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Supplementary Table Guide

Supplementary Table 1: Knockout targets, cell density measurements, KO cell class categories,
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Supplementary Figure 1
Related to: Figure 3e
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Supplementary Figure 1 | The uncropped versions of the cropped blots and gels in this study
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Supplementary Figure 1, continued
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Supplementary Figure 1, continued
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Supplementary Figure 1, continued
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Supplementary Figure 1, continued
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Supplementary Figure 1, continued
Related to: Extended Data Figure 3b
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Supplementary Figure 1, continued
Related to: Extended Data Figure 3c
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Supplementary Figure 1, continued Raw images
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Supplementary Figure 1, continued
Related to: Extended Data Figure 5h
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Supplementary Figure 1, continued o&"
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Supplementary Figure 1, continued
Related to: Extended Data Figure 7a
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Supplementary Figure 1, continued
Related to: Extended Data Figure 7¢
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Supplementary Figure 1, continued
Related to: Extended Data Figure 7g
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Supplementary Figure 1, continued
Related to: Extended Data Figure 9d
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Supplementary Figure 1, continued
Related to: Extended Data Figure 99
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Supplementary Figure 1, continued
Related to: Extended Data Figure 9k
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Supplementary Figure 1, continued
Related to: Extended Data Figure 9l
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