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SUPPLEMENTARY FIGURES

Supplementary Figure 1

Supplementary Figure 1. Correlation analysis of log odds estimates (logOR) for PGS
trait - profession pairs while including (“All individuals”; y-axis) or excluding individuals
with neuropsychiatric disorders (“Controls”; x-axis), corresponding to cohorts “ALL” and
“CONTROLS”. Pearson’s r and two-tailed p value are provided, n = 374.



Supplementary Figure 2

Supplementary Figure 2. Meta-analysis (fixed-effect inverse-variance weighted) of
associations between neuropsychiatric trait PGS and distinct professional categories
when excluding individuals with neuropsychiatric diagnoses (CONTROLS), as
estimated by logistic regression in European ancestry individuals of both cohorts (MVP
and UKBB; professioni ~ PGSj + age + age2 + sex + ancestral PC1 to PC20 +
genotyping batch (needed only for UKBB), for each of the 374 PGSj-professioni pairs).
Plotted log odds denoted by both color and size, with statistical significance denoted by
stars (***, ** and * correspond to Bonferroni-adjusted two-tailed p values of association
equal or less than 0.001, 0.01 and 0.05 respectively). In spite of the reduction of sample
sizes, cognitive traits retained statistically significant associations with about half of the
profession categories identified in Fig. 1, suggesting genetic pleiotropy.



Supplementary Figure 3

Supplementary Figure 3. Association between neuropsychiatric trait PGS and professions in the Million Veteran
Program (MVP). Logistic regression analysis was performed as follows: professioni ~ PGSj + age + age2 + sex + ancestral
PC1 to PC20, for each of the 374 PGSj-professioni pairs. The CONTROLS group only comprises individuals of the ALL
group without neuropsychiatric diagnoses. Plotted log odds (log(OR)) denoted by both color and size with statistical
significance denoted by stars (***, ** and * correspond to Bonferroni-adjusted two-tailed p values of association equal or
less than 0.001, 0.01 and 0.05 respectively).



Supplementary Figure 4

Supplementary Figure 4. Association between neuropsychiatric trait PGS and professions in the UK Biobank (UKBB).
Logistic regression analysis was performed as follows: professioni ~ PGSj + age + age2 + sex + ancestral PC1 to PC20 +
genotyping batch, for each of the 374 PGSj-professioni pairs. The CONTROLS group only comprises individuals of the
ALL group without neuropsychiatric diagnoses. Plotted log odds (log(OR)) denoted by both color and size with statistical
significance denoted by stars (***, ** and * correspond to Bonferroni-adjusted two-tailed p values of association equal or
less than 0.001, 0.01 and 0.05 respectively).



Supplementary Figure 5

Supplementary Figure 5. Between-cohorts correlation analysis of log odds estimates (a-b) and fraction of variance
explained (c-d) for trait PGS - profession pairs. We detected stronger correlation and a higher percentage of variance
explained in ALL (a, c) compared to CONTROLS (b, d). Reported p values are two-tailed, n = 374. For panels (a) and (b),
each dot represents the association log(OR) with corresponding 95% CI for individual cohorts. The blue line denotes the
best-fit line estimated from a linear regression model, with the shaded region indicating the 95% CI for the regression line.



Supplementary Figure 6

Supplementary Figure 6. Within-cohorts correlation analysis of log odds estimates (a-b) and fraction of variance
explained (c-d) for PGS - profession pairs when comparing ALL and CONTROLS. The higher correlation coefficients
observed in UKBB (b, d) likely reflect the greater proportion of the cohort retained after excluding individuals with
neuropsychiatric diagnoses (CONTROLS) compared to MVP (a, c). Reported p values are two-tailed, n = 374. For panels
(a) and (b), each dot represents the association log(OR) with corresponding 95% CI. The blue line denotes the best-fit line
estimated from a linear regression model, with the shaded region indicating the 95% CI for the regression line.



Supplementary Figure 7

Supplementary Figure 7. Correlation analysis of log odds estimates within UKBB for PGS trait - profession pairs while
considering female (“Females”; y-axis) or male (“Males”; x-axis) participants. Both “ALL” (a) and “CONTROLS” (b) are
considered. Pearson’s r and two-tailed p value are provided, n = 357. Each dot represents the association log(OR) with
corresponding 95% CI. The blue line denotes the best-fit line estimated from a linear regression model, with the shaded
region indicating the 95% CI for the regression line.



