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Supplementary information

Supplementary Figure 1 | Diagnostic and prognostic biomarkers for CCA. Schematic representation of potential
biomarkers (i.e. in extracellular vesicles, proteins/cytokines, metabolites and microRNAs) found in serum, bile, urine and
tumour tissue with diagnostic and/or prognostic capacity. AUC, area under the curve; CCA, cholangiocarcinoma; EV,
extracellular vesicle.
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Supplementary Table 1 |Selected ongoing and completed clinical trials of therapeutic agents for cholangiocarcinoma

Clinical trial name Study arms n Primary endpoint Secondary endpoint
BCAT Observation alone vs | 225 (all extrahepatic | Overall survival; no No benefit in RFS; no
gemcitabine CCA) differences differences based on

lymph node and
margin status

PRODIGE-12 Observation alone vs | 186 (156 CCA) RFS and HRQOL: no Overall survival was
gemcitabine and differences in RFS or | not different
oxaliplatin time to deterioration | between arms

of HRQOL

BILCAP Observation alone vs | 447 (368 CCA) Overall survival; RFSHR0.75, P =
capecitabine benefit showed in 0.033

the pre-specified
sensitivity analysis
(HR, 0.71; P=0.01)

ACTICCA-1 Observation alone vs | Target: 781; ongoing | Disease-free survival | —

(NCT02170090) cisplatin and at 24 months
gemcitabine

CCA, cholangiocarcinoma; HRQOL, health-related quality of life; HR, hazard ratio; RFS, relapse-free survival.
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