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Supplementary Information

Supplementary Table 1. Reporting of extraction blanks, injection blanks, evidence of protein
degradation and MS data reporting in MS/MS-based ancient protein analysis publications. Extraction
and injection blanks are marked as present when they are explicitly mentioned in the manuscript; if
marked as absent, this does not necessarily suggest that these blanks were in fact not run or analyzed in
the experiment, but they are not reported. MALDI-TOF-MS, MALDI-TOF/TOF-MS and antibody-based
studies are not included. Accession numbers in the final column refer to datasets stored in
ProteomeXchange, otherwise the name of other repositories is given; in one case this refers to a
university-based ftp page that can be accessed using details provided in the relevant paper.
'Degradation noted by the presence of smeared gels.

Supplementary Table 2. Demonstration of misleading species assignments in Mascot outputs. Of the
top 20 eukaryotic proteins (ranked by score) identified from sheep tooth cementum, only 4 are assigned
to sheep. Although the protein identifications themselves are expected for bone/dentine/cementum,
misleading species assignments to Bos taurus, Homo sapiens and Mus musculus are made when the
SwissProt database lacks the relevant sheep reference protein.

Supplementary Dataset 1. FASTA formatted file containing proteins (in)frequently identified as likely
contaminants in standard palaeoproteomic research. This contains commonly encountered
contaminants in proteomics laboratories, and consists of the common Repository of Adventitious
Proteins, with the addition of several protein sequences we sometimes encounter as contaminants in
our experiments.





