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Supplementary Table 1: SARS-CoV-2 peptide libraries used in the study

SARS-CoV-2 OLP: nucleocapsid

SARS-CoV-2 OLP: NSP7

SARS-CoV-2 OLP: NSP13

NP-1 peptide pool

NP-2 peptide pool

NSP7 peptide pool

NSP13-1 peptide pool

NSP13-2 peptide pool

NSP13-3 peptide pool

Peptide No| Peptide Sequence aa Peptide No| Peptide Sequence aa Peptide No| Peptide Sequence aa Peptide No| Peptide Sequence aa Peptide No| Peptide Sequence aa |Peptide No| Peptide Sequence aa

1 MSDNGPQNQRNAPRI| 1-15 42 SPARMAGNGGDAALA |206-220 1 SKMSDVKCTSVVLLS | 1-15 1 AVGACVLCNSQTSLR 1-15 41 EKGDYGDAVVYRGTT |201-215 80 YVYIGDPAQLPAPRT |396-410
2 PQNQRNAPRITFGGP | 6-20 43 AGNGGDAALALLLLD |211-225 2 VKCTSVVLLSVLQQL | 6-20 2 VLCNSQTSLRCGACI 6-20 42 GDAVVYRGTTTYKLN [206-220 81 DPAQLPAPRTLLTKG [401-415
3 NAPRITFGGPSDSTG 11-25 44 DAALALLLLDRLNQL |216-230 3 VVLLSVLQQLRVESS |[11-25 3 QTSLRCGACIRRPFL | 11-25 43 YRGTTTYKLNVGDYF [211-225 82 PAPRTLLTKGTLEPE [406-420
4 TFGGPSDSTGSNQNG | 16-30 45 LLLLDRLNQLESKMS  [221-235 4 VLQQLRVESSSKLWA |16-30 4 CGACIRRPFLCCKCC | 16-30 44 TYKLNVGDYFVLTSH |216-230 83 LLTKGTLEPEYFNSV [411-425
5 SDSTGSNQNGERSGA | 21-35 46 RLNQLESKMSGKGQQ [226-240 5 RVESSSKLWAQCVQL (21-35 5 RRPFLCCKCCYDHVI | 21-35 45 VGDYFVLTSHTVMPL |221-235 84 TLEPEYFNSVCRLMK (416-430
6 SNOQNGERSGARSKQR | 26-40 47 ESKMSGKGQQQQGAQT [231-245 6 SKLWAQCVQLHNDIL |26-40 6 CCKCCYDHVISTSHK | 26-40 46 VLTSHTVMPLSAPTL |226-240 85 YFNSVCRLMKTIGPD [421-435
7 ERSGARSKQRRPQGL | 31-45 48 GKGQQQQGAQTVTKKS [236-250 7 QCVQLHNDILLAKDT |31-45 7 YDHVISTSHKLVLSV 31-45 47 TVMPLSAPTLVPQEH |231-245 86 CRLMKTIGPDMFLGT [426-440
8 RSKQRRPQGLPNNTA | 36-50 49 QQGQTVTKKSAAEAS [241-255 8 HNDILLAKDTTEAFE |36-50 8 STSHKLVLSVNPYVC | 36-50 48 SAPTLVPQEHYVRIT |236-250 87 TIGPDMFLGTCRRCP |431-445
9 RPQGLPNNTASWFTA | 41-55 50 VTKKSAAEASKKPRQ |246-260 9 LAKDTTEAFEKMVSL |41-55 9 LVLSVNPYVCNAPGC | 41-55 49 VPQEHYVRITGLYPT [241-255 88 MFLGTCRRCPAEIVD |436-450
10 PNNTASWFTALTQHG | 46-60 51 AAEASKKPRQKRTAT |251-265 10 TEAFEKMVSLLSVLL [46-60 10 NPYVCNAPGCDVTDV | 46-60 50 YVRITGLYPTLNISD |246-260 89 CRRCPAEIVDTVSAL |441-455
