + 0.201

Eukaryota Opisthokonta Catenaria 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Candidatus Symbiobacter 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Candidatus Protistobacter 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Candidatus Nitrotoga 2 0 0.091 0.000 one_side + 0.201

Archaea Thaumarchaeota Candidatus Nitrosotenuis 2 0 0.091 0.000 one_side + 0.201

Archaea Thaumarchaeota Candidatus Nitrocosmicus 2 0 0.091 0.000 one_side + 0.201

Bacteria Cloacimonetes Candidatus Cloacimonas 2 0 0.091 0.000 one_side + 0.201

Eukaryota SAR Bresslaua 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Aquimonas 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria AqS1 2 0 0.091 0.000 one_side + 0.201

Bacteria Chloroflexi Anaerolinea 2 0 0.091 0.000 one_side + 0.201

Bacteria Firmicutes Ammoniphilus 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Aggregatibacter 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Woeseia 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Thioalkalispira 2 0 0.091 0.000 one_side + 0.201

Bacteria Epsilonbacteraeota Sulfurimonas 2 0 0.091 0.000 one_side + 0.201

Bacteria Firmicutes SCADC1-2-3 2 0 0.091 0.000 one_side + 0.201

Bacteria Planctomycetes Rubripirellula 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Propionivibrio 2 0 0.091 0.000 one_side + 0.201

Eukaryota SAR Poterioochromonas 2 0 0.091 0.000 one_side + 0.201

Bacteria Bacteroidetes Pontibacter 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Polycyclovorans 2 0 0.091 0.000 one_side + 0.201

Bacteria Firmicutes Planococcus 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Oxalicibacterium 2 0 0.091 0.000 one_side + 0.201

Bacteria Deferribacteres Mucispirillum 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Methylococcus 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Marivita 2 0 0.091 0.000 one_side + 0.201

Bacteria Chloroflexi Longilinea 2 0 0.091 0.000 one_side + 0.201

Bacteria Bacteroidetes Lewinella 2 0 0.091 0.000 one_side + 0.201

Bacteria Firmicutes Epulopiscium 2 0 0.091 0.000 one_side + 0.201

Bacteria Bacteroidetes Elizabethkingia 2 0 0.091 0.000 one_side + 0.201

Bacteria Bacteroidetes Dinghuibacter 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Desulfobulbus 2 0 0.091 0.000 one_side + 0.201

Bacteria Firmicutes Desemzia 2 0 0.091 0.000 one_side + 0.201

Bacteria Verrucomicrobia ADurb.Bin063-1 2 0 0.091 0.000 one_side + 0.201

Bacteria Bacteroidetes Adhaeribacter 2 0 0.091 0.000 one_side + 0.201

Bacteria Bacteroidetes Acetobacteroides 2 0 0.091 0.000 one_side + 0.201

Bacteria Proteobacteria Massilia 14 7 0.636 0.438 1.455 ++ 0.197

Bacteria Proteobacteria Sphingomonas 22 15 1.000 0.938 1.067 ++ 0.193

Bacteria Proteobacteria Pseudomonas 22 15 1.000 0.938 1.067 ++ 0.193

Bacteria Proteobacteria Acinetobacter 22 15 1.000 0.938 1.067 ++ 0.193

Eukaryota SAR Spumella 11 5 0.500 0.313 1.600 ++ 0.188

Bacteria Proteobacteria Leptothrix 11 5 0.500 0.313 1.600 ++ 0.188

Bacteria Proteobacteria Bdellovibrio 15 8 0.682 0.500 1.364 ++ 0.184

Bacteria Proteobacteria Candidatus Alysiosphaera 6 2 0.273 0.125 2.182 + 0.179

Bacteria Proteobacteria Alkanindiges 6 2 0.273 0.125 2.182 + 0.179

Bacteria Verrucomicrobia Prosthecobacter 6 2 0.273 0.125 2.182 + 0.179

Bacteria Proteobacteria Noviherbaspirillum 6 2 0.273 0.125 2.182 + 0.179

Eukaryota Opisthokonta Paramicrosporidium 4 1 0.182 0.063 2.909 + 0.174

Bacteria Proteobacteria Oligotropha 4 1 0.182 0.063 2.909 + 0.174

Eukaryota SAR Hydrurus 4 1 0.182 0.063 2.909 + 0.174

Eukaryota Opisthokonta Clavulicium 4 1 0.182 0.063 2.909 + 0.174

Bacteria Proteobacteria Amaricoccus 4 1 0.182 0.063 2.909 + 0.174
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Bacteria Proteobacteria Roseococcus 4 1 0.182 0.063 2.909 + 0.174

Bacteria Proteobacteria Caedibacter 4 1 0.182 0.063 2.909 + 0.174

Bacteria Bacteroidetes Parabacteroides 4 1 0.182 0.063 2.909 + 0.174

Bacteria Proteobacteria Sandaracinus 4 1 0.182 0.063 2.909 + 0.174

Eukaryota Opisthokonta Cladophialophora 4 1 0.182 0.063 2.909 + 0.174

Bacteria Firmicutes Solibacillus 4 1 0.182 0.063 2.909 + 0.174

Bacteria Firmicutes Christensenellaceae R-7 group 4 1 0.182 0.063 2.909 + 0.174

Bacteria Proteobacteria Roseomonas 16 9 0.727 0.563 1.293 ++ 0.171

Bacteria Actinobacteria Nocardioides 9 4 0.409 0.250 1.636 + ++ 0.166

Bacteria Proteobacteria Burkholderia-Caballeronia-Paraburkholderia 7 3 0.318 0.188 1.697 + ++ 0.147

Bacteria Proteobacteria Aeromonas 7 3 0.318 0.188 1.697 + ++ 0.147

Bacteria Planctomycetes Pirellula 7 3 0.318 0.188 1.697 + ++ 0.147

Bacteria Proteobacteria Ellin6055 7 3 0.318 0.188 1.697 + ++ 0.147

Eukaryota Excavata Zelonia 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Xanthoceras 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Thermonema 1 0 0.045 0.000 one_side + 0.140

Bacteria Chloroflexi Thermomicrobium 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Thermoleophilum 1 0 0.045 0.000 one_side + 0.140

Bacteria Chloroflexi Thermoflexus 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Thermodesulforhabdus 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Tetradesmus 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Sorangium 1 0 0.045 0.000 one_side + 0.140

Bacteria Rokubacteria Sh765B-TzT-35 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Schleiferia 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Scenedesmus 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Rehaibacterium 1 0 0.045 0.000 one_side + 0.140

Bacteria Thermotogae Pseudothermotoga 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Phycicoccus 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Phaeodactylibacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Parviterribacter 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Papiliotrema 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Neodesmus 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria MM1 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Melioribacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Verrucomicrobia LD29 1 0 0.045 0.000 one_side + 0.140

Bacteria Aquificae Hydrogenothermus 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Hydrogenophilus 1 0 0.045 0.000 one_side + 0.140

Bacteria Aquificae Hydrogenivirga 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria HdN1 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Hahella 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Ethanoligenens 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Desulfacinum 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Desmodesmus 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Coelastrum 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Chilodonella 1 0 0.045 0.000 one_side + 0.140

Archaea Thaumarchaeota Candidatus Nitrosocaldus 1 0 0.045 0.000 one_side + 0.140

Bacteria Rokubacteria Candidatus Methylomirabilis 1 0 0.045 0.000 one_side + 0.140

