Table 2: Thermodynamic parameters for PSGL1-VISTA interactions determined by ITC

Syringe [sm\r;lg)e] Cell Efﬂ; Temp((j;:a)]ture PH | n Ka(M?) | KD (uM) (kcaAI/GmoI) (kcaAI/I-:noI) (kc;l?fnol) (cal/rAnsoI/K)
psgLi-fc | 29 Vl:iTsA- 10 2 6.0 16?(?: (3.65 f005.54) 26.7211 -7.6 -14.4+0.6 -6.8 -22.9
psGLiFc | 200 VliIA- 10 2 6.0 16?8; (1.5;? fo(;AO) 0c.)e.;157i -8.4 -14.3+0.6 -5.9 -19.8
PSGL1-Fc 130 VliIA- 10 25 6.0 16.18; (1.13 1;02.15) Ob?fli -8.3 -14.8+0.4 -6.5 22
PSGL1-Fc 130 VliIA- 10 37 6.0 16.1§4i (3.4;1 ;;005.53) 26?:51 -7.9 -16.0+0.8 -8.1 -26.4
psalife | 130 V'iIA' 10 25 7.4 no detectable binding
psalife | 130 V'iIA' 10 37 7.4 no detectable binding
VISTA-Fc 352 PSSCLl_ 45 25 7.4 no detectable binding

The dissociation constant Kp was calculated using the equation Kp=1/Ka (Ka: Association constant). AG and TAS were calculated using the
relationships AG = -RT In Ka and AG=AH-TAS, respectively. The data are representative of one experiment. The listed errors indicate the error of
the fit to the “one set of sites” binding model.






