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G4 site (KRAS) Non-G4 site (PTHLH)

Fig. 3i

Fig. 3g

G4L-PROTAC11 treated Control (PDS)

Differential Peak gain Peak loss -

G4 sites 690 7878 11894

Non-G4 sites 2115 4171 4101

Total 2805 12049 15995

Fig. 3h

Chi-square test with Yates’ correction
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Step1: generate log2FC profile of SMARCA4 CnT between PROTAC and PDS control.

Step2: extract G4 and non-G4 peaks for PROTAC and PDS control, respectively.

Step3: visualize the log2FC profile around G4 and non-G4 peaks from PDS control.

Step4: visualize the log2FC profile around G4 and non-G4 peaks from G4L-PROTAC.