Archaea Euryarchaeota Candidatus Methanoperedens 1 0 0.045 0.000 one_side + 0.140

Archaea Korarchaeota Candidatus Korarchaeum 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Candidatus Chrysopegis 1 0 0.045 0.000 one_side + 0.140

Bacteria Atribacteria Candidatus Caldatribacterium 1 0 0.045 0.000 one_side + 0.140

Bacteria Planctomycetes Candidatus Brocadia 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Caldimicrobium 1 0 0.045 0.000 one_side + 0.140

Bacteria Chloroflexi Caldilinea 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Alishewanella 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Albidovulum 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Zymoseptoria 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes ZOR0006 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Wickerhamomyces-Candida clade 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Weissella 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Weeksella 1 0 0.045 0.000 one_side + 0.140

Bacteria Cloacimonetes W5 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Varicosporium 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Uroleptus 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Ureibacillus 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Uliginosibacterium 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Tuberibacillus 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Trichaptum 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Tremella 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Tissierella 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Thiopseudomonas 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Thiohalophilus 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Thiogranum 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Thioclava 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Thermoanaerobacterium 1 0 0.045 0.000 one_side + 0.140

Eukaryota Excavata Tetramitus 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Terrisporobacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Acidobacteria Terriglobus 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Tepidimicrobium 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Telmatospirillum 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Syzygospora 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Syntrophorhabdus 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Syntrophobacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Sva0996 marine group 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Sulfitobacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Steroidobacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Stella 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Sporocytophaga 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Spongiibacter 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Spathospora 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes SP3-e08 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Shimia 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Serinicoccus 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Scardovia 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Sanguibacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Rummeliibacillus 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Rudbeckia 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Rudanella 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Rudaea 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria RS62 marine group 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Roseovarius 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Roseobacter clade CHAB-I-5 lineage 1 0 0.045 0.000 one_side + 0.140

Bacteria Verrucomicrobia Roseimicrobium 1 0 0.045 0.000 one_side + 0.140

Bacteria Chloroflexi Roseiflexus 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Rodentibacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Rikenellaceae RC9 gut group 1 0 0.045 0.000 one_side + 0.140

Bacteria Planctomycetes Rhodopirellula 1 0 0.045 0.000 one_side + 0.140

Bacteria Spirochaetes RBG-16-49-21 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Quadrisphaera 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Pullulanibacillus 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Pseudouroleptus 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Pseudomerulius 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Pseudohyphozyma 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Pseudogracilibacillus 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Pseudoflavitalea 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Pseudoalteromonas 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Prevotellaceae UCG-004 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Prevotellaceae UCG-001 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Prevotella 9 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Postia 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Postechiella 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Polytoma 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Pleomorphomonas 1 0 0.045 0.000 one_side + 0.140

Bacteria Planctomycetes Pir4 lineage 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Pichia 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Phaeosphaeriopsis 1 0 0.045 0.000 one_side + 0.140

Bacteria Verrucomicrobia Persicirhabdus 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Penicillium 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Pelotomaculum 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Pelagibius 1 0 0.045 0.000 one_side + 0.140

Bacteria Acidobacteria PAUC26f 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Parasegetibacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Parafilimonas 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Pandoraea 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria OM27 clade 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Ochrobactrum 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Oceanobacillus 1 0 0.045 0.000 one_side + 0.140

Bacteria Cyanobacteria Nostoc PCC-7107 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Nocardiopsis 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Neorhizobium 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Neocudoniella 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Necropsobacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Nautella 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Naganishia 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Myriospora 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Mycetocola 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Muribaculum 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Mortierella 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Milano-WF1B-03 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Mf105b01 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Methylosinus 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Methylorosula 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Methylocapsa 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Methylocaldum 1 0 0.045 0.000 one_side + 0.140

Archaea Euryarchaeota Methanosarcina 1 0 0.045 0.000 one_side + 0.140

Archaea Euryarchaeota Methanoregula 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Meseres 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Marinobacterium 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Marasmius 1 0 0.045 0.000 one_side + 0.140

Eukaryota Excavata Malawimonas 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Magnetospira 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Macellibacteroides 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Lysinibacillus 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Lutispora 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Lutimonas 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Lutibacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Luteibacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Luethyella 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Loxophyllum 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Loktanella 1 0 0.045 0.000 one_side + 0.140

Bacteria Verrucomicrobia Lentimonas 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Labrenzia 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Labedella 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Kurtzmaniella-Candida clade 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Kribbia 1 0 0.045 0.000 one_side + 0.140

Bacteria Chloroflexi Kouleothrix 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Klebsormidium 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Kineosphaera 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Izhakiella 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Inquilinus 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Hylemonella 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Hydrogenispora 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Hydrocarboniphaga 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Holostichides 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Heterochlorella 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Helianthus 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Hanseniaspora 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Haliscomenobacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Halioglobus 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Haematobacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Guggenheimella 1 0 0.045 0.000 one_side + 0.140

Bacteria Cyanobacteria Gloeocapsa PCC-7428 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Gliophorus 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Gilvibacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Gillisia 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Giesbergeria 1 0 0.045 0.000 one_side + 0.140

Bacteria Acidobacteria Geothrix 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Geothermobacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Geomicrobium 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Gemmobacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Geminicoccus 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes GCA-900066575 1 0 0.045 0.000 one_side + 0.140

Bacteria Verrucomicrobia FukuN18 freshwater group 1 0 0.045 0.000 one_side + 0.140
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Bacteria Proteobacteria Fontimonas 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Fodinibacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Flaviaesturariibacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Filomicrobium 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Ferribacterium 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Enteractinococcus 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Eimeria 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Diaminobutyricimonas 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Desulfotalea 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Desulfitibacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Denitratisoma 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Demequina 1 0 0.045 0.000 one_side + 0.140

Bacteria Deinococcus-Thermus Deinobacterium 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Dechlorosoma 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Dechlorobacter 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Cyathus 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Cryptotrichosporon 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Cryptococcus 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Craurococcus 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Colletotrichum 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Coleps 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Chryseolinea 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Chrysamoeba 1 0 0.045 0.000 one_side + 0.140

Bacteria Cyanobacteria Chroococcidiopsis PCC 7203 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Chlorobium 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Chlorella 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Chitinibacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Cedecea 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Carcinomyces 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Caproiciproducens 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Capnobotryella 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Candidatus Tokpelaia 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Candidatus Thiobios 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Candidatus Ovatusbacter 1 0 0.045 0.000 one_side + 0.140

Archaea Thaumarchaeota Candidatus Nitrosopumilus 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Candidatus Megaira 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Candidatus Liberibacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Entotheonellaeota Candidatus Entotheonella 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Candidatus Contendobacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Caldiserica Caldisericum 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Butyrivibrio 2 1 0 0.045 0.000 one_side + 0.140

Bacteria Acidobacteria Bryocella 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Bordetella 1 0 0.045 0.000 one_side + 0.140

Bacteria Planctomycetes Blastopirellula 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Bact-08 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Azovibrio 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Azonexus 1 0 0.045 0.000 one_side + 0.140

Bacteria Thermotogae AUTHM297 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Arthrinium 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Arcticiflavibacter 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Antrodiella 1 0 0.045 0.000 one_side + 0.140

Eukaryota Amoebozoa Angulamoeba 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Anaerosporobacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Anaeromyxobacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Anaeromusa 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Anaerofilum 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Amphileptus 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Ammoniibacillus 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Aliihoeflea 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Agromyces 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Aggregicoccus 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Actinobacillus 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Acidaminobacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes A7P-90m 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes A2 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Yimella 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Tokophrya 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Thiomonas 1 0 0.045 0.000 one_side + 0.140