11 SWFTALTQHGKEDLK | 51-65 52 KKPRQKRTATKAYNV |256-270 11 KMVSLLSVLLSMQGA [51-65 11 NAPGCDVTDVTQLYL | 51-65 51 GLYPTLNISDEFSSN  |251-265 90 AEIVDTVSALVYDNK (446-460
12 LTQHGKEDLKFPRGQ | 56-70 53 KRTATKAYNVTQAFG [261-275 12 LSVLLSMQGAVDINR [56-70 12 DVTDVTQLYLGGMSY | 56-70 52 LNISDEFSSNVANYQ [256-270 91 TVSALVYDNKLKAHK |451-465
13 KEDLKFPRGQGVPIN | 61-75 54 KAYNVTQAFGRRGPE |266-280 13 SMQGAVDINRLCEEM [61-75 13 TQLYLGGMSYYCKSH | 61-75 53 EFSSNVANYQKVGMQ | 261-275 92 VYDNKLKAHKDKSAQ [456-470
14 FPRGQGVPINTNSSP | 66-80 55 TQAFGRRGPEQTQGN [271-285 14 VDINRLCEEMLDNRA [66-80 14 GGMSYYCKSHKPPIS | 66-80 54 VANYQKVGMQKYSTL [266-280 93 LKAHKDKSAQCFKMF [461-475
15 GVPINTNSSPDDQIG | 71-85 56 RRGPEQTQGNFGDQE |276-290 15 NRLCEEMLDNRATLQ [69-83 15 YCKSHKPPISFPLCA 71-85 55 KVGMQKYSTLQGPPG |271-285 94 DKSAQCFKMFYKGVI [466-480
16 TNSSPDDQIGYYRRA | 76-90 57 QTQGNFGDQELIRQG |281-295 16 KPPISFPLCANGQVF | 76-90 56 KYSTLQGPPGTGKSH |276-290 95 CFKMFYKGVITHDVS [471-485
17 DDQIGYYRRATRRIR | 81-95 58 FGDQELIRQGTDYKH |286-300 17 FPLCANGQVFGLYKN | 81-95 57 QGPPGTGKSHFAIGL [281-295 96 YKGVITHDVSSAINR |476-490
18 YYRRATRRIRGGDGK | 86-100 59 LIRQGTDYKHWPQIA |291-305 18 NGQVFGLYKNTCVGS | 86-100 58 TGKSHFAIGLALYYP |286-300 97 THDVSSAINRPQIGV |481-495
19 TRRIRGGDGKMKDLS | 91-105 60 TDYKHWPQIAQFAPS |296-310 19 GLYKNTCVGSDNVTD | 91-105 59 FAIGLALYYPSARIV |291-305 98 SAINRPQIGVVREFL |486-500
20 GGDGKMKDLSPRWYF | 96-110 61 WPQIAQFAPSASAFF [301-315 20 TCVGSDNVTDFNAIA | 96-110 60 ALYYPSARIVYTACS |296-310 99 PQIGVVREFLTRNPA [491-505
21 MKDLSPRWYFYYLGT |101-115 62 QFAPSASAFFGMSRI |306-320 21 DNVTDFNAIATCDWT [101-115 61 SARIVYTACSHAAVD |301-315 100 VREFLTRNPAWRKAV [496-510
22 PRWYFYYLGTGPEAG |106-120 63 ASAFFGMSRIGMEVT [311-325 22 FNAIATCDWTNAGDY [106-120 62 YTACSHAAVDALCEK |306-320 101 TRNPAWRKAVFISPY |501-515
23 YYLGTGPEAGLPYGA |111-125 64 GMSRIGMEVTPSGTW [316-330 23 TCDWTNAGDYILANT |111-125 63 HAAVDALCEKALKYL [311-325 102 WRKAVFISPYNSQNA |506-520
24 GPEAGLPYGANKDGI [116-130 65 GMEVTPSGTWLTYTG |321-335 24 NAGDYILANTCTERL [116-130 64 ALCEKALKYLPIDKC [316-330 103 FISPYNSQNAVASKI |511-525
25 LPYGANKDGIIWVAT [121-135 66 PSGTWLTYTGAIKLD [326-340 25 ILANTCTERLKLFAA [121-135 65 ALKYLPIDKCSRIIP  [321-335 104 NSQNAVASKILGLPT [516-530
