
	Supplementary Table 6 | Gene-set based analyses for genes overexpressed in microglia upon meningeal lymphatic ablation in 5xFAD or treatment with mVEGF-C in APPswe

	Microglial gene sets
	Amyloid imaging
	CSF levels
	AAO
	Risk

	
	
	sTREM2
	Aβ42
	pTau
	Tau
	
	

	Meningeal lymphatic ablation in 5xFAD
	0.017
	0.433
	0.397
	0.071
	0.036
	0.027
	0.011

	mVEGF-C treatment in aged APPswe
	0.057
	0.733
	0.713
	0.710
	0.761
	0.014
	0.045

	Gene-set analyses was performed using the Generalized Gene-Set Analysis of GWAS Data (MAGMA) analyses, which maps every SNP to the nearest gene, takes into account LD structure, and uses multiple regression analyses to provide a P-value for the association of each gene with the tested phenotype. CSF, cerebrospinal fluid; AAO, age at onset.