Bacteria Synergistetes Thermovirga 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Thelesperma 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Tetragenococcus 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Tetracystis 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Tapiscia 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Styrax 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Sporolactobacillus 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Scleroderma 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Saprochaete 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Roseibium 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Planifilum 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Phoma 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Paeniclostridium 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Omphacomeria 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Nephroselmis 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Mrakia 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Methylopila 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Methyloparacoccus 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Melosira 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Marinilutecoccus 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Lectera 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Leadbetterella 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Lampropedia 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Inocybe 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Homoserinibacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Herbaspirillum 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Hannaella 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes H1 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Fritschiella 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Dyella 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Dipsacus 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Desulfosporosinus 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Cyphelium 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Cronartium 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Coriolopsis 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Ciceribacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Dependentiae Candidatus Babela 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Camellia 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Belnapia 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Austroboletus 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Amycolatopsis 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Allohumibacter 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Actinidia 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Trithigmostoma 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Tepidanaerobacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Syntrophus 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Sugitazyma 1 0 0.045 0.000 one_side + 0.140

Bacteria Spirochaetes Sediminispirochaeta 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Sanghuangporus 1 0 0.045 0.000 one_side + 0.140

Archaea Euryarchaeota RumEn M2 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Rhodocista 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Rhizopus 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Rhinosporidium 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Rathayibacter 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Phialocephala 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Pfiesteria 1 0 0.045 0.000 one_side + 0.140

Bacteria Acidobacteria Occallatibacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Methylobacillus 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Lagenidium 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Lachnoclostridium 5 1 0 0.045 0.000 one_side + 0.140

Bacteria Planctomycetes Isosphaera 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Gracilibacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Frankia 1 0 0.045 0.000 one_side + 0.140

Bacteria Armatimonadetes Fimbriimonas 1 0 0.045 0.000 one_side + 0.140

Bacteria Bacteroidetes Fibrella 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Desulfobacca 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Cyclotella 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Cryomyces 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Cortinarius 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Coccidioides 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Clostridium sensu stricto 3 1 0 0.045 0.000 one_side + 0.140

Bacteria Actinobacteria Citricoccus 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Chrysocapsa 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Vogesella 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Trichophyton 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Sphingomicrobium 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Polymyxa 1 0 0.045 0.000 one_side + 0.140

Eukaryota SAR Paraurostyla 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Methylovulum 1 0 0.045 0.000 one_side + 0.140

Eukaryota Opisthokonta Heliocephala 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Hathewaya 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Gossypium 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Franconibacter 1 0 0.045 0.000 one_side + 0.140

Eukaryota Archaeplastida Daucus 1 0 0.045 0.000 one_side + 0.140

Bacteria Firmicutes Cryptanaerobacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Acidobacteria Candidatus Koribacter 1 0 0.045 0.000 one_side + 0.140

Bacteria Proteobacteria Skermanella 5 2 0.227 0.125 1.818 + ++ 0.130

Eukaryota Opisthokonta Macrolepiota 5 2 0.227 0.125 1.818 + ++ 0.130

Bacteria Bacteroidetes Cytophaga 5 2 0.227 0.125 1.818 + ++ 0.130

Bacteria Proteobacteria Cellvibrio 5 2 0.227 0.125 1.818 + ++ 0.130

Bacteria Proteobacteria Janthinobacterium 5 2 0.227 0.125 1.818 + ++ 0.130

Eukaryota SAR Poteriospumella 5 2 0.227 0.125 1.818 + ++ 0.130

Eukaryota Opisthokonta Cladosporium 8 4 0.364 0.250 1.455 + ++ 0.121

Bacteria Bacteroidetes Terrimonas 8 4 0.364 0.250 1.455 + ++ 0.121

Eukaryota SAR Sorodiplophrys 3 1 0.136 0.063 2.182 + 0.119

Bacteria Bacteroidetes Solitalea 3 1 0.136 0.063 2.182 + 0.119

Eukaryota Opisthokonta Phlebia 3 1 0.136 0.063 2.182 + 0.119

Bacteria Proteobacteria Mitsuaria 3 1 0.136 0.063 2.182 + 0.119

Bacteria Actinobacteria Leucobacter 3 1 0.136 0.063 2.182 + 0.119

Bacteria Firmicutes Anaerovorax 3 1 0.136 0.063 2.182 + 0.119

Bacteria Bacteroidetes Segetibacter 3 1 0.136 0.063 2.182 + 0.119

Bacteria Firmicutes Ruminococcus 1 3 1 0.136 0.063 2.182 + 0.119

Bacteria Proteobacteria Qipengyuania 3 1 0.136 0.063 2.182 + 0.119

Bacteria Actinobacteria Iamia 3 1 0.136 0.063 2.182 + 0.119

Bacteria Firmicutes Facklamia 3 1 0.136 0.063 2.182 + 0.119

Bacteria Actinobacteria Conexibacter 3 1 0.136 0.063 2.182 + 0.119

Bacteria Proteobacteria Perlucidibaca 3 1 0.136 0.063 2.182 + 0.119

Bacteria Firmicutes Lachnospiraceae NK4A136 group 3 1 0.136 0.063 2.182 + 0.119

Bacteria Verrucomicrobia Chthoniobacter 3 1 0.136 0.063 2.182 + 0.119

Bacteria Proteobacteria Buttiauxella 3 1 0.136 0.063 2.182 + 0.119

Bacteria Bacteroidetes Alistipes 3 1 0.136 0.063 2.182 + 0.119

Bacteria Proteobacteria Acidibacter 3 1 0.136 0.063 2.182 + 0.119

Bacteria Proteobacteria Shinella 3 1 0.136 0.063 2.182 + 0.119

Bacteria Bacteroidetes Nubsella 3 1 0.136 0.063 2.182 + 0.119

Eukaryota SAR Diatoma 3 1 0.136 0.063 2.182 + 0.119

Bacteria Actinobacteria Aeromicrobium 3 1 0.136 0.063 2.182 + 0.119

Archaea Euryarchaeota Methanobacterium 3 1 0.136 0.063 2.182 + 0.119

Bacteria Firmicutes Megasphaera 3 1 0.136 0.063 2.182 + 0.119

Bacteria Bacteroidetes Alloprevotella 3 1 0.136 0.063 2.182 + 0.119

Bacteria Proteobacteria Xylophilus 3 1 0.136 0.063 2.182 + 0.119

Eukaryota Opisthokonta Psathyrella 3 1 0.136 0.063 2.182 + 0.119

Eukaryota SAR Fragilaria 3 1 0.136 0.063 2.182 + 0.119

Eukaryota Opisthokonta Apiotrichum 3 1 0.136 0.063 2.182 + 0.119

Bacteria Bacteroidetes WCHB1-32 3 1 0.136 0.063 2.182 + 0.119

Bacteria Proteobacteria Tabrizicola 3 1 0.136 0.063 2.182 + 0.119

Eukaryota Opisthokonta Pyrenochaeta 3 1 0.136 0.063 2.182 + 0.119

Bacteria Proteobacteria Zoogloea 3 1 0.136 0.063 2.182 + 0.119

Bacteria Acidobacteria Subgroup 10 3 1 0.136 0.063 2.182 + 0.119

Archaea Euryarchaeota Methanobrevibacter 3 1 0.136 0.063 2.182 + 0.119

Eukaryota SAR Navicula 12 7 0.545 0.438 1.247 ++ 0.107

Bacteria Proteobacteria Roseateles 6 3 0.273 0.188 1.455 + ++ 0.099

Bacteria Proteobacteria Delftia 6 3 0.273 0.188 1.455 + ++ 0.099

Bacteria Proteobacteria Haemophilus 6 3 0.273 0.188 1.455 + ++ 0.099

Bacteria Proteobacteria Stenotrophomonas 6 3 0.273 0.188 1.455 + ++ 0.099

Bacteria Firmicutes Enterococcus 6 3 0.273 0.188 1.455 + ++ 0.099
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Eukaryota SAR Pleurosigma 9 5 0.409 0.313 1.309 + ++ 0.099

