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Supplementary Table 1 | PCR primers used to amplify fragments of the Pangolin-CoV genome

Primer ID Primer sequences Length (bp) Tm (C)
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Pair 3 ACAAATCCWATYCARTTGTCTTCCTATTC 1368 55
S gene AGNACARWRTAATCAGCAACAC

TG :

Pair 7 TGTTGGACTGAGACTGACCTTACT 1750 53
TCRACAATTTCAGCAGGACAAC
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Pair 14 ACTAGCCATCCTTACTGCGCTTC 1243 55
AGAGGRTGAAATGGTGAATTGC
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Pair 28 TAg/T\iggcT;g;?fgng%\éSGATe 1558 >
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locations Pair 32 CAGGAGTTGTTGGAGAAGGTKC 1375 56

CCTAGTGGTGTAAGTAATTCAGATACTGG

Pair 33 CAACATGOACATAACTTTTCCATACAT 218 =

Pair 4 T CCTGOAGCRATTTGTOTOACTTC 1044 =8

Pair 35 AATTTCCATTTGACTCCTEROTTT - -

Pair 38 AAAATCACATGGGGATACCACTAC o -

pair 39 AACWCCTAGCTCTCTGAAGTGG e =

pair 40 AGGCTCTCCATCTTACCTITCG, " o5

Pair 41 GGTGACGCATACAAAACATTCCC 487 54
ACACATAGGGCTGTTCAAGTTG

Pair 42 TTTACAAAAAGATGCCATAGCCCTT 1613 o

Pair 43 CTTOAANTAATGGAAGACAGACAAGE 1459 -

Pair 44 S CAGOCTOATCCACGOACAG 108 o

Pair 45 AACWCTAGCTCTCTOANGTGG 1066 -

Pair 47 A ATGTTGACGTGOCTOTGATAAG i o

Pair 48 GATGTTOACOTEOCTCTOATANG . a

Pair 51 ACCGCAGAGACAGAAGAAACAG 452 54

GTCATTCTCCTAAGAAGCTATTAAAATC
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