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Sl Fig. 1 | Uncropped gels. The region highlighted by the red dashed rectangle is shown in the Main and Extended
Figures with contrast adjustments. a, Uncropped native PAGE gels for Fig. 5k and Extended Data Fig. 7j. The right

panels displaying the Hpall and Mspl cleaved products, were used for the quantification of aborted base-excision

repair (BER) in Fig. 5l in the main text.



S| Fig. 1

iPSC iNeuron WT sgTDG

WT sgDNMT1  WT  sgDNMT1

- e - -
T ] 1
| -
| —
Mgy ¥ 2§ 3
~191 kDa ~ 51 kDa -lr__ ,,,,, :