Bacteria Proteobacteria Rhodobacter 10 6 0.455 0.375 1.212 + ++ 0.080

Bacteria Proteobacteria Phaselicystis 4 2 0.182 0.125 1.455 + ++ 0.077

Bacteria Proteobacteria Vibrio 4 2 0.182 0.125 1.455 + ++ 0.077

Bacteria Firmicutes Veillonella 4 2 0.182 0.125 1.455 + ++ 0.077

Bacteria Firmicutes Leuconostoc 4 2 0.182 0.125 1.455 + ++ 0.077

Bacteria Proteobacteria Luteimonas 4 2 0.182 0.125 1.455 + ++ 0.077

Eukaryota Opisthokonta Lentinus 4 2 0.182 0.125 1.455 + ++ 0.077

Eukaryota SAR Apobryophyllum 4 2 0.182 0.125 1.455 + ++ 0.077

Eukaryota Opisthokonta Phaeoannellomyces 11 7 0.500 0.438 1.143 ++ 0.062

Bacteria Firmicutes Subdoligranulum 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Proteobacteria Nannocystis 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Actinobacteria Marmoricola 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Firmicutes Intestinibacter 2 1 0.091 0.063 1.455 + ++ 0.052

Eukaryota Opisthokonta Tapinella 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Spirochaetes Treponema 2 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Spirochaetes Spirochaeta 2 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Proteobacteria PMMR1 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Actinobacteria Nesterenkonia 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Fusobacteria Leptotrichia 2 1 0.091 0.063 1.455 + ++ 0.052

Eukaryota Opisthokonta Hyphodontia 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Proteobacteria Crenothrix 2 1 0.091 0.063 1.455 + ++ 0.052

Eukaryota Archaeplastida Chaetosphaeridium 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Omnitrophicaeota Candidatus Omnitrophus 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Proteobacteria Shewanella 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Firmicutes Ruminiclostridium 9 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Firmicutes Oscillibacter 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Firmicutes Atopostipes 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Firmicutes Abiotrophia 2 1 0.091 0.063 1.455 + ++ 0.052

Eukaryota SAR Tachysoma 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Firmicutes Roseburia 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Proteobacteria Rahnella 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Actinobacteria Pseudoclavibacter 2 1 0.091 0.063 1.455 + ++ 0.052

Eukaryota Opisthokonta Ophiosphaerella 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Proteobacteria Methylomonas 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Bacteroidetes Lacihabitans 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Firmicutes Gallicola 2 1 0.091 0.063 1.455 + ++ 0.052

Eukaryota Opisthokonta Epicoccum 2 1 0.091 0.063 1.455 + ++ 0.052

Eukaryota SAR Cyclidium 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Proteobacteria Arenimonas 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Firmicutes Anaerostipes 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Actinobacteria Amnibacterium 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Planctomycetes Schlesneria 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Proteobacteria KCM-B-112 2 1 0.091 0.063 1.455 + ++ 0.052

Eukaryota SAR Holosticha 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Firmicutes Brevibacillus 2 1 0.091 0.063 1.455 + ++ 0.052

Eukaryota Excavata Allovahlkampfia 2 1 0.091 0.063 1.455 + ++ 0.052

Eukaryota Opisthokonta Vishniacozyma 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Planctomycetes Telmatocola 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Acidobacteria Edaphobacter 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Gemmatimonadetes Gemmatirosa 2 1 0.091 0.063 1.455 + ++ 0.052