Supplementary Figure 8

Supplementary Figure 8. Association between PGS and professions for females (left panel) and males (right panel) in
the UK Biobank (UKBB). Logistic regression analysis was performed as follows: professioni ~ PGSj + age + age2 +
ancestral PC1 to PC20 + genotyping batch, for each of the 357 and 374 PGSj-professioni pairs for females and males,
respectively. Both analyses were performed in the ALL group using a base model without adjusting for sex. Plotted log
odds (log(OR)) denoted by both color and size with statistical significance denoted by stars (***, ** and * correspond to
Bonferroni-adjusted two-tailed p values of association equal or less than 0.001, 0.01 and 0.05 respectively). Grey boxes
correspond to analyses that weren’t well-powered (nmembers < 100).



Supplementary Figure 9

Supplementary Figure 9. Sex-specific density plots. PGS-profession associations here use a base model without
adjusting for sex and are instead run for each sex separately; professioni ~ PGSj + age + age2 + ancestral PC1 to PC20 +
genotyping batch, for each of the PGSj-professioni pairs. Sex-specific distributions of PGS-profession log(OR) for ALL and
CONTROLS cohorts (a). Density plot of |log(OR)male|-|log(OR)female| (b). Note in (b) that there is no significant difference in
PGS-profession effect size estimates (ALL: two-tailed p value = 0.19, n = 235 PGS-profession pairs; CONTROLS:
two-tailed p value = 0.55, n = 230 pairs; one-sample sign-test of |log(OR)male|-|log(OR)female| where Ho is median = 0; only
pairs with the same direction of effect across both females and males are considered).



Supplementary Figure 10

Supplementary Figure 10. Within-UKBB correlation analysis of log odds estimates for trait PGS - profession pairs while
adjusting for fluid intelligence. Here, we are comparing the log odds between the UKBB base association model with
(x-axis) and without (y-axis) additional adjustment for fluid intelligence for ALL (a) and CONTROLS (b). Of note, this
subanalysis is only performed in individuals who have fluid intelligence information so the base model and
intelligence-controlled model for each panel have the same sample size and can be directly compared. Reported p values
are two-tailed, n = 374. Each dot represents the association log(OR) with corresponding 95% CI. The blue line denotes
the best-fit line estimated from a linear regression model, with the shaded region indicating the 95% CI for the regression
line.



Supplementary Figure 11

Supplementary Figure 11. Partitioning of variance into demographic covariates in UKBB when additionally considering
fluid intelligence in the model (compare with Fig. 5). Fluid intelligence ranks 3rd after age (includes age and age2) and
sex. The data are visualized with Tukey-styled boxplots (line corresponds to median; box extends from the 25th to 75th

percentiles; whiskers correspond to 1.5 times the interquartile range beyond the end of the box edges; dots correspond to
outliers beyond the whiskers) on top of violin plots; n = 374 PGS-profession pairs.



Supplementary Figure 12

Supplementary Figure 12. Variance explained by neuropsychiatric PGS across profession categories. We are displaying
results for the base model with or without adjustment for observed educational attainment in UKBB and MVP. Note the
marked decrease in variance explained by ADHD PGS across profession categories.



Supplementary Figure 13a

Supplementary Figure 13a. Distribution of income brackets across profession categories in MVP. Kruskal–Wallis rank
sum test χ2 = 13955, df = 21, p value < 2.2 × 10-16.



Supplementary Figure 13b

Supplementary Figure 13b. Distribution of income brackets across profession categories in UKBB. Kruskal–Wallis rank
sum test χ2 = 27557, df = 21, p value < 2.2 × 10-16.



Supplementary Figure 14a

Supplementary Figure 14a. Boxplots for location-based SES in MVP. Area Deprivation Index (ADI) is visualized with
Tukey-styled boxplots (line corresponds to median; box extends from the 25th to 75th percentiles; whiskers correspond to
1.5 times the interquartile range beyond the end of the box edges; dots correspond to outliers beyond the whiskers). For
ADI, higher values correspond to greater levels of deprivation/disadvantage. Kruskal–Wallis rank sum test χ2 = 4167.7, df
= 21, p value < 2.2 × 10-16, n = 116,610.



