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Supplementary Figure 1. Gating strategy for Extended data figure 3F. Analysis to determine apoptotic poppulation
was performed by FlowJo 10.8.0's implantation of the Watson pragmatic model. First, scatter gate were placed to

remove debris then aggregates removed by gating in PI-H vs PI-A plot. The Watson Pragmatic Model to determine
cell cycle phases including sub-GO0, with Constrained: G2 peak CV = G1 peak CV.