Eukaryota SAR Cylindrotheca 2 1 0.091 0.063 1.455 + ++ 0.052

Eukaryota SAR Eustigmatos 2 1 0.091 0.063 1.455 + ++ 0.052

Bacteria Spirochaetes Turneriella 5 3 0.227 0.188 1.212 + ++ 0.048

Bacteria Proteobacteria Serratia 5 3 0.227 0.188 1.212 + ++ 0.048

Bacteria Proteobacteria Desulfovibrio 5 3 0.227 0.188 1.212 + ++ 0.048

Bacteria Proteobacteria Xenophilus 6 4 0.273 0.250 1.091 + ++ 0.025

Eukaryota SAR Rhogostoma 6 4 0.273 0.250 1.091 + ++ 0.025

Bacteria Firmicutes Peptoniphilus 6 4 0.273 0.250 1.091 + ++ 0.025

Bacteria Proteobacteria Neisseria 6 4 0.273 0.250 1.091 + ++ 0.025

Bacteria Actinobacteria Bifidobacterium 6 4 0.273 0.250 1.091 + ++ 0.025

Bacteria Firmicutes Paenibacillus 3 2 0.136 0.125 1.091 + ++ 0.017

Bacteria Actinobacteria Dietzia 3 2 0.136 0.125 1.091 + ++ 0.017

Bacteria Verrucomicrobia Cephaloticoccus 3 2 0.136 0.125 1.091 + ++ 0.017

Eukaryota SAR Trachelius 3 2 0.136 0.125 1.091 + ++ 0.017

Eukaryota Opisthokonta Trichoderma 3 2 0.136 0.125 1.091 + ++ 0.017

Bacteria Epsilonbacteraeota Sulfuricurvum 3 2 0.136 0.125 1.091 + ++ 0.017

Bacteria Proteobacteria Ensifer 3 2 0.136 0.125 1.091 + ++ 0.017

Eukaryota Opisthokonta Athelia 3 2 0.136 0.125 1.091 + ++ 0.017

Bacteria Proteobacteria Pantoea 3 2 0.136 0.125 1.091 + ++ 0.017

Bacteria Actinobacteria Streptomyces 3 2 0.136 0.125 1.091 + ++ 0.017

Eukaryota Opisthokonta Parastagonospora 4 3 0.182 0.188 0.970 + ++ -0.007

Eukaryota Opisthokonta Fusarium 4 3 0.182 0.188 0.970 + ++ -0.007

Eukaryota SAR Encyonema 4 3 0.182 0.188 0.970 + ++ -0.007

Eukaryota Opisthokonta Rhizoctonia 4 3 0.182 0.188 0.970 + ++ -0.007

Eukaryota Opisthokonta Rhodotorula 4 3 0.182 0.188 0.970 + ++ -0.007

Bacteria Bacteroidetes Bergeyella 4 3 0.182 0.188 0.970 + ++ -0.007

Bacteria Firmicutes Gemella 4 3 0.182 0.188 0.970 + ++ -0.007

Bacteria Proteobacteria Acidovorax 19 14 0.864 0.875 0.987 ++ -0.017

Bacteria Firmicutes Streptococcus 12 9 0.545 0.563 0.970 ++ -0.017

Bacteria Proteobacteria Rubellimicrobium 5 4 0.227 0.250 0.909 + ++ -0.026

Bacteria Actinobacteria Rhodococcus 9 7 0.409 0.438 0.935 + ++ -0.028

Bacteria Actinobacteria Dermabacter 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota Archaeplastida Ambrosia 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Acetobacterium 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Actinobacteria Tetrasphaera 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Actinobacteria Intrasporangium 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Proteobacteria Falsirhodobacter 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota Archaeplastida Senecio 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota Archaeplastida Diplostephium 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Proteobacteria Yersinia 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Deinococcus-Thermus Truepera 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota SAR Stylonychia 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Actinobacteria Sporichthya 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Ruminococcaceae UCG-005 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Bacteroidetes Rhodocytophaga 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Proteobacteria Oleomonas 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Actinobacteria Nocardia 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Moryella 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota Opisthokonta Millerozyma 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Actinobacteria IMCC26207 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota SAR Gymnophrys 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Faecalibacterium 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Dorea 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Actinobacteria Blastococcus 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Actinobacteria Actinoplanes 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Proteobacteria Achromobacter 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota SAR Scrippsiella 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Ruminococcaceae NK4A214 group 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Ruminiclostridium 6 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Ruminiclostridium 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota Archaeplastida Rheum 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota Opisthokonta Phyllosticta 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Bacteroidetes Myroides 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota SAR Litonotus 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Listeria 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Lachnospira 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Actinobacteria Knoellia 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota Opisthokonta Kazachstania 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota Amoebozoa Ischnamoeba 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota Opisthokonta Fodinomyces 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Fastidiosipila 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Actinobacteria Candidatus Flaviluna 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Planctomycetes Aquisphaera 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota Opisthokonta Amanita 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Actinobacteria Alloscardovia 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Proteobacteria UKL13-1 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Phascolarctobacterium 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota Opisthokonta Moniliophthora 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Actinobacteria Modestobacter 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Proteobacteria Malikia 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Proteobacteria Luminiphilus 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Lachnoclostridium 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Erysipelothrix 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Actinobacteria Collinsella 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Synergistetes Cloacibacillus 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Actinobacteria Atopobium 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Actinobacteria Arthrobacter 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Tumebacillus 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota Cryptophyceae Teleaulax 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Proteobacteria Starkeya 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota SAR Spirostomum 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Ruminococcus 2 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Planomicrobium 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Murdochiella 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Lachnospiraceae NK3A20 group 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Proteobacteria HIMB11 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota Opisthokonta Herpotrichia 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Helcococcus 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Globicatella 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Actinobacteria Gardnerella 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota Archaeplastida Cucumis 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Proteobacteria Cereibacter 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Proteobacteria Aureimonas 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Proteobacteria Ancylobacter 1 1 0.045 0.063 0.727 + ++ -0.038

Eukaryota SAR Allantion 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Firmicutes Agathobacter 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Actinobacteria Acidothermus 1 1 0.045 0.063 0.727 + ++ -0.038

Bacteria Bacteroidetes Porphyromonas 6 5 0.273 0.313 0.873 + ++ -0.043

Bacteria Firmicutes Lactobacillus 10 8 0.455 0.500 0.909 ++ -0.045

Bacteria Proteobacteria Salmonella 2 2 0.091 0.125 0.727 + ++ -0.055

Bacteria Acidobacteria Candidatus Solibacter 2 2 0.091 0.125 0.727 + ++ -0.055

Bacteria Bacteroidetes Paludibacter 2 2 0.091 0.125 0.727 + ++ -0.055

Eukaryota Opisthokonta Rhodosporidiobolus 2 2 0.091 0.125 0.727 + ++ -0.055

Eukaryota Archaeplastida Mezoneuron 2 2 0.091 0.125 0.727 + ++ -0.055

Eukaryota Archaeplastida Fallopia 2 2 0.091 0.125 0.727 + ++ -0.055

Bacteria Bacteroidetes BSV13 2 2 0.091 0.125 0.727 + ++ -0.055

Bacteria Actinobacteria Pseudonocardia 2 2 0.091 0.125 0.727 + ++ -0.055

Bacteria Actinobacteria Pseudarthrobacter 2 2 0.091 0.125 0.727 + ++ -0.055

Bacteria Actinobacteria Paenarthrobacter 2 2 0.091 0.125 0.727 + ++ -0.055

Eukaryota Opisthokonta Bacillicladium 2 2 0.091 0.125 0.727 + ++ -0.055

Eukaryota Opisthokonta Salpingoeca 2 2 0.091 0.125 0.727 + ++ -0.055

Bacteria Fusobacteria Fusobacterium 2 2 0.091 0.125 0.727 + ++ -0.055

Bacteria Epsilonbacteraeota Campylobacter 2 2 0.091 0.125 0.727 + ++ -0.055

Eukaryota Opisthokonta Occultifur 3 3 0.136 0.188 0.727 + ++ -0.069

Bacteria Firmicutes Blautia 3 3 0.136 0.188 0.727 + ++ -0.069

Bacteria Actinobacteria Gordonia 3 3 0.136 0.188 0.727 + ++ -0.069

Eukaryota Opisthokonta Agaricus 3 3 0.136 0.188 0.727 + ++ -0.069

Eukaryota Opisthokonta Phanerochaete 3 3 0.136 0.188 0.727 + ++ -0.069

Bacteria Proteobacteria Brevundimonas 18 14 0.818 0.875 0.935 ++ -0.077

Bacteria Bacteroidetes Chryseobacterium 12 10 0.545 0.625 0.873 ++ -0.080

Bacteria Acidobacteria Blastocatella 4 4 0.182 0.250 0.727 + ++ -0.083

Eukaryota SAR Nitzschia 4 4 0.182 0.250 0.727 + ++ -0.083

Bacteria Bacteroidetes Hymenobacter 5 5 0.227 0.313 0.727 + ++ -0.096

Eukaryota Opisthokonta Filobasidium 6 6 0.273 0.375 0.727 + ++ -0.109

Eukaryota SAR Pythium 6 6 0.273 0.375 0.727 + ++ -0.109

Eukaryota Excavata Parabodo 6 6 0.273 0.375 0.727 + ++ -0.109

Eukaryota SAR Hemiophrys 6 6 0.273 0.375 0.727 + ++ -0.109

Bacteria Proteobacteria Methylotenera 6 6 0.273 0.375 0.727 + ++ -0.109

Bacteria Actinobacteria Fodinicola 7 7 0.318 0.438 0.727 + ++ -0.122

Bacteria Proteobacteria Sphingorhabdus 7 7 0.318 0.438 0.727 + ++ -0.122

Bacteria Actinobacteria Lawsonella 7 7 0.318 0.438 0.727 + ++ -0.122

Bacteria Bacteroidetes Flavobacterium 21 16 0.955 1.000 0.955 ++ -0.140

Eukaryota Opisthokonta Nuclearia 2 3 0.091 0.188 0.485 + -0.141

Bacteria Firmicutes Geobacillus 2 3 0.091 0.188 0.485 + -0.141

Eukaryota Opisthokonta Pleiochaeta 2 3 0.091 0.188 0.485 + -0.141

Bacteria Actinobacteria Brevibacterium 2 3 0.091 0.188 0.485 + -0.141

Bacteria Proteobacteria Tahibacter 2 3 0.091 0.188 0.485 + -0.141

Eukaryota Opisthokonta Saccharomyces 2 3 0.091 0.188 0.485 + -0.141

Eukaryota SAR Colpidium 2 3 0.091 0.188 0.485 + -0.141

Eukaryota Opisthokonta Trametes 3 4 0.136 0.250 0.545 + ++ -0.145

Eukaryota SAR Pedospumella 3 4 0.136 0.250 0.545 + ++ -0.145

Bacteria Actinobacteria Actinomyces 3 4 0.136 0.250 0.545 + ++ -0.145
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Eukaryota SAR Scytosiphon 3 4 0.136 0.250 0.545 + ++ -0.145

