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Supplementary Figure 1. Gel/Immunoblot Source Data. 
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Supplementary Table 1. Transcriptome clustering and GO-enrichment of Pst DC3000-

regulated genes in Arabidopsis plants at 23oC (ambient) vs. 30oC (elevated temperature). 

 

Pathogen 

effect 

Temperature 

effect 

Cluster Number 

of genes 

Top 5 GO terms CBP60g/ 

SARD1 

target 

genes 

Pst DC3000-

induced 

Down at 

elevated 

temperature 

A 717 Defense response 

Systemic acquired 

resistance 

Response to fungus 

Response to bacterium 

Response to salicylic acid 

140 

Similar at 

both 

temperatures 

B 1236 Response to jasmonic acid 

Response to wounding 

Negative regulation of 

nucleic acid-templated 

transcription 

Regulation of jasmonic 

acid mediated signaling 

pathway 

Jasmonic acid 

biosynthetic process 

126 

Up at elevated 

temperature 

C 619 Response to jasmonic acid 

Response to wounding 

Response to high light 

intensity 

Metabolic process 

Response to karrikin 

22 

Pst DC3000-

suppressed 

Down at 

elevated 

temperature 

D 845 Response to chitin 

Protein phosphorylation 

Response to light stimulus 

Response to cold 

Purine nucleobase 

transport 

83 

Similar at 

both 

temperatures 

E 1501 Circadian rhythm 

Response to auxin 

66 
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Regulation of 

Transcription, DNA-

templated 

Xylan catabolic process 

Auxin-activated signaling 

pathway 

Up at elevated 

temperature 

F 402 Cold acclimation 

Response to water 

Transcription, DNA-

templated 

Response to water 

Deprivation 

Response to abscisic acid 

3 

 

Differentially expressed genes (DEGs) were categorized as either pathogen-induced or pathogen-

suppressed. These DEGs were further classified as downregulated at elevated temperature, 

similar between the two temperatures (“Similar) and upregulated at elevated temperature. The 

number of genes and top 5 Gene Ontology (GO) terms based on DAVID50are indicated, along 

with how many of these genes are present in the CBP60g homolog SARD1 ChIP-Seq dataset31.  
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Supplementary Table 2. Transcriptome clustering and GO-enrichment of temperature-

regulated genes in Col-0 and 35S::CBP60g after Pst DC3000 infection. 

 

Cluster Definition of cluster Number 

of genes 

Top 5 GO terms Example genes 

 

1 

Genes which are down-

regulated in Pst-treated 

Col-0 at elevated 

temperature than control 

temperature, and expressed 

similarly in Pst-treated 

35S::CBP60g at control 

and elevated temperature 

595 Defense response to 

bacterium 

 

Cellular response to 

hypoxia 

 

Response to 

bacterium 

 

Response to Salicylic 

acid  

 

Defense response 

SA-related: 

ICS1, PBS3, 

SARD1, DMR6, 

NIMIN1, 

NIMIN-2, NPR3, 

PR4, PR5 

 

PTI-related: 

LYK5, WAK1, 

LYM2, BIR1, 

SOBIR1, RLP23, 

PUB23, PUB24, 

MKK2, MEK1, 

MPK4, 

CNGC2/10 

 

ETI-related: 

ADR1, RPS4, 

ZAR1, NUDT7, 

NHL3, EDS1, 

PAD4, ACD6, 

HR3/4, TIR 

 

WRKYs: 

WRKY18, 33, 38, 

46, 51, 53, 62, 

70 

 

RLKs: CRK7, 

10, 12, 14, 15, 

24, 34 

 

Camalexin/ 

Glucosinolate-

related: PAD3, 

ESM1, MYB51 

 

Oxidative 

stress: 

GSTF2/6/7/8, 
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PRXCB, MLO2, 

SAG21 

2 

 

Genes which are up-

regulated in Pst-treated 

Col-0 at elevated 

temperature than control 

temperature, and expressed 

similarly in Pst-treated 

35S::CBP60g at control 

and elevated temperature 

443 Response to water 

deprivation 

 

Response to abscisic 

acid 

 

Auxin-activated 

signaling pathway 

 

Response to auxin 

 