26 NKDGIIWVATEGALN [126-140 67 LTYTGAIKLDDKDPN |331-345 26 CTERLKLFAAETLKA |126-140 66 PIDKCSRIIPARARV  [326-340 105 VASKILGLPTQTVDS |521-535
27 IWVATEGALNTPKDH |131-145 68 AIKLDDKDPNFKDQV |336-350 27 KLFAAETLKATEETF [131-145 67 SRIIPARARVECFDK |331-345 106 LGLPTQTVDSSQGSE |526-540
28 EGALNTPKDHIGTRN |136-150 69 DKDPNFKDQVILLNK [341-355 28 ETLKATEETFKLSYG [136-150 68 ARARVECFDKFKVNS |336-350 107 QTVDSSQGSEYDYVI |531-545
29 TPKDHIGTRNPANNA [141-155 70 FKDQVILLNKHIDAY  |346-360 29 TEETFKLSYGIATVR |141-155 69 ECFDKFKVNSTLEQY [341-355 108 SQGSEYDYVIFTQTT |536-550
30 IGTRNPANNAAIVLQ [146-160 71 ILLNKHIDAYKTFPP  [351-365 30 KLSYGIATVREVLSD |146-160 70 FKVNSTLEQYVFCTV |346-360 109 YDYVIFTQTTETAHS |541-555
31 PANNAAIVLQLPQGT [151-165 72 HIDAYKTFPPTEPKK |356-370 31 IATVREVLSDRELHL |151-165 71 TLEQYVFCTVNALPE |351-365 110 FTQTTETAHSCNVNR |546-560
32 AIVLQLPQGTTLPKG |156-170 73 KTFPPTEPKKDKKKK |361-375 32 EVLSDRELHLSWEVG |156-170 72 VFCTVNALPETTADI |356-370 111 ETAHSCNVNRFNVAI |551-565
33 LPQGTTLPKGFYAEG |161-175 74 TEPKKDKKKKADETQ |366-380 33 RELHLSWEVGKPRPP |161-175 73 NALPETTADIVVFDE |361-375 112 CNVNRFNVAITRAKI [556-570
34 TLPKGFYAEGSRGGS |166-180 75 DKKKKADETQALPQR |371-385 34 SWEVGKPRPPLNRNY |166-180 74 TTADIVVFDEISMAT [366-380 113 FNVAITRAKIGILCI [561-575
35 FYAEGSRGGSQASSR |171-185 76 ADETQALPQRQKKQQ |376-390 35 KPRPPLNRNYVFTGY [171-185 75 VVFDEISMATNYDLS |371-385 114 TRAKIGILCIMSDRD [566-580
36 SRGGSQASSRSSSRS  [176-190 77 ALPQRQKKQQTVTLL [381-395 36 LNRNYVFTGYRVTKN |176-190 76 ISMATNYDLSVVNAR |376-390 115 GILCIMSDRDLYDKL |571-585
37 QASSRSSSRSRNSSR | 181-195 78 QKKQQTVTLLPAADL |386-400 37 VFTGYRVTKNSKvVQI [181-195 77 NYDLSVVNARLRAKH |381-395 116 MSDRDLYDKLQFTSL |576-590
38 SSSRSRNSSRNSTPG | 186-200 79 TVTLLPAADLDDFSK |391-405 38 RVTKNSKVQIGEYTF [186-200 78 VVNARLRAKHYVYIG |386-400 117 LYDKLQFTSLEIPRR [581-595
39 RNSSRNSTPGSSRGT [191-205 80 PAADLDDFSKQLQQS [396-410 39 SKVQIGEYTFEKGDY [191-105 79 LRAKHYVYIGDPAQL [391-405 118 FTSLEIPRRNVATLQ |587-601
40 NSTPGSSRGTSPARM |196-210 81 DDFSKQLQQSMSSAD |401-415 40 GEYTFEKGDYGDAVV |196-210

