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Corresponding to Extended Data Figure 3c-e in vivo splenic T cell 2NBDG staining 

Supplemental Information: additional flow cytometry gating strategies

Gated on: live lymphocytes
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Corresponding to Figure 3a-b patient ccRCC tumor 
Gated on: singlets
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Gated on: singlets CD45- CD45- cells

Corresponding to Extended Data Figure 7g-j characterization of MC38 tumor CD8 T cells with rapamycin treatment 
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Gated on: CD3+ CD8a+ lymphocytes
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