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Extended data Fig 1b

Extended data Fig. 1e

Fig. 3e
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Extended data Fig. 1f
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Extended data Fig. 2a
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Supplementary Figure 1: Uncropped western blots, northern blots and gel images

Extended data Fig. 6b

9

6
5
4

3
2.5
2

1.5

1

9

6
5
4

3
2.5
2

1.5

1

Extended data Fig. 5b
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Extended data Fig. 8b 
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1. General gating strategy:

1. Gating for live cells 2. Gating for singlets

2. ‘One pot’ assay with GFP reporters:

3. ‘One pot’ assay with iRFP reporters:

Figure 1a, 1b
Extended Data 1i (bottom panel), 1g, 2d, 4l, 7g

Figure 1e, 2a
Extended Data 1i (upper panel), 2e-j, 3a-d, 4b, 4d, 6c

0. Mix WT (GFP-) and HUSH/TASOR KO (GFP+) cells ~1:1 

1. Gating for live cells 2. Gating for singlets 3. Gating for genotype
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Unmixed cells analysed for GFP:
 (gated according to general gating strategy)

GFP

Figure 1d, 3a, 3c, 3d-f
Extended Data Figure 1c-e, 3f, 3h, 6d-f, 7a, 7f, 8c

4. Reading reporter signal
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Unmixed cells analysed for mCherry:
 (gated according to general gating strategy)

0. Mix WT (mCherry+) and HUSH/TASOR KD (mCherry-) cells ~1:1 

1. Gating for live cells 2. Gating for singlets 3. Gating for genotype 4. Reading reporter signal

WT TASOR KD

mCherry

(A) (B)

(A)(B)

SS
C-

A

mCherry GFP

SS
C-

A

Supplementary Figure 2: Gating strategies for �ow cytometry analyses. 

Generation of mCherry+ WT cells:
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