Bacteria Bacteroidetes Prevotella 3 4 0.136 0.250 0.545 + ++ -0.145

Bacteria Proteobacteria Verticia 1 2 0.045 0.125 0.364 + -0.146

Eukaryota Opisthokonta Scheffersomyces 1 2 0.045 0.125 0.364 + -0.146

Bacteria Proteobacteria OM60(NOR5) clade 1 2 0.045 0.125 0.364 + -0.146

Eukaryota SAR Oikomonas 1 2 0.045 0.125 0.364 + -0.146

Eukaryota Opisthokonta Exophiala 1 2 0.045 0.125 0.364 + -0.146

Bacteria Actinobacteria Brachybacterium 1 2 0.045 0.125 0.364 + -0.146

Bacteria Actinobacteria Barrientosiimonas 1 2 0.045 0.125 0.364 + -0.146

Eukaryota Opisthokonta Pleospora 1 2 0.045 0.125 0.364 + -0.146

Bacteria Firmicutes Lachnospiraceae ND3007 group 1 2 0.045 0.125 0.364 + -0.146

Bacteria Firmicutes Clostridium sensu stricto 9 1 2 0.045 0.125 0.364 + -0.146

Bacteria Firmicutes Anoxybacillus 1 2 0.045 0.125 0.364 + -0.146

Eukaryota SAR Agolohymena 1 2 0.045 0.125 0.364 + -0.146

Bacteria Actinobacteria Williamsia 1 2 0.045 0.125 0.364 + -0.146

Bacteria Epsilonbacteraeota Sulfurospirillum 1 2 0.045 0.125 0.364 + -0.146

Bacteria Proteobacteria Paenirhodobacter 1 2 0.045 0.125 0.364 + -0.146

Eukaryota Excavata Leptomonas 1 2 0.045 0.125 0.364 + -0.146

Bacteria Firmicutes Ezakiella 1 2 0.045 0.125 0.364 + -0.146

Bacteria Actinobacteria Candidatus Planktoluna 1 2 0.045 0.125 0.364 + -0.146

Bacteria Actinobacteria Rothia 4 5 0.182 0.313 0.582 + ++ -0.152

Eukaryota SAR Vorticella 10 10 0.455 0.625 0.727 ++ -0.169

Bacteria Proteobacteria Enterobacter 6 7 0.273 0.438 0.623 + ++ -0.171

Bacteria Actinobacteria Kocuria 7 8 0.318 0.500 0.636 ++ -0.184

Bacteria Firmicutes Staphylococcus 14 13 0.636 0.813 0.783 ++ -0.192

Bacteria Planctomycetes Zavarzinella 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Tricholoma 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Talaromyces 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Pseudorhodobacter 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Pseudo-nitzschia 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Pseudochrobactrum 0 1 0.000 0.063 one_side + -0.193

Bacteria Verrucomicrobia Opitutus 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Luteipulveratus 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Lembadion 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Lapillicoccus 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Kingella 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Hordeum 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Haslea 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Ginkgo 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Georgenia 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Fragilariopsis 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Eikenella 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Dolosigranulum 0 1 0.000 0.063 one_side + -0.193

Bacteria Cyanobacteria Crinalium SAG 22.89 0 1 0.000 0.063 one_side + -0.193

Bacteria Patescibacteria Candidatus Saccharimonas 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Candidatus Arthromitus 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Anomoporia 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Alloteropsis 0 1 0.000 0.063 one_side + -0.193

Bacteria Planctomycetes AKYG587 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Tilletia 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Tatumella 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Syntrichia 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Stomatobaculum 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Solanum 0 1 0.000 0.063 one_side + -0.193

Eukaryota Amoebozoa Saccamoeba 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes S31 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Renibacterium 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Pestalotiopsis 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Noccaea 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Myzocytiopsis 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Moriera 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Lentinula 0 1 0.000 0.063 one_side + -0.193

Bacteria Chloroflexi HSB OF53-F07 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Fructobacillus 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Fissidens 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Entorhipidium 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Clevelandella 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Cicer 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Candidatus Aquiluna 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Ascochyta 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Arachis 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Aphanochaete 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Zinowiewia 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes W5053 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Vischeria 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Vigna 0 1 0.000 0.063 one_side + -0.193

Bacteria Lentisphaerae Victivallis 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Veluticeps 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Varibaculum 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes UBA1819 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Tyzzerella 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Tulasnella 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Trueperella 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Tripterococcus 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Trichodinella 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Terracoccus 0 1 0.000 0.063 one_side + -0.193

Bacteria Synergistetes Synergistes 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Sutterella 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Spongomonas 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Silvanigrella 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Siccibacter 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Setaria 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Sellimonas 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Sellaphora 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Selenomonas 3 0 1 0.000 0.063 one_side + -0.193

Bacteria Cyanobacteria Scytonema UTEX 2349 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Sarocladium 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Saccharopolyspora 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes S5-A14a 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Ruminococcaceae UCG-013 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Ruminococcaceae UCG-010 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Ruminococcaceae UCG-004 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Ruminococcaceae UCG-002 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Ruminiclostridium 5 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Raoultibacter 0 1 0.000 0.063 one_side + -0.193

Bacteria Synergistetes Pyramidobacter 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Pseudoglutamicibacter 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Pseudellipsoidion 0 1 0.000 0.063 one_side + -0.193

Bacteria Cyanobacteria Pseudanabaena PCC-7429 0 1 0.000 0.063 one_side + -0.193

Bacteria Bacteroidetes Prevotella 6 0 1 0.000 0.063 one_side + -0.193

Bacteria Bacteroidetes Prevotella 2 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Pleurotus 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Pleuronema 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Placopsis 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Phytophthora 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Peptococcus 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Pelosinus 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Pasteurella 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Parvilucifera 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Parasutterella 0 1 0.000 0.063 one_side + -0.193

Bacteria Bacteroidetes Paraprevotella 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Parablastomonas 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Papillibacter 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Oscillospira 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Ongokea 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Olsenella 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Oligella 0 1 0.000 0.063 one_side + -0.193

Bacteria Bacteroidetes Odoribacter 0 1 0.000 0.063 one_side + -0.193

Bacteria Fusobacteria Oceanivirga 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Nitrosospira 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Narenga 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Morganella 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Mobiluncus 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Marvinbryantia 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Lupinus 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Lactonifactor 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Lachnospiraceae UCG-010 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Lachnospiraceae UCG-008 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Lachnospiraceae UCG-004 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Lachnospiraceae UCG-001 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Lachnospiraceae NC2004 group 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Lachnospiraceae FCS020 group 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Intestinimonas 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Holdemania 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Griseoporia 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Glaucoma 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Fusicatenibacter 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Frontonia 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Fournierella 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Flavonifractor 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Family XIII AD3011 group 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Faecalitalea 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Erysipelotrichaceae UCG-003 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Eisenbergiella 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Eggerthella 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Dermatophilus 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Defluviitaleaceae UCG-011 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Cystofilobasidium 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Cutaneotrichosporon 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Coprococcus 3 0 1 0.000 0.063 one_side + -0.193