Cold acclimation 

ABA-related: 

NCED3, RAB18, 

NAC019, ABI1, 

ABF3, HB7, 

HB12, PIP1;4, 

PIP1A, PIP2A, 

RAP2.1, AIB, 

MARD1 

 

Auxin-related: 

IAA1/2, AXR3, 

SHY2, HLS1, 

HAT2, 

SAUR20/24/63, 

WES1 

 

Cold-related: 

CBF2, RAB18, 

AZI1, COR15B, 

COR413-PM1, 

COR15A, 

COR47, KIN1/2, 

LTI78 

3 Genes, which are similarly 

down-regulated at elevated 

temperature than control 

temperature in Pst-treated 

Col-0 and 35S::CBP60g 

 

810 Cellular response to 

hypoxia 

 

Response to chitin 

 

Protein 

autophosphorylation 

 

Response to cold 

 

Defense response to 

bacterium 

Hypoxia-

related: OPR1, 

ZAT6, STY46, 

FBS1, DIN10, 

GAE1, ACBP3, 

ERD15, DIC2, 

MEE14, 

HSPRO2, 

RAV1/2, STZ, 

SZF1  

 

Chitin-related: 

ATL6, 

WRKY40/22, 

MYBR1, 

MYB73/77, 

ERF5/6, JAZ7, 

MPK3 
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4  Genes which are similarly 

up-regulated at elevated 

temperature than control 

temperature in Pst-treated 

Col-0 and 35S::CBP60g 

593 Response to 

wounding 

 

Response to jasmonic 

acid 

 

Oxylipin biosynthetic 

process 

 

Jasmonic acid 

biosynthetic process 

 

Regulation of 

transcription, DNA-

templated 

JA-related: 

AOS, OPR3, 

LOX2/3/4, JMT, 

JAZ5/8/10, 

VSP1/2, 

TSP03/04, 

ADC2, DHAR1, 

VTC2/5, EBP, 

SQE3 

 

Wounding-

related: DHS1, 

ORA47, PAL1, 

JR1, ADC2, 

MYB29/76, 

GLR3.3, GLR3.4 
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Supplementary Table 3. Plant materials used in this study. 

 

Plant Material Species Reference 

Col-0 Arabidopsis thaliana Arabidopsis Biological 

Resource Centre (ABRC) 

at The Ohio State 

University 

Ler A. thaliana ABRC 

cbp60g-1 A. thaliana Wang et al., 200928 

35S::CBP60g OE-16 A. thaliana Wan et al., 201252 

35S::CBP60g OE-17 A. thaliana Wan et al., 201252 

35S::uORFsTBF1-CBP60g #b5, b14 A. thaliana This study 

35S::ICS1 A. thaliana This study 

35S::TGA1-4myc A. thaliana This study 

35S::SARD1-4myc #b1, b2 A. thaliana This study 

camta2/3 A. thaliana Kim et al., 201353 

35S::WRKY75 A. thaliana Zhang et al., 201754 

35S::EDS1 

 

A. thaliana Feys et al., 200555 

35S::PAD4 A. thaliana Xing et al., 200656 

bsmt1 

 

A. thaliana Attaran et al., 200957 

npr1 S11D/S15D 

 

A. thaliana Saleh et al., 201527 

npr3-2 npr4-2 

 

A. thaliana Ding et al., 201826 

pCBP60g (1788 bp; -1800 to -14 from 

ATG):GUS 

A. thaliana Wan et al., 201252 

npr1-6 A. thaliana Huot et al., 201715 

NPR1pro::NPR1-EYFP A. thaliana Huot et al., 201715 

MED16pro::MED16-3FLAG A. thaliana Wang et al., 201558 

35S::PHYBY276H A. thaliana Jones et al., 201559 

BdELF3-OE A. thaliana Jung et al., 202010 

35S::CDK8-myc A. thaliana Zhu et al., 201460 

35S::eGFP-GBPL3 A. thaliana Huang et al., 202111 

GBPL3 OX (pGBPL3::GBPL3) A. thaliana Huang et al., 202111 

ics1 (i.e., sid2-2) A. thaliana Wildermuth et al., 200121 

Westar Brassica napus USDA Agricultural 

Research Service 

35S::AtCBP60g-myc Brassica napus This study 

Xanthi Nicotiana tabacum USDA Agricultural 

Research Service 

Castlemart Solanum lycopersicum Tomato Genetics 

Resource Center (TGRC) 

at UC Davis 
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Nipponbare Oryza sativa USDA Agricultural 

Research Service 
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Supplementary Table 4. Oligonucleotide primers used in this study. 

