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Statistics
Forallstatisticalanalyses,confirmthatthefollowingitemsarepresentininthefigurelegend,tablelegend,maintext,ororMethodssection.

n/aConfirmed

Theexactsamplesize(n)foreachexperimentalgroup/condition,givenasasadiscretenumberandunitofofmeasurement

Astatementononwhethermeasurementsweretakenfromdistinctsamplesororwhetherthesamesamplewasmeasuredrepeatedly

Thestatisticaltest(s)usedANDwhethertheyareone-orortwo-sided
Only common tests should be described solely by name; describe more complex techniques in the Methods section.

Adescriptionofofallcovariatestested

Adescriptionofofanyassumptionsororcorrections,suchasastestsofofnormalityandadjustmentformultiplecomparisons

Afulldescriptionofofthestatisticalparametersincludingcentraltendency(e.g.means)ororotherbasicestimates(e.g.regressioncoefficient)
ANDvariation(e.g.standarddeviation)ororassociatedestimatesofofuncertainty(e.g.confidenceintervals)

Fornullhypothesistesting,theteststatistic(e.g.F,t,r)withconfidenceintervals,effectsizes,degreesofoffreedomandPvaluenoted
Give P values as exact values whenever suitable.

ForBayesiananalysis,informationononthechoiceofofpriorsandMarkovchainMonteCarlosettings

Forhierarchicalandcomplexdesigns,identificationofoftheappropriatelevelfortestsandfullreportingofofoutcomes

Estimatesofofeffectsizes(e.g.Cohen'sd,Pearson'sr),),indicatinghowtheywerecalculated

Our web collection on statistics for biologists contains articles on many of the points above.
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Thefluorescencesignalwasdetectedusingaconfocalmicroscopy(LSM710,Zeiss).
ImagesfromimmunoblottingwerecollectedwithMolecularlmager®ChemiDoc™MXRS+(Bio-Rad).
Theluciferaseactivitywasdetectedusingalow-lightcooledcharge-coupleddeviceimagingapparatus(NightOWLIIIILB983withIndiGO
softwareversion2.0.4.0).
TheluciferaseactivitywasmeasuredusingaGLO-MAX20/20luminometer(Promega).
Bio-RadCFX96withCFXMaestro1.1softwarewasusedininqRT-PCRanalysis.
Forendogenousphytohormonequantification,JAJAanalysiswasperformedononamassspectrometer(UPLC1290-MS/MS6495).
EASY-nLC1200liquidchromatographysystemandaC18columncoupledwithaThermoFusionLumosmassspectrometerwereusedtoto
conductIP-LC-MS/MSassays.
TheMSTassayswereperformedononaMicroscaleThermophoresisMonolithNT.115instrument(NanoTemperTechnologies,Munich,
Germany).
BioTekCytation5wasusedtotoquantifytheH2O2levelstogetherwiththeAmplexRedHydrogenPeroxide/PeroxidaseAssayKit.

Imageanalysis:ImageJ(version1.45).
Statisticalanalysis:GraphPadPrism(version7.0).
Phylogenetictree:MEGA11.
Conservedmotifanalysis:onlineMEMEwebsite(http://meme-suite.org/tools/meme).
Rawsequencedataqualitycontrol:FastQCsoftware(version0.12.0).
TheLCLC‒MS/MSresultswereprocessedviaProteomeDiscoverer2.2software.
MSTdataanalyseswereperformedusingtheMO.Affinityanalysis3software.
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Formanuscriptsutilizingcustomalgorithmsorsoftwarethatarecentraltotheresearchbutnotyetdescribedinpublishedliterature,softwaremustbemadeavailabletoeditorsand
reviewers.Westronglyencouragecodedepositioninacommunityrepository(e.g.GitHub).SeetheNaturePortfolioguidelinesforsubmittingcode&softwareforfurtherinformation.