Bacteria Bacteroidetes Coprobacter 0 1 0.000 0.063 one_side + -0.193

Bacteria Bacteroidetes Confluentibacter 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Clitocybe 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Chthonobacter 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Christensenella 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Chasechloa 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Ceriporiopsis 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Capronia 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Candidatus Nucleicultrix 0 1 0.000 0.063 one_side + -0.193

Archaea Thaumarchaeota Candidatus Nitrosoarchaeum 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Candidatus Methylopumilus 0 1 0.000 0.063 one_side + -0.193

Bacteria Cyanobacteria Calothrix PCC-6303 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Calidifontibacter 0 1 0.000 0.063 one_side + -0.193

Bacteria Bacteroidetes Butyricimonas 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Bulleribasidium 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Bullera 0 1 0.000 0.063 one_side + -0.193

Bacteria Verrucomicrobia Brevifollis 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Bilophila 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Biecheleria 0 1 0.000 0.063 one_side + -0.193

Bacteria Bacteroidetes Barnesiella 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Averrhoa 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Arcanobacterium 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Aquaspirillum 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Antricoccus 0 1 0.000 0.063 one_side + -0.193

Eukaryota Incertae Sedis Ancyromonas 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Anaerotruncus 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Anaeroglobus 0 1 0.000 0.063 one_side + -0.193

Bacteria Verrucomicrobia Akkermansia 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Agrococcus 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Actinotignum 0 1 0.000 0.063 one_side + -0.193

Bacteria Proteobacteria Acidisphaera 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Acidaminococcus 0 1 0.000 0.063 one_side + -0.193

Bacteria Firmicutes Acetanaerobacterium 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Zoothamnium 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Triticum 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Salix 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Rinodinella 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Rachicladosporium 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Nudifila 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Morus 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Monoraphidium 0 1 0.000 0.063 one_side + -0.193

Eukaryota SAR Mesodinium 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Ipomoea 0 1 0.000 0.063 one_side + -0.193
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Eukaryota Opisthokonta Dothidea 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Dictyosphaerium 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Convolvulus 0 1 0.000 0.063 one_side + -0.193

Bacteria Bacteroidetes Cnuella 0 1 0.000 0.063 one_side + -0.193

Bacteria Actinobacteria Branchiibius 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Atractylodes 0 1 0.000 0.063 one_side + -0.193