 

Target genes Sequence (5’-3’) Purpose Reference 

CBP60g 

(At5g26920) 

caccATGAAGATTCGGAACAGCC Cloning This study 

TTACAAGCCTTCCCTCGGATTTC 

uORFTBF1 CGCGGCCGCCCCCTTCACC 

AACAGCATCCGTTTTTATAA 

Cloning 

 

This study 

GGGCTGTTCCGAATCTTCAT 

CTCCGGCGAACTTTTTTTAT 

AtTGA1 

(At5g65210) 

CACCATGAATTCGACATCGACACAT

TTTG 

Cloning 

 

This study 

CGTTGGTTCACGATGTCGAG 

SARD1 

(AT1G73805) 

caccATGGCAGGGAAGAGGTTATTTC

A 

Cloning This study 

GAAAGGGTTTATATGATTTTGAGAC

GAAGA 

PP2AA3 

(At1G13320) 

GGTTACAAGACAAGGTTCACTC qRT-PCR 

 

Huot et al., 

201715 CATTCAGGACCAAACTCTTCAG 

CBP60g 

(At5g26920) 

TCGTGGACGCCACCACAAACA qRT-PCR Kim et al., 

201761; 

202062 
TCAGCGTTCAGCGGCACGAG 

ICS1 (At1g74710) ACTTACTAACCAGTCCGAAAGACG

A 

qRT-PCR Huot et al., 

201715 

ACAACAACTCTGTCACATATACCGT 

EDS1 (At3g48090) TCGCTTTCCAACCATCTTTCTC qRT-PCR This study 

CTACTCCTCACAGCCATTTCC 

PAD4 (At3g52430) ATCTTCTCCGCCGTCATTCC qRT-PCR Kim et al., 

201761; 

202062 
CACGTGGCAGAAGTTGTGTG 

WRKY75 

(At5g1308) 

GTTCCCTAGGAGTTACTATAGGTG qRT-PCR This study 

 TTTCGGTGGATTTCTCGATGG 

BSMT1 (At3g11480) CTAGTCTTTGAGGGTCTTGTG qRT-PCR This study 

TGAGCATTGGTTCACTAACAG 

GUS ACGGGAAAGGACTGGAAGAG qRT-PCR This study 

ATGGTTGCGGATTTCCTTGG 

SlPR1b 

(Solyc09g00701) 

CTTGCGGTTCATAACGATGC qRT-PCR Kusajima et 

al., 201763 TAGTTTTGTGCTCGGGATGC 

SlARD2 

(Solyc01g104170) 

TGTTCATCAGTGTGCTAGTG qRT-PCR Pombo et 

al., 201764 GCTGTCCTTCCTTCTGAATC 

OsPR1b 

(Os01g0382000) 

ACGCCTTCACGGTCCATAC qRT-PCR Fang et al., 

201565 AAACAGAAAGAAACAGAGGGAGT

AC 

OsUBC 

(Os02g0634800) 

CCGTTTGTAGAGCCATAATTGCA qRT-PCR Jain et al., 

200666 AGGTTGCCTGAGTCACAGTTAAGTG 
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BnaPR1 CATCCCTCGAAAGCTCAAGAC qRT-PCR Sasek et al., 

201267 CCACTGCACGGGACCTAC 

BnaICS1 CAAACTCATCATCTTCCCTC qRT-PCR Sasek et al., 

201267 AGCGTGACTTACTAACCAG 

BnaGDI1 GAGTCCCTTGCTCGTTTCC qRT-PCR Yang et al., 

201468 TGGCAGTCTCTCCCTCAGAT 

NtPR1 CAATTAGTATGGACTTTCG qRT-PCR Künstler et 

al., 202069 GCAGATTGTAACCTCGTA 

NtActin GCCGTCCTTAGCAGCAGT qRT-PCR Künstler et 

al., 202069 ACAAGCAACCCTTCCACC 

hygromycin 

phosphotransferase 

(HPT) 