Supplementary Figure 14b

Supplementary Figure 14b. Boxplots for location-based SES in UKBB. The English Index of Multiple Deprivation (IMD)
is visualized with Tukey-styled boxplots (line corresponds to median; box extends from the 25th to 75th percentiles;
whiskers correspond to 1.5 times the interquartile range beyond the end of the box edges; dots correspond to outliers
beyond the whiskers). For IMD, higher values correspond to greater levels of deprivation/disadvantage. This index is
calculated separately for each neighborhood in England, and incorporates information related to income, employment,
health and disability, education, housing, living environment, and crime. Kruskal–Wallis rank sum test χ2 = 7877.3, df = 21,
p value < 2.2 × 10-16, n = 195,741.



Supplementary Figure 15

Supplementary Figure 15. Meta-analysis (fixed-effect inverse-variance weighted) of associations between
neuropsychiatric trait PGS and professions while adjusting for years of education and SES proxies. The association model
used here is the base model (e.g. Fig. 1) with additional covariates of years of education, income and location-based SES
proxies, as follows: professioni ~ PGSj + age + age2 + sex + ancestral PC1 to PC20 + EduYears + income-range +
SES-proxy + genotyping batch (needed only for UKBB), for each of the 374 PGSj-professioni pairs. The CONTROLS
group only comprises individuals of the ALL group without a neuropsychiatric diagnosis. Plotted log odds (log(OR))
denoted by both color and size with statistical significance denoted by stars (***, ** and * correspond to
Bonferroni-adjusted two-tailed p values of association equal or less than 0.001, 0.01 and 0.05 respectively, n = 374).



Supplementary Figure 16a

Supplementary Figure 16a. Variance explained by neuropsychiatric PGS across profession categories. We are
displaying results for: 1) the base model, 2) the base model with adjustment for EA and 3) the base model with adjustment
for EA, income and location-based SES. Note that most of the decrease in variance explained by ADHD PGS across
profession categories happens with EA adjustment even if there is a further drop with SES.



Supplementary Figure 16b

Supplementary Figure 16b. Variance explained by neuropsychiatric PGS across profession categories. We are
displaying results for: 1) the base model, 2) the base model with adjustment for EA and 3) the base model with adjustment
for EA, income and location-based SES.



Supplementary Figure 17

Supplementary Figure 17. Partitioning of variance into demographic covariates in MVP and UKBB when the base model
is expanded with these additional covariates: a) years of education, b) income, c) location-based SES proxies: ADI for
MVP and IMD for UKBB. Compare with Fig. 5. The data are visualized with Tukey-styled boxplots (line corresponds to
median; box extends from the 25th to 75th percentiles; whiskers correspond to 1.5 times the interquartile range beyond the
end of the box edges; dots correspond to outliers beyond the whiskers) on top of violin plots; for each cohort n = 374
PGS-profession pairs.



DESCRIPTION OF SUPPLEMENTARY TABLES

Supplementary Table 1
Brief description: GWASs included for generation of PGS scores.

Column descriptions:

Column Description

Trait Neuropsychiatric trait

Citation Citation for GWAS

Summary Statistics Source Download location and file name of the GWAS
summary stats file

Analysis used (MVP, UKBB, Both) Target cohort: either “MVP” or “UKBB” or “Both”

Supplementary Table 2
Brief description: Description of sample sizes for each meta-analysis and
cohort-specific analysis performed.

Column descriptions:

Column Description

Conditions Description of analysis conditions (covariates
included, sex-specific analyses, and sample size
restrictions for comparison)

MVP FULL Sample size breakdown for full (ALL) MVP
cohort-specific analyses

MVP CONTROLS Sample size breakdown for MVP cohort-specific
analyses, excluding participants with
neuropsychiatric diagnoses (CONTROLS)

UKBB FULL Sample size breakdown for full (ALL) UKBB
cohort-specific analyses

UKBB CONTROLS Sample size breakdown for UKBB cohort-specific
analyses, excluding participants with



neuropsychiatric diagnoses (CONTROLS)

Meta-Analysis FULL Sample size breakdown for full (ALL) cohort
Meta-analyses

Meta-Analysis CONTROLS Sample size breakdown for Meta-analyses,
excluding participants with neuropsychiatric
diagnoses (CONTROLS)

Supplementary Table 3
Brief description: Meta-analysis (fixed-effect inverse-variance weighted) of
PGS-profession association analysis for the base logistic regression model: professioni
~ PGSj + age + age2 + sex + ancestral PC1 to PC20 + genotyping batch (needed only
for UKBB), for each of the 374 PGSj-professioni pairs)

Column descriptions:

