	Supplementary Table 5 | Microglial gene signature of meningeal lymphatic dysfunction in 5xFAD

	Number of genes
	Mus musculus genes
	Log2(FC)
	q-value
	H. sapiens orthologs

	1
	Apoc4
	2.566
	4.460E-06
	APOC4

	2
	C4b
	2.508
	1.900E-12
	C4A

	3
	Apoe
	2.270
	7.890E-80
	APOE

	4
	Spp1
	2.269
	2.060E-11
	SPP1

	5
	Apoc1
	2.083
	8.880E-06
	APOC1

	6
	Olr1
	2.013
	2.293E-03
	OLR1

	7
	Cd74
	2.010
	3.260E-35
	CD74

	8
	Pianp
	1.924
	6.480E-14
	PIANP

	9
	Hcar2
	1.829
	2.880E-18
	HCAR2

	10
	Acod1
	1.803
	1.312E-02
	ACOD1

	11
	Il1rn
	1.727
	6.278E-03
	IL1RN

	12
	H2-Ab1
	1.668
	2.470E-17
	HLA-DQB1

	13
	Zfp36
	1.610
	5.180E-74
	ZFP36

	14
	Lgmn
	1.601
	3.890E-191
	LGMN

	15
	Lilr4b
	1.597
	1.190E-08
	LILRB4

	16
	Rgs16
	1.548
	3.758E-03
	RGS16

	17
	Atp6ap1
	1.495
	4.980E-81
	ATP6AP1

	18
	Ctsb
	1.493
	7.650E-139
	CTSB

	19
	Gpnmb
	1.480
	1.394E-02
	GPNMB

	20
	Osm
	1.450
	1.790E-18
	OSM

	21
	C5ar1
	1.429
	6.830E-25
	C5AR1

	22
	Itm2c
	1.410
	1.550E-121
	ITM2C

	23
	H2-Q6
	1.361
	3.650E-27
	HLA-A

	24
	Dcstamp
	1.343
	2.790E-03
	DCSTAMP

	25
	H2-Aa
	1.317
	6.700E-05
	HLA-DQA1

	26
	Mki67
	1.310
	4.115E-02
	MKI67

	27
	Lgals3bp
	1.296
	9.650E-58
	LGALS3BP

	28
	Lag3
	1.258
	1.240E-69
	LAG3

	29
	Dusp1
	1.250
	1.060E-36
	DUSP1

	30
	Rtcb
	1.224
	2.780E-46
	RTCB

	31
	H2-D1
	1.224
	1.270E-114
	HLA-A

	32
	Sdcbp
	1.224
	8.540E-62
	SDCBP

	33
	Odc1
	1.223
	2.660E-11
	ODC1

	34
	Thbs1
	1.220
	3.277E-04
	THBS1

	35
	Grn
	1.197
	1.860E-114
	GRN

	36
	P2rx4
	1.191
	2.050E-30
	P2RX4

	37
	Slc11a1
	1.187
	1.570E-40
	SLC11A1

	38
	Gas6
	1.164
	6.720E-33
	GAS6

	39
	Ier5
	1.163
	2.200E-52
	IER5

	40
	Eef1a1
	1.157
	8.620E-140
	EEF1A1

	41
	Fam20c
	1.154
	5.730E-08
	FAM20C

	42
	Pim3
	1.146
	5.390E-15
	PIM3

	43
	Pim1
	1.130
	4.160E-11
	PIM1

	44
	Pdcd1
	1.125
	1.670E-08
	PDCD1

	45
	Pkm
	1.118
	1.030E-50
	PKM

	46
	Junb
	1.116
	1.440E-43
	JUNB

	47
	Tnf
	1.093
	1.120E-12
	TNF

	48
	Cxcl14
	1.085
	5.354E-04
	CXCL14

	49
	Got1
	1.083
	4.660E-19
	GOT1

	50
	Plaur
	1.054
	5.670E-13
	PLAUR

	51
	Ctsc
	1.041
	7.110E-39
	CTSC

	52
	Mapkapk2
	1.035
	3.950E-18
	MAPKAPK2

	53
	Tlr2
	1.026
	5.100E-22
	TLR2

	54
	Ctsd
	1.021
	6.090E-76
	CTSD

	Microglial genes (Mus musculus) were selected on the basis of mapping to a H. Sapiens gene ortholog and showing a Log2(FC) > 1 and a false discovery rate q-value < 0.05 in the Vis./photo. + mIgG group, relative to the Vis. + mIgG group; FC, fold change.