ACACTACATGGCGTGATTTCAT Genotyping 

PCR 

This study 

TCCACTATCGGCGAGTACTTCT 

AtCBP60g-myc CGGTTAGGTGCTAAGTTGA Genotyping 

PCR 

This study 

TCACCGTCGAGTCCGTTCAA) 

TA3 retrotransposon CTGCGTGGAAGTCTGTCAAA ChIP-

qPCR 

Yamaguchi 

et al., 

201451 
CTATGCCACAGGGCAGTTTT 

CBP60g as1 

(-1.1 kb, P1) 

GGGGTCAATGTACTTCTAGTTGA ChIP-

qPCR 

This study 

AAACTAGCCAAAACAGCCGT 

CBP60g coding 

sequence (P2) 

GAAGATTCGGAACAGCCCTA ChIP-

qPCR 

This study 

TCCGAAAATAAACCGGAAAA 

SARD1-P1 GGAACCGTCCATTTGTCAAC ChIP-

qPCR 

Huang et 

al., 202111 TTCGAAGAACGACAAAGGAAA 

TZF1 coding 

sequence 

(At3g55980) 

GCAGTGGACCAAAGAGCAAT ChIP-

qPCR 

This study 

CAAGATCATCACAAGCAGCGA 

NPR1-P1 AATGTAAACCGTGGGACGAG ChIP-

qPCR 

Huang et 

al., 202111 

 
TAAGAATCGGCGAATCCATC 
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Supplementary Table 5. Antibodies used in this study. 

 

Antibody 

Name 

Dilution Used Purpose Reference 

Anti-GFP 1:250 ChIP Cat. No. ab290, 

Abcam 

Anti-GFP 1:5000 Western blotting 

(primary antibody) 

Cat. No. 632381, 

Clontech 

Anti-myc 1:200, 1:5000 ChIP, Western blotting 

(primary antibody) 

Cat. No. ab9106, 

Abcam 

Anti-FLAG 1:200 ChIP Cat. No. A00170, 

Genscript 

Anti-FLAG 1:2500 Western blotting 

(primary antibody) 

Cat. No. A00187, 

Genscript 

Anti-GBPL3 1:2500 Western blotting 

(primary antibody) 

Huang et al., 202111 

 

Anti-Actin 1:5000 Western blotting 

(primary antibody) 

Cat. No. ab197345, 

Abcam 

Anti-H3 1:5000 Western blotting 

(primary antibody) 

Cat. No. AS10 710, 

Agrisera 

Anti-MED6 1:100, 1:1000 ChIP, Western blotting 

(primary antibody) 

Cat. No. AS14 2802,  

Agrisera 

Anti-RNA 

polymerase II 

1:250 ChIP Cat. No. ab5131, 

Abcam 

Anti-UGPase 1:5000 Western blotting 

(primary antibody) 

Cat. No. AS05 086, 

Agrisera 

Anti-Rabbit-

HRP 

1:5000 Western blotting 

(secondary antibody) 

Cat. No. AS09 602 

Agrisera 

Anti-Mouse-

HRP 

1:2000 - 5000 Western blotting 

(secondary antibody) 

Cat. No. NA931 

Cytiva 

Anti-Mouse-

HRP 

1:2000 - 5000 Western blotting 

(secondary antibody) 

Cat. No. 7076S  

Cell Signaling 
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Supplementary Data 1. RNA-Seq reads of the mock (0.25 mM MgCl2)- and Pst DC3000-

inoculated Arabidopsis Col-0 plants at normal and elevated temperature. (separate file) 

 

Supplementary Data 2. Pst DC3000- and temperature-regulated gene clusters. (separate file) 

 

Supplementary Data 3. RNA-Seq reads of the Pst DC3000-inoculated Arabidopsis Col-0 

and 35S::CBP60g plants at 23°C and 28°C. (separate file) 

 

Supplementary Data 4. List of genes that are differentially regulated between Col-0 and 

35S::CBP60g. (separate file) 
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