41 SSRGTSPARMAGNGG [201-215 82 QLQQSMSSADSTQA |406-419




Supplementary Table 2: SARS-CoV-1 peptide libraries used in the study

SARS-CoV-1 OLP: nucleocapsid

NP-1 peptide pool

NP-2 peptide pool

Peptide No| Peptide Sequence aa Peptide No| Peptide Sequence aa

1 MSDNGPQSNQRSAPR | 1-15 43 MASGGGETALALLLL |211-225
2 PQSNQRSAPRITFGG 6-20 44 GETALALLLLDRLNQ |216-230
3 RSAPRITFGGPTDST 11-25 45 ALLLLDRLNQLESKV [221-235
4 ITFGGPTDSTDNNQN | 16-30 46 DRLNQLESKVSGKGQ [226-240
5 PTDSTDNNQNGGRNG | 21-35 47 LESKVSGKGQQQQGQ [231-245
6 DNNQNGGRNGARPKQ | 26-40 48 SGKGQQQQGQTVTKK |236-250
7 GGRNGARPKQRRPQG | 31-45 49 QQQGQTVTKKSAAEA [241-255
8 ARPKQRRPQGLPNNI 36-50 50 TVTKKSAAEASKKPR |246-260
9 RRPQGLPNNIASWFT | 41-55 51 SAAEASKKPRQKRTA |251-265
10 LPNNIASWFTALTQH 46-60 52 SKKPRQKRTATKQYN |256-270
11 ASWFTALTQHGKEEL | 51-65 53 QKRTATKQYNVTQAF |261-275
12 ALTQHGKEELRFPRG 56-70 54 TKQYNVTQAFGRRGP |266-280
13 GKEELRFPRGQGVPI 61-75 55 VTQAFGRRGPEQTQG |271-285
14 RFPRGQGVPINTNSG 66-80 56 GRRGPEQTQGNFGDQ |276-290
15 QGVPINTNSGPDDQI 71-85 57 EQTQGNFGDQDLIRQ |281-295
16 NTNSGPDDQIGYYRR | 76-90 58 NFGDQDLIRQGTDYK |286-300
17 PDDQIGYYRRATRRV | 81-95 59 DLIRQGTDYKHWPQI |291-305
18 GYYRRATRRVRGGDG | 86-100 60 GTDYKHWPQIAQFAP |296-310
19 ATRRVRGGDGKMKEL | 91-105 61 HWPQIAQFAPSASAF |301-315
20 RGGDGKMKELSPRWY | 96-110 62 AQFAPSASAFFGMSR [306-320
21 KMKELSPRWYFYYLG [101-115 63 SASAFFGMSRIGMEV {311-325
22 SPRWYFYYLGTGPEA [106-120 64 FGMSRIGMEVTPSGT [316-330
23 FYYLGTGPEASLPYG |111-125 65 IGMEVTPSGTWLTYH |321-335
24 TGPEASLPYGANKEG [116-130 66 TPSGTWLTYHGAIKL [326-340
25 SLPYGANKEGIVWVA 121-135 67 WLTYHGAIKLDDKDP |331-345
26 ANKEGIVWVATEGAL |126-140 68 GAIKLDDKDPQFKDN |336-350
27 IVWVATEGALNTPKD [131-145 69 DDKDPQFKDNVILLN |341-355
28 TEGALNTPKDHIGTR |136-150 70 QFKDNVILLNKHIDA |346-360
29 NTPKDHIGTRNPNNN [141-155 71 VILLNKHIDAYKTFP  {351-365
30 HIGTRNPNNNAATVL [146-160 72 KHIDAYKTFPPTEPK |356-370
31 NPNNNAATVLQLPQG |151-165 73 YKTFPPTEPKKDKKK [361-375
32 AATVLQLPQGTTLPK [156-170 74 PTEPKKDKKKKTDEA |366-380
33 QLPQGTTLPKGFYAE |161-175 75 KDKKKKTDEAQPLPQ [371-385
34 TTLPKGFYAEGSRGG |166-180 76 KTDEAQPLPQRQKKQ |376-390
35 GFYAEGSRGGSQASS |171-185 77 QPLPQRQKKQPTVTL |381-395
36 GSRGGSQASSRSSSR  [176-190 78 RQKKQPTVTLLPAAD |386-400
37 SQASSRSSSRSRGNS  {181-195 79 PTVTLLPAADMDDFS |391-405
38 RSSSRSRGNSRNSTP  [186-200 80 LPAADMDDFSRQLQN [396-410
39 SRGNSRNSTPGSSRG |191-205 81 MDDFSRQLQNSMSGA [401-415
40 RNSTPGSSRGNSPAR [196-210 82 RQLONSMSGASADST |406-420
41 GSSRGNSPARMASGG |201-215 83 SMSGASADSTQA  |411-422
42 NSPARMASGGGETAL |206-220
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