Data
Policyinformationaboutavailabilityofdata
Allmanuscriptsmustincludeadataavailabilitystatement.Thisstatementshouldprovidethefollowinginformation,whereapplicable:
-Accessioncodes,uniqueidentifiers,orweblinksforpubliclyavailabledatasets
-Adescriptionofanyrestrictionsondataavailability
-Forclinicaldatasetsorthirdpartydata,pleaseensurethatthestatementadherestoourpolicy

Researchinvolvinghumanparticipants,theirdata,orbiologicalmaterial
Policyinformationaboutstudieswithhumanparticipantsorhumandata.Seealsopolicyinformationaboutsex,gender(identity/presentation),
andsexualorientationandrace,ethnicityandracism.

Reportingonsexandgender

Reportingonrace,ethnicity,or
othersociallyrelevantgroupings

Populationcharacteristics

Recruitment

Ethicsoversight

Notethatfullinformationontheapprovalofthestudyprotocolmustalsobeprovidedinthemanuscript.

Field-specificreporting
Pleaseselecttheonebelowthatisthebestfitforyourresearch.Ifyouarenotsure,readtheappropriatesectionsbeforemakingyourselection.

Lifesciences Behavioural&socialsciences Ecological,evolutionary&environmentalsciences
Forareferencecopyofthedocumentwithallsections,seenature.com/documents/nr-reporting-summary-flat.pdf

Lifesciencesstudydesign
Allstudiesmustdiscloseonthesepointsevenwhenthedisclosureisnegative.

Samplesize

Dataexclusions

Replication

Randomization

Blinding

Reportingforspecificmaterials,systemsandmethods

Sequenceanalysis:SnapGene(version4.1.9).

Allsourcedataassociatedwiththisworkareavailableaspartofthemanuscript’ssupplementaryinformationorasdetailedbelow.OsRBRL(LOC_Os03g42760),
OsRBRL-like(LOC_Os03g42780),OsNINJA1(LOC_Os03g11550),OsNINJA2(LOC_Os07g41160),OsNINJA3(LOC_Os03g30570),OsNINJA4(LOC_Os05g48500)are
availablefromtheRiceGenomeAnnotationProjectDatabase(https://rice.uga.edu/).RNA-seqrawdatahavebeendepositedattheGenomeSequenceArchivein
NationalGenomicsDataCenter,ChinaNationalCenterforBioinformation/BeijingInstituteofGenomics,ChineseAcademyofSciences(GSAaccession:CRA020855)
thatarepubliclyaccessibleathttps://ngdc.cncb.ac.cn/gsa.UncroppedimmunoblottingimagesareprovidedinSupplementaryFig.1.
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Thesamplesizeandtheresultsofstatisticalanalysesaredescribedintherelevantfiguresormethodsection.Samplesizewasdetermined
basedonexperimentaltrialsandpreviouspublicationsonsimilarexperiments(Yangetal.,2020,CellHost&Microbe,28,89-103;Wangetal.,
2020,NatureCommunications,11,5830;Yaoetal.,2022,ScienceAdvances,8,eabm0660;Yaoetal.,2019,MolecularPlant,12,1114-1122;
Wuetal.,2017,NaturePlants,3,16203;Wangetal.,2014,NatureCommunications,5,4768).

Thereisapre-establishedcriteria.Fortheseexperimentswealwayschosetheplantsinthesamegrowthstatustoanalysisinfectionrates,
genesexpressions,hormonecontentsandsoon.Otherplantswillbeexcluded.

Allexperimentswererepeatedatleasttwoorthreetimes,andthenumberofindependentexperimentsorbiologicalreplicatesisindicatedin
thefigurelegends.

Allsampleswerearrangedrandomlyintoexperimentalgroups.Plantsforexperimentsweregrownsidebysidetominimizeunexpected
environmentalvariationsduringgrowth.

Fordifferentricelinesexperiments,wefirstlynumberedtheselinesbyonepartnerandthefollowinganalysisweredonebyothermembers
toavoidsubjectiveinfluence.Forexample,thevirus-infectionassay,differentricelineswerenumberedatfirst,theinvestigatorwasblinded
tothegroupallocationduringtheexperimentsincludingtheinoculationofviruliferoussmallbrownplanthopper,theinfectionratesstatistics,
andvirusRNAsqRT-PCRanalysis.
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Werequireinformationfromauthorsaboutsometypesofmaterials,experimentalsystemsandmethodsusedinmanystudies.Here,indicatewhethereachmaterial,
systemormethodlistedisrelevanttoyourstudy.Ifyouarenotsureifalistitemappliestoyourresearch,readtheappropriatesectionbeforeselectingaresponse.

