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Supplementary Figures

Supplementary Fig. 1. Uncut gels. Unedited immunoblots corresponding to the indicated
figures.

Supplementary Fig. 2. FACS gating strategy.

Supplementary Tables

Supplementary Table 1. Related to Fig. 1e, Peptide array mapping of fibrinogen chains Aaq,
BB, and y blotted with Spike.

Supplementary Table 2. Related to Extended Data Fig. 2, The intermolecular interactions
of the fibrinogen-Spike complex by LigPlot analysis.

Supplementary Table 3. Related to Extended Data Fig. 2, The intermolecular interactions
of the fibrinogen-Spike complex by LigPlot analysis.

Supplementary Table 4. Related to Fig. 2, Differentially expressed genes (DEG) in lungs
from Fga™ vs WT mice infected with SARS-CoV-2 Beta by unbiased transcriptomics.

Supplementary Table 5. Related to Fig. 2, Significantly altered pathways in lungs from
Fga~ vs WT mice infected with SARS-CoV-2 Beta by unbiased GSEA pathway analysis.

Supplementary Table 6. Related to Fig. 3, Significant differentially expressed genes (DEG)
from bulk RNA-seq analysis of NK cells stimulated with fibrin in vitro.



Supplementary Table 7. Related to Fig. 3, Significant pathways of bulk RNA-seq of NK
cells stimulated with fibrin in vitro determined by GSEA analysis.

Supplementary Table 8. Related to Fig. 3c and Extended Data Fig. 7¢c, Kinase activities
sheet and Phosphorylation site statistics sheet.

Supplementary Table 9. Related to Fig. 3c, Kinase activities in fibrin-stimulated NK cells.

Supplementary Table 10. Related to Extended Data Fig. 7b, Phosphorylation sites in fibrin-
stimulated NK cells.

Supplementary Table 11. Related to Fig. 3e and Extended Data Fig. 8, NK1.1 antibody
treatment in SARS-CoV-2 Beta-infected WT, Fga™, or Fgg"*?>3°®A mice.

Supplementary Table 12. Related to COVID models utilized in this study.

Supplementary Table 13. Related to Fig 5 and Extended Data Fig. 10, 11,12 Fibrin antibody
treatment in WT mice infected with SARS-CoV-2 Beta, K18-hACE2 mice infected with SARS-
CoV-2 B.1.617.2 Delta, or WT mice injected with Spike PVs.

Supplementary Table 14. Related to Fig. 5m, Significant differentially expressed genes
(DEG) in brains from K18-hACE2 mice infected with Delta and treated with fibrin antibody.

Supplementary Table 15. Related to Extended Data Fig. 12e, Significant gene pathways in
brains from K18-hACE2 mice infected with Delta and treated with fibrin antibody by
clusterProfiler.



Supplementary Figure 1. Uncut gels
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IB Images corresponding to Extended Data Fig.9c, bottom
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Data Fig. 9b: The immune blot was performed with

the sequential incubation of the following antibodies: anti-Spike, anti-p24 Gag (detecting

p55), and anti-Vpr.
IB images corresponding to Extended

IB images corresponding to Extended

Data Fig. 9c (top): Lanes 1, 5, 9: protein markers.

Data Fig. 9c (bottom): Lanes 1, 6, 11: protein markers.

Spike PVs co-immunoprecipitated with fibrinogen were confirmed using two virus concentrations

in lanes 9 and 10.



Supplementary Figure 2. Gating Strategy
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