Column Description

group Either “FULL” for ALL cohort or “CONTROLS” for
CONTROLS cohort

cohort “MA” stands for Meta-analysis

trait_common_name Neuropsychiatric trait name used for PGS score
generation

Estimate Effect size (log(OR))

Std.Error Standard error of effect size

Pr(>|z|) Two-tailed p value

z value Z-score

n Sample size

2.5 % 2.5% Confidence interval

97.5 % 97.5% Confidence interval

Worktype Profession category

n_controls Sample size of individuals not within profession
category



n_cases Sample size of individuals within profession
category

q Bonferroni-adjusted two-tailed p value

Supplementary Tables 4-7
PGS-profession association analysis for:

- MVP ALL cohort results from the base logistic regression model (Supplementary
table 4): professioni ~ PGSj + age + age2 + sex + ancestral PC1 to PC20.

- UKBB ALL cohort results from the base logistic regression model
(Supplementary table 5): professioni ~ PGSj + age + age2 + sex + ancestral PC1
to PC20 + genotyping batch.

- MVP CONTROLS cohort results from the base logistic regression model
(Supplementary table 6): professioni ~ PGSj + age + age2 + sex + ancestral PC1
to PC20.

- UKBB CONTROLS cohort results from the base logistic regression model
(Supplementary table 7): professioni ~ PGSj + age + age2 + sex + ancestral PC1
to PC20 + genotyping batch.

Column descriptions:

Column Description

bim Genotype file used (for internal tracking)

trait Abbreviated neuropsychiatric trait name used for
PGS score generation (for internal tracking)

trait.simple Short neuropsychiatric trait name used for PGS
score generation

phi PRS-CS global shrinkage parameter phi. If “auto”
then phi was learned from the data using a fully
Bayesian approach.

pheno Profession category abbreviation

Estimate Effect size (log(OR))

OR Odds ratio

Std.Error Standard error of effect size

z value Z-score



Pr(>|z|) Two-tailed p value

n_controls Sample size of individuals not within profession
category

n_cases Sample size of individuals within profession
category

2.5 % 2.5% Confidence interval

97.5 % 97.5% Confidence interval

Nagelkerke Nagelkerke R2 for full model

var_PRS Variance explained by specific neuropsychiatric
trait PGS

var_PCi Variance explained by PC i from ancestral PCA
(where i is 1 to 20)

var_Batch Variance explained by genotyping batch (only for
UKBB)

var_sex Variance explained by sex

var_age Variance explained by age

var_age.sq Variance explained by age2

var_Residuals Variance explained by residuals of the model

trait.full Full neuropsychiatric trait name used for PGS
score generation

Worktype Profession category name

q Bonferroni-adjusted two-tailed p value

Supplementary Table 8
Brief description: Bipolar disorder (BD) PGS-PheCode association analysis for
expanded MVP ALL cohort with logistic regression analysis: BD diagnosis ~ BD PGS +
age + age2 + sex + ancestral PC1 to PC20.

Column descriptions:

Column Description



bim Genotype file used (for internal tracking)

trait Trait GWAS used for PGS estimation

phi PRS-CS global shrinkage parameter phi. If “auto”
then phi was learned from the data using a fully
Bayesian approach.

pheno PheCode of respective neuropsychiatric disorder

Estimate Effect size (log(OR))

OR Odds ratio

Std.Error Standard error of effect size

z value Z-score

Pr(>|z|) Two-tailed p value

2.5 % 2.5% Confidence interval

97.5 % 97.5% Confidence interval

Nagelkerke Nagelkerke R2 for full model

trait.full Full neuropsychiatric trait name used for PGS
score generation

Supplementary Table 9
Brief description: Prevalence of neuropsychiatric diagnoses in MVP and UKBB

Column descriptions:

Column Description

phecode PheCode

phenotype Phenotype description

Broad category Phenotype group

GROUP More DSM-compatible grouping designation

MVP % for MVP cohort

UKBB % for UKBB cohort



Supplementary Tables 10-13
Sex-specific PGS-profession association analysis for:

- UKBB ALL cohort results from female-only base logistic regression model
(Supplementary table 10): professioni ~ PGSj + age + age2 + ancestral PC1 to
PC20 + genotyping batch

- UKBB ALL cohort results from male-only base logistic regression model
(Supplementary table 11): professioni ~ PGSj + age + age2 + ancestral PC1 to
PC20 + genotyping batch