Materials&experimentalsystems
n/aInvolvedinthestudy

Antibodies

Eukaryoticcelllines

Palaeontologyandarchaeology

Animalsandotherorganisms

Clinicaldata

Dualuseresearchofconcern

Plants

Methods
n/aInvolvedinthestudy

ChIP-seq

Flowcytometry

MRI-basedneuroimaging

Antibodies
Antibodiesused
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anti-CM-LOX2(custom-developedbyABclonal®Technology,China,generatedinYangetal.,2020,CellHost&Microbe,DOI:
10.1016/j.chom.2020.05.001,andwaspreservedbyourlaboratory);
anti-AOS2(custom-developedbyABclonal®Technology,China,generatedinYangetal.,2020,CellHost&Microbe,DOI:10.1016/
j.chom.2020.05.001,andwaspreservedbyourlaboratory);
anti-RSVCP(providedbyDr.JianxiangWufromZhejiangUniversity,generatedinFuetal.,2018,MolecularPlant,DOI:10.1016/
j.molp.2017.11.011);
anti-RDVP2(custom-developedbyABclonal®Technology,China,generatedinJinetal.,2016,PLoSPathogens,DOI:10.1371/
journal.ppat.1005847,andwaspreservedbyourlaboratory);
anti-AGO18(custom-developedbyABclonal®Technology,China,generatedinWuetal.,2015,eLife,DOI:10.7554/eLife.05733,and
waspreservedbyourlaboratory);
anti-AO(custom-developedbyIntegratedR&DServices-WuXiAppTec,generatedinWuetal.,2017,NaturePlants,DOI:10.1038/
nplants.62016.203,andwaspreservedbyourlaboratory);
anti-RBRL(custom-developedbyABclonal®Technology,China,generatedinthisstudy);
anti-NINJA3(custom-developedbyABclonal®Technology,China,generatedinthisstudy);
anti-MYC(ABclonal,Wuhan,China,Cat#AE010);
anti-HA(ABclonal,Wuhan,China,Cat#AE008);
anti-GFP/YFP(ABclonal,Wuhan,China,Cat#AE012);
anti-GST(ABclonal,Wuhan,China,Cat#AE001);
anti-MBP(ABclonal,Wuhan,China,Cat#AE016);
anti-FLAG(TransGenBiotech,Beijing,China,Cat#HT201);
anti-S(EarthOx,Cat#E022130);
anti-OsFBPA(BeijingProteinInnovation,Beijing,China,Cat#AbP80247-A-SE);
anti-HistoneH3(Abcam,Cat#ab1791);
anti-cLUC(Sigma-Aldrich,America,Cat#L2164);
anti-Actin(CWBIO,Beijing,China,Cat#CW0096M);
anti-PAG1(generatedinHanetal.,2019,NewPhytologist,DOI:10.1111/nph.15471,andwaspreservedbyourlaboratory).

