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Supplementary information

Gating strategy for mouse tumor tissues
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Gating strategy for clinical patients

Cytokines
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Original figures for western blots

Figure 2
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Extended Figure 2
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Figure 3
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Extended Figure 3
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Figure 4
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Extended Figure 4
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Figure 5
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Extended Figure 5

d CD8 B16F10 ID8-lucMC38

short|™ ——-l

SLC43A2

long | .’.-l

SLC7A5

wro [ S0 8 ]
e E.E I

Actin | ie— — -

short
SLC43A2

long

Actin

CD8
A375

' SK-MEL-2

' CHL-1
‘ ocs




B16F10 SLC43A2
. _—------E"“""

shRNA #1
shRNA# 2

o
=}
g
©
3]
(/2]
SLCA3A2 | W

Actin
———————fm—f

Actin




	SpringerNature_Nature_2682_ESM.pdf
	Cancer SLC43A2 alters T cell methionine metabolism and histone methylation