- UKBB CONTROLS cohort results from female-only base logistic regression
model (Supplementary table 12): professioni ~ PGSj + age + age2 + ancestral
PC1 to PC20 + genotyping batch

- UKBB CONTROLS cohort results from male-only base logistic regression model
(Supplementary table 13): professioni ~ PGSj + age + age2 + ancestral PC1 to
PC20 + genotyping batch

Column descriptions:

Column Description

bim Genotype file used (for internal tracking)

trait Abbreviated neuropsychiatric trait name used for
PGS score generation (for internal tracking)

trait.simple Short neuropsychiatric trait name used for PGS
score generation

phi PRS-CS global shrinkage parameter phi. If “auto”
then phi was learned from the data using a fully
Bayesian approach.

pheno Profession category abbreviation

Estimate Effect size (log(OR))

OR Odds ratio

Std.Error Standard error of effect size

z value Z-score

Pr(>|z|) Two-tailed p value

n_controls Sample size of individuals not within profession
category



n_cases Sample size of individuals within profession
category

2.5 % 2.5% Confidence interval

97.5 % 97.5% Confidence interval

Nagelkerke Nagelkerke R2 for full model

var_PRS Variance explained by specific neuropsychiatric
trait PGS

var_PCi Variance explained by PC i from ancestral PCA
(where i is 1 to 20)

var_Batch Variance explained by genotyping batch

var_age Variance explained by age

var_age.sq Variance explained by age2

var_Residuals Variance explained by residuals of the model

trait.full Full neuropsychiatric trait name used for PGS
score generation

Worktype Profession category name

q Bonferroni-adjusted two-tailed p value

Supplementary Tables 14-21
PGS-profession association analysis for:

- UKBB ALL cohort results from fluid intelligence-adjusted logistic regression
model (Supplementary table 14): professioni ~ PGSj + age + age2 + sex +
ancestral PC1 to PC20 + genotyping batch + fluid intelligence.

- UKBB ALL cohort results from base logistic regression model, with sample size
restricted to match fluid intelligence-adjusted logistic regression model
(Supplementary table 15): professioni ~ PGSj + age + age2 + sex + ancestral PC1
to PC20 + genotyping batch.

- UKBB CONTROLS cohort results from fluid intelligence-adjusted logistic
regression model (Supplementary table 16): professioni ~ PGSj + age + age2 +
sex + ancestral PC1 to PC20 + genotyping batch + fluid intelligence.

- UKBB CONTROLS cohort results from base logistic regression model, with
sample size restricted to match fluid intelligence-adjusted logistic regression



model (Supplementary table 17): professioni ~ PGSj + age + age2 + sex +
ancestral PC1 to PC20 + genotyping batch.

- MVP ALL cohort results from EduYears-adjusted logistic regression model
(Supplementary table 18): professioni ~ PGSj + age + age2 + sex + ancestral PC1
to PC20 + EduYears.

- UKBB ALL cohort results from EduYears-adjusted logistic regression model
(Supplementary table 19): professioni ~ PGSj + age + age2 + sex + ancestral PC1
to PC20 + genotyping batch + EduYears.

- MVP CONTROLS cohort results from EduYears-adjusted logistic regression
model (Supplementary table 20): professioni ~ PGSj + age + age2 + sex +
ancestral PC1 to PC20 + EduYears.

- UKBB CONTROLS cohort results from EduYears-adjusted logistic regression
model (Supplementary table 21): professioni ~ PGSj + age + age2 + sex +
ancestral PC1 to PC20 + genotyping batch + EduYears.

Column descriptions:

Column Description

bim Genotype file used (for internal tracking)

trait Abbreviated neuropsychiatric trait name used for
PGS score generation (for internal tracking)

trait.simple Short neuropsychiatric trait name used for PGS
score generation

phi PRS-CS global shrinkage parameter phi. If “auto”
then phi was learned from the data using a fully
Bayesian approach.

pheno Profession category abbreviation

Estimate Effect size (log(OR))