Validationstatementsandexperimentscanbeobtainedfromthefollowingwebsitesandpublications:
Anti-CM-LOX2(DOI:10.1016/j.chom.2020.05.001),species:Oryzasativasubsp.japonica,application:immunoblotting;
anti-AOS2(DOI:10.1016/j.chom.2020.05.;01),species:Oryzasativasubsp.japonica,application:immunoblotting;
anti-RSVCP(DOI:10.1016/j.chom.2020.05.001),species:Ricestripevirus,application:immunoblottingandimmunoprecipitation;
anti-RDVP2(DOI:10.1093/mp/ssu007),species:Ricedwarfvirus,application:immunoblotting;
anti-AGO18(DOI:10.7554/eLife.05733),species:Oryzasativasubsp.japonica,application:immunoblotting;
anti-AO(DOI:10.1038/nplants.62016.203),species:Oryzasativasubsp.japonica,application:immunoblotting;
anti-RBRL(generatedinthisstudy),species:Oryzasativasubsp.japonica,application:immunoblotting;
anti-NINJA3(generatedinthisstudy),species:Oryzasativasubsp.japonica,application:immunoblotting;
anti-MYC(https://abclonal.com.cn/catalog/AE010),application:immunoblotting;
anti-HA(https://abclonal.com.cn/catalog/AE008),application:immunoblotting;
anti-GFP/YFP(https://abclonal.com.cn/catalog/AE012),application:immunoblotting;
anti-GST(https://abclonal.com.cn/catalog/AE001),application:immunoblotting;
anti-MBP(https://abclonal.com.cn/catalog/AE016),application:immunoblotting;
anti-FLAG(https://www.transgen.com/antibody_tag/371.html),application:immunoblotting;
anti-S(EarthOx,Cat#E022130,https://earthox.net/product-category/life-science-products/antibodies/),application:immunoblotting;
anti-OsFBPA(http://www.proteomics.org.cn/product/818.html),species:Oryzasativasubsp.japonica,application:immunoblotting;
anti-HistoneH3(https://www.abcam.cn/products/primary-antibodies/histone-h3-antibody-nuclear-marker-and-chip-grade-
ab1791.html),species:Oryzasativasubsp.japonica,application:immunoblotting;
anti-cLUC(https://www.sigmaaldrich.cn/CN/zh/product/sigma/l2164),application:immunoblotting;
anti-Actin(https://www.cwbio.com/goods/index/id/10113),species:Oryzasativasubsp.japonicaandNicotianabenthamiana,
application:immunoblotting.
anti-PAG1(DOI:10.1111/nph.15471),species:Oryzasativasubsp.japonicaandArabidopsisthaliana,application:immunoblotting.
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Dualuseresearchofofconcern
Policyinformationaboutdualuseresearchofofconcern

Hazards
Couldtheaccidental,deliberateororrecklessmisuseofofagentsorortechnologiesgeneratedininthework,orortheapplicationofofinformationpresented
ininthemanuscript,poseathreatto:

NoNo Yes

Publichealth

Nationalsecurity

Cropsand/orlivestock

Ecosystems

Anyothersignificantarea

Experimentsofofconcern

Doestheworkinvolveanyofoftheseexperimentsofofconcern:

NoNo Yes
Demonstratehowtotorenderavaccineineffective

Conferresistancetototherapeuticallyusefulantibioticsororantiviralagents

Enhancethevirulenceofofapathogenororrenderanonpathogenvirulent

Increasetransmissibilityofofapathogen

Alterthehostrangeofofapathogen

Enableevasionofofdiagnostic/detectionmodalities

Enabletheweaponizationofofabiologicalagentorortoxin

Anyotherpotentiallyharmfulcombinationofofexperimentsandagents

Novelplantgenotypes

Seedstocks

Authentication

Plants
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TheoverexpressionricelinesofofOsRBRL,RSVCP,OsNINJA2andOsNINJA3weregeneratedthroughtransgenicmethods.The
knockoutricelinesofofOsRBRL,OsNINJA1,OsNINJA2andOsNINJA3weregeneratedusingCRISPR/Cas9.

Thewild-typeNPBwerepreservedbybyourlaboratory.Thewild-typeDJDJwasprovidedbybyDr.LizhongXiongfromtheNationalKey
LaboratoryofofCropGeneticImprovement,HubeiHongshanLaboratory,HuazhongAgriculturalUniversity.

Thecoi1-13mutantwasidentifiedthroughqRT‒PCRandphenotypicobservation,whichisisconsistentwithpriorreports.Thejamyb
mutantwasidentifiedbybysequencing,asaspreviouslydescribed.Theninja1(modd-2)mutantwasidentifiedbybygenotypingusinggene-
specificandT-DNA-specificprimersasasdescribedpreviously.ThericelinesoverexpressingOsRBRL,RSVCP,andOsNINJA3were
verifiedbybyimmunoblotting.Thegenome-editedmutantswereconfirmedbybysequencingandanalyzedusingSnapGene(https://
www.snapgene.com).


