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SDS-PAGE gel of purified proteins (used for Extended Data Fig. 1a).
Supplementary Fig. 1. Uncropped SDS-PAGE gel images in this study.

SDS-PAGE gels of prime editor complex reconstitutions. After size-exclusion chromatography, 
the peak fraction was analysed (used for Extended Data Fig. 2a, 5a, 7a, 8a, and 9a).  
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After size-exclusion chromatography, the peak fraction was analysed. The gels were visualized 
by SYBR Gold staining (used for Extended Data Fig. 2a, 5a, 7a, 8a, and 9a).  

Supplementary Fig. 2. Uncropped urea-PAGE gel images of prime editor complex reconstitutions.
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Supplementary Fig. 3. Uncropped urea-PAGE gel images of in vitro prime editing assay.
After the reactions with Cy5-labeled substrates were stopped by the addition of quench buffer, 
the reaction products were separated on urea-PAGE gels. The gels were visualized by Cy5 
fluorescence (used for Fig. 1c, 3c, and 4h and Extended Data Fig. 4a, 4d, and 10f).   
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Supplementary Table 3. Oligonucleotides and constructs used in this study. 

GAGATCCGGAAGCGGCCTCTGATCGAGAC
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