OR Odds ratio

Std.Error Standard error of effect size

z value Z-score

Pr(>|z|) Two-tailed p value

n_controls Sample size of individuals not within profession
category



n_cases Sample size of individuals within profession
category

2.5 % 2.5% Confidence interval

97.5 % 97.5% Confidence interval

Nagelkerke Nagelkerke R2 for full model

var_PRS Variance explained by specific neuropsychiatric
trait PGS

var_PCi Variance explained by PC i from ancestral PCA
(where i is 1 to 20)

var_EduYears Variance explained by observed years of
education (only for EduYears-adjusted models)

var_Batch Variance explained by genotyping batch (only for
UKBB)

var_fluid_intelligence Variance explained by fluid intelligence measure
(only for fluid intelligence-adjusted models)

var_sex Variance explained by sex

var_age Variance explained by age

var_age.sq Variance explained by age2

var_Residuals Variance explained by residuals of the model

trait.full Full neuropsychiatric trait name used for PGS
score generation

Worktype Profession category name

q Bonferroni-adjusted two-tailed p value

Supplementary Tables 22-23
ADHD PGS-profession mediation analysis (see Methods) for:

- MVP CONTROLS cohort results (Supplementary table 22)
- UKBB CONTROLS cohort results (Supplementary table 23)

Worktype Profession category name



n_controls Sample size of individuals not within profession
category

n_cases Sample size of individuals within profession
category

Estimate_Total Effect Effect size of total effect of ADHD PGS on
profession category membership

95% CI Lower_Total Effect 2.5% Confidence interval of total effect of ADHD
PGS on profession category membership

95% CI Upper_Total Effect 97.5% Confidence interval of total effect of ADHD
PGS on profession category membership

p-value_Total Effect Two-tailed p value of total effect of ADHD PGS on
profession category membership

Estimate_ACME (average) Effect size of average causal mediation effect of
ADHD PGS on profession category membership
mediated through EduYears

95% CI Lower_ACME (average) 2.5% Confidence interval of average causal
mediation effect of ADHD PGS on profession
category membership mediated through
EduYears

95% CI Upper_ACME (average) 97.5% Confidence interval of average causal
mediation effect of ADHD PGS on profession
category membership mediated through
EduYears

p-value_ACME (average) Two-tailed p value of average causal mediation
effect of ADHD PGS on profession category
membership mediated through EduYears

Estimate_ADE (average) Effect size of average direct effect of ADHD PGS
on profession category membership

95% CI Lower_ADE (average) 2.5% Confidence interval of average direct effect
of ADHD PGS on profession category
membership

95% CI Upper_ADE (average) 97.5% Confidence interval of average direct effect
of ADHD PGS on profession category
membership

p-value_ADE (average) Two-tailed p value of average direct effect of



ADHD PGS on profession category membership

Estimate_Prop. Mediated
(average)

Estimated proportion of effect mediated by
EduYears

95% CI Lower_Prop. Mediated
(average)

2.5% Confidence interval of proportion of effect
mediated by EduYears

95% CI Upper_Prop. Mediated
(average)

97.5% Confidence interval of proportion of effect
mediated by EduYears

p-value_Prop. Mediated
(average)

Two-tailed p value of proportion of effect mediated
by EduYears

q-value_Total Effect Bonferroni-adjusted two-tailed p value of total
effect of ADHD PGS on profession category
membership

q-value_ACME (average) Bonferroni-adjusted two-tailed p value of average
causal mediation effect of ADHD PGS on
profession category membership mediated
through EduYears

q-value_ADE (average) Bonferroni-adjusted two-tailed p value of average
direct effect of ADHD PGS on profession category
membership

q-value_Prop. Mediated
(average)

Bonferroni-adjusted two-tailed p value of
proportion of effect mediated by EduYears

Supplementary Table 24
Brief description: Meta-analysis (fixed-effect inverse-variance weighted) of
PGS-profession associations in MVP and UKBB as estimated by the following logistic
regression: professioni ~ PGSj + age + age2 + sex + ancestral PC1 to PC20 +
genotyping batch (for UKBB) + EduYears + income range + SES-proxy.

Column descriptions:

Column Description

group Either “FULL” for ALL cohort or “CONTROLS” for
CONTROLS cohort

cohort “MA” stands for Meta-analysis

trait_common_name Neuropsychiatric trait name used for PGS score



generation

Estimate Effect size (log(OR))

Std.Error Standard error of effect size

Pr(>|z|) Two-tailed p value

z value Z-score

n Sample size

2.5 % 2.5% Confidence interval

97.5 % 97.5% Confidence interval

Worktype Profession category

n_controls Sample size of individuals not within profession
category

n_cases Sample size of individuals within profession
category

q Bonferroni-adjusted two-tailed p value

Supplementary Tables 25-28
PGS-profession association analysis for:

- MVP ALL cohort results from the EduYears, income, and SES proxy-adjusted
logistic regression model (Supplementary table 25): professioni ~ PGSj + age +
age2 + sex + ancestral PC1 to PC20 + EduYears + income range + SES-proxy

- UKBB ALL cohort results from the EduYears, income, and SES proxy-adjusted
logistic regression model (Supplementary table 26): professioni ~ PGSj + age +
age2 + sex + ancestral PC1 to PC20 + genotyping batch + EduYears + income
range + SES-proxy

- MVP CONTROLS cohort results from the EduYears, income, and SES
proxy-adjusted logistic regression model (Supplementary table 27): professioni ~
PGSj + age + age2 + sex + ancestral PC1 to PC20 + EduYears + income range +
SES-proxy

- UKBB CONTROLS cohort results from the EduYears, income, and SES
proxy-adjusted logistic regression model (Supplementary table 28): professioni ~
PGSj + age + age2 + sex + ancestral PC1 to PC20 + genotyping batch +
EduYears + income range + SES-proxy



Column descriptions:

Column Description

bim Genotype file used (for internal tracking)

trait Abbreviated neuropsychiatric trait name used for
PGS score generation (for internal tracking)

trait.simple Short neuropsychiatric trait name used for PGS
score generation

phi PRS-CS global shrinkage parameter phi. If “auto”
then phi was learned from the data using a fully
Bayesian approach.

pheno Profession category abbreviation

Estimate Effect size (log(OR))

OR Odds ratio

Std.Error Standard error of effect size

z value Z-score

Pr(>|z|) Two-tailed p value

n_controls Sample size of individuals not within profession
category

n_cases Sample size of individuals within profession
category

2.5 % 2.5% Confidence interval

97.5 % 97.5% Confidence interval

Nagelkerke Nagelkerke R2 for full model

var_PRS Variance explained by specific neuropsychiatric
trait PGS

var_PCi Variance explained by PC i from ancestral PCA
(where i is 1 to 20)

var_income Variance explained by self-reported income range

var_ADI Variance explained by Area Deprivation Index
(only for MVP)



var_IMD Variance explained by English Index of Multiple
Deprivation (only for UKBB)

var_EduYears Variance explained by observed years of
education (only for EduYears-adjusted models)

var_Batch Variance explained by genotyping batch (only for
UKBB)

var_sex Variance explained by sex

var_age Variance explained by age

var_age.sq Variance explained by age2

var_Residuals Variance explained by residuals of the model

trait.full Full neuropsychiatric trait name used for PGS
score generation

Worktype Profession category name

q Bonferroni-adjusted two-tailed p value

Supplementary Table 29
Brief description: Occupation information in the MVP’s “Lifestyle Survey”
questionnaire. Table is provided as in the questionnaire.

Supplementary Table 30
Brief description: Mapping from MVP “Baseline Survey” questionnaire to ISCED level
to EduYears phenotype.

Supplementary Table 31
Brief description: Income range information from the MVP’s “Baseline Survey” and
“COVID-19 Survey”. Table is provided as in the questionnaires.

Supplementary Table 32
Brief description: Mapping from UKBB self-reported baseline diagnoses codes to
phecodes.

Column descriptions:



Column Description

Diagnosis code UKBB self-reported baseline diagnosis code

Diagnosis code description Description of UKBB self-reported baseline
diagnosis code

Phecode PheCode it maps to

Phecode description Description of PheCode it maps to

Supplementary Table 33
Brief description: Mapping from UKBB Mental Health Questionnaire codes to
phecodes.

Column descriptions:

Column Description

Mental Health Questionnaire
code

UKBB mental health questionnaire diagnosis
code

Code description Description of UKBB mental health questionnaire
diagnosis code

Phecode PheCode it maps to

Phecode description Description of PheCode it maps to

Supplementary Table 34
Brief description: Mapping from UKBB job code reported at baseline Verbal Interview
to MVP occupation category.

Column descriptions:

Column Description

Job code UKBB Job code

Job code description Description of UKBB Job code

MVP occupation category Corresponding MVP profession category (NA if
not mapped to a MVP category used in this study)



Supplementary Table 35
Brief description: Mapping from UKBB Baseline questionnaire to ISCED level to
EduYears phenotype.

Supplementary Table 36
Brief description: Income range information from the UKBB’s Touch-Screen
Questionnaire. Table is provided as in the questionnaire.
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