Extended Data Fig. 6f

G4L-PROTACS3 differential peaks
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Extended Data Fig. 6e
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» Step1: generate log2FC profile of FUS CnT between G4L-PROTAC and PDS control.
» Step2: extract G4 and non-G4 peaks for PROTAC and PDS control, respectively.
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» Step3: visualize the log2FC profile around G4 and non-G4 peaks from PDS control.
» Step4: visualize the log2FC profile around G4 and non-G4 peaks from PROTAC.