Eukaryota Archaeplastida Antennaria 0 1 0.000 0.063 one_side + -0.193

Eukaryota Opisthokonta Alternaria 2 4 0.091 0.250 0.364 + -0.215

Eukaryota Excavata Bodo 2 4 0.091 0.250 0.364 + -0.215

Bacteria Proteobacteria Erwinia 2 4 0.091 0.250 0.364 + -0.215

Bacteria Actinobacteria Janibacter 2 4 0.091 0.250 0.364 + -0.215

Bacteria Actinobacteria CL500-29 marine group 2 4 0.091 0.250 0.364 + -0.215

Bacteria Verrucomicrobia Luteolibacter 4 6 0.182 0.375 0.485 + -0.217

Eukaryota SAR Synura 4 6 0.182 0.375 0.485 + -0.217

Bacteria Proteobacteria Klebsiella 4 6 0.182 0.375 0.485 + -0.217

Bacteria Proteobacteria Undibacterium 5 7 0.227 0.438 0.519 + ++ -0.223

Bacteria Actinobacteria Glutamicibacter 1 3 0.045 0.188 0.242 + -0.229

Bacteria Firmicutes Aerococcus 1 3 0.045 0.188 0.242 + -0.229

Eukaryota Opisthokonta Sporobolomyces 1 3 0.045 0.188 0.242 + -0.229

Bacteria Proteobacteria Defluviimonas 1 3 0.045 0.188 0.242 + -0.229

Eukaryota Opisthokonta Fonsecaea 1 3 0.045 0.188 0.242 + -0.229

Bacteria Bacteroidetes Arcicella 1 3 0.045 0.188 0.242 + -0.229

Bacteria Actinobacteria Yonghaparkia 1 3 0.045 0.188 0.242 + -0.229

Eukaryota SAR Saprolegnia 1 3 0.045 0.188 0.242 + -0.229

Eukaryota Opisthokonta Rhizophydium 1 3 0.045 0.188 0.242 + -0.229

Bacteria Proteobacteria Raoultella 1 3 0.045 0.188 0.242 + -0.229

Bacteria Proteobacteria Moraxella 1 3 0.045 0.188 0.242 + -0.229

Bacteria Proteobacteria Lelliottia 1 3 0.045 0.188 0.242 + -0.229

Bacteria Proteobacteria Curvibacter 10 11 0.455 0.688 0.661 ++ -0.231

Eukaryota SAR Lacrymaria 6 8 0.273 0.500 0.545 ++ -0.233

Bacteria Actinobacteria Micrococcus 7 9 0.318 0.563 0.566 ++ -0.244

Bacteria Bacteroidetes Cloacibacterium 7 9 0.318 0.563 0.566 ++ -0.244

Eukaryota Opisthokonta Ustilago 0 2 0.000 0.125 one_side + -0.276

Eukaryota Opisthokonta Sporidiobolus 0 2 0.000 0.125 one_side + -0.276

Bacteria Firmicutes Negativicoccus 0 2 0.000 0.125 one_side + -0.276

Bacteria Proteobacteria GKS98 freshwater group 0 2 0.000 0.125 one_side + -0.276

Bacteria Actinobacteria Candidatus Limnoluna 0 2 0.000 0.125 one_side + -0.276

Eukaryota SAR Achlya 0 2 0.000 0.125 one_side + -0.276

Eukaryota Opisthokonta Vanderwaltozyma 0 2 0.000 0.125 one_side + -0.276

Bacteria Actinobacteria Micromonospora 0 2 0.000 0.125 one_side + -0.276

Bacteria Firmicutes Megamonas 0 2 0.000 0.125 one_side + -0.276

Bacteria Proteobacteria Kluyvera 0 2 0.000 0.125 one_side + -0.276

Bacteria Firmicutes Dialister 0 2 0.000 0.125 one_side + -0.276

Eukaryota Cryptophyceae Rhodomonas 0 2 0.000 0.125 one_side + -0.276

Bacteria Firmicutes Faecalibaculum 0 2 0.000 0.125 one_side + -0.276

Bacteria Firmicutes Erysipelatoclostridium 0 2 0.000 0.125 one_side + -0.276

Eukaryota Archaeplastida Chorispora 0 2 0.000 0.125 one_side + -0.276

Eukaryota SAR Buxtonella 0 2 0.000 0.125 one_side + -0.276

Bacteria Firmicutes Butyricicoccus 0 2 0.000 0.125 one_side + -0.276

Eukaryota Archaeplastida Arabidopsis 0 2 0.000 0.125 one_side + -0.276

Eukaryota Archaeplastida Zea 0 2 0.000 0.125 one_side + -0.276

Bacteria Proteobacteria Tepidiphilus 0 2 0.000 0.125 one_side + -0.276

Eukaryota Excavata Sawyeria 0 2 0.000 0.125 one_side + -0.276

Eukaryota Opisthokonta Pluteus 0 2 0.000 0.125 one_side + -0.276

Eukaryota Archaeplastida Glycine 0 2 0.000 0.125 one_side + -0.276

Eukaryota SAR Aplanopsis 0 2 0.000 0.125 one_side + -0.276

Eukaryota Opisthokonta Taiwanofungus 0 2 0.000 0.125 one_side + -0.276

Eukaryota Opisthokonta Dendrocorticium 0 2 0.000 0.125 one_side + -0.276

Bacteria Firmicutes Anaerococcus 3 6 0.136 0.375 0.364 + -0.277

Bacteria Firmicutes Finegoldia 2 5 0.091 0.313 0.291 + -0.282

Eukaryota Opisthokonta Debaryomyces 2 5 0.091 0.313 0.291 + -0.282

Eukaryota Archaeplastida Oryza 2 5 0.091 0.313 0.291 + -0.282

Eukaryota SAR Arcuospathidium 5 8 0.227 0.500 0.455 -0.284

Bacteria Proteobacteria Limnohabitans 18 16 0.818 1.000 0.818 ++ -0.293

Eukaryota SAR Mallomonas 1 4 0.045 0.250 0.182 + -0.299

Bacteria Firmicutes Granulicatella 1 4 0.045 0.250 0.182 + -0.299

Bacteria Proteobacteria Collimonas 1 4 0.045 0.250 0.182 + -0.299

Bacteria Actinobacteria Aurantimicrobium 1 4 0.045 0.250 0.182 + -0.299

Bacteria Proteobacteria Citrobacter 1 4 0.045 0.250 0.182 + -0.299

Eukaryota Cryptophyceae Plagioselmis 1 4 0.045 0.250 0.182 + -0.299

Eukaryota SAR Carchesium 13 14 0.591 0.875 0.675 ++ -0.309

Bacteria Actinobacteria Corynebacterium 1 11 13 0.500 0.813 0.615 ++ -0.320

Eukaryota Opisthokonta Aspergillus 3 7 0.136 0.438 0.312 + -0.338

Eukaryota SAR Ochromonas 4 8 0.182 0.500 0.364 -0.338

Eukaryota SAR Stentor 0 3 0.000 0.188 one_side + -0.343

Bacteria Firmicutes Ruminococcaceae UCG-014 0 3 0.000 0.188 one_side + -0.343

Eukaryota Opisthokonta Melanopsichium 0 3 0.000 0.188 one_side + -0.343

Bacteria Proteobacteria Magnetospirillum 0 3 0.000 0.188 one_side + -0.343

Eukaryota Opisthokonta Kazachstania-Candida clade 0 3 0.000 0.188 one_side + -0.343

Eukaryota SAR Enchelys 0 3 0.000 0.188 one_side + -0.343

Eukaryota Archaeplastida Camelina 0 3 0.000 0.188 one_side + -0.343

Eukaryota Archaeplastida Brassica 0 3 0.000 0.188 one_side + -0.343

Eukaryota SAR Anteglaucoma 0 3 0.000 0.188 one_side + -0.343

Eukaryota SAR Dileptus 0 3 0.000 0.188 one_side + -0.343

Eukaryota Archaeplastida Saccharum officinarum complex 0 3 0.000 0.188 one_side + -0.343

Eukaryota Amoebozoa Korotnevella 0 3 0.000 0.188 one_side + -0.343

Eukaryota SAR JBNA46 0 3 0.000 0.188 one_side + -0.343

Eukaryota SAR Epicarchesium 2 6 0.091 0.375 0.242 + -0.344

Bacteria Proteobacteria Enhydrobacter 12 14 0.545 0.875 0.623 ++ -0.350

Eukaryota Archaeplastida Chlamydomonas 1 5 0.045 0.313 0.145 + -0.362

Eukaryota SAR Phialina 1 5 0.045 0.313 0.145 + -0.362

Eukaryota SAR Kraken 1 5 0.045 0.313 0.145 + -0.362

Eukaryota SAR Epistylis 8 12 0.364 0.750 0.485 -0.382

Eukaryota Opisthokonta Malassezia 13 15 0.591 0.938 0.630 ++ -0.389

Eukaryota SAR Bromeliophrya 3 8 0.136 0.500 0.273 -0.396

Eukaryota SAR Cercomonas 4 9 0.182 0.563 0.323 -0.396

Eukaryota Excavata Naegleria 5 10 0.227 0.625 0.364 -0.402

Eukaryota SAR Dexiotricha 0 4 0.000 0.250 one_side + -0.402

Eukaryota Archaeplastida Sorghum 0 4 0.000 0.250 one_side + -0.402

Bacteria Actinobacteria Corynebacterium 2 7 0.091 0.438 0.208 + -0.403

Eukaryota SAR Halteria 9 13 0.409 0.813 0.503 ++ -0.403

Eukaryota SAR Paracercomonas 1 6 0.045 0.375 0.121 + -0.420

Bacteria Proteobacteria Duganella 1 6 0.045 0.375 0.121 + -0.420

Eukaryota Cryptophyceae Cryptomonas 10 14 0.455 0.875 0.519 ++ -0.430

Bacteria Proteobacteria Paracoccus 10 14 0.455 0.875 0.519 ++ -0.430

Eukaryota SAR Paramecium 4 10 0.182 0.625 0.291 -0.454

Eukaryota SAR Aphanomyces 0 5 0.000 0.313 one_side + -0.456

Eukaryota Archaeplastida Zizania 0 5 0.000 0.313 one_side + -0.456

Eukaryota SAR Ichthyophthirius 0 5 0.000 0.313 one_side + -0.456

Eukaryota Opisthokonta Trichosporon 0 5 0.000 0.313 one_side + -0.456

Eukaryota SAR Ophrydium 11 15 0.500 0.938 0.533 ++ -0.465

Eukaryota SAR Tetrahymena 9 14 0.409 0.875 0.468 -0.471

Eukaryota SAR Telotrochidium 6 12 0.273 0.750 0.364 -0.472

Eukaryota Opisthokonta Sphaeroeca 0 6 0.000 0.375 one_side + -0.508

Eukaryota SAR Euplotes 0 6 0.000 0.375 one_side + -0.508

Bacteria Proteobacteria C39 0 6 0.000 0.375 one_side + -0.508

Bacteria Bacteroidetes Fluviicola 3 10 0.136 0.625 0.218 -0.509

Eukaryota SAR Blepharisma 1 8 0.045 0.500 0.091 -0.528

Bacteria Actinobacteria Dermacoccus 1 8 0.045 0.500 0.091 -0.528

Eukaryota SAR Cryptocaryon 1 8 0.045 0.500 0.091 -0.528

Eukaryota Excavata Neobodo 4 12 0.182 0.750 0.242 -0.568

Bacteria Actinobacteria Cutibacterium 4 13 0.182 0.813 0.224 -0.626

Eukaryota Archaeplastida Cladophora 1 10 0.045 0.625 0.073 -0.631

Eukaryota SAR Paraphysomonas 8 16 0.364 1.000 0.364 -0.651

Eukaryota SAR Ophryoglena 0 9 0.000 0.563 one_side -0.653

Eukaryota Haptophyta ESS2202 1 11 0.045 0.688 0.066 -0.682

Eukaryota Archaeplastida Tetraselmis 0 10 0.000 0.625 one_side -0.701

Bacteria Proteobacteria Polynucleobacter 3 16 0.136 1.000 0.136 -0.853

Bacteria Actinobacteria Rhodoluna 2 16 0.091 1.000 0.091 -0.899

Bacteria Bacteroidetes Pseudarcicella 2 16 0.091 1.000 0.091 -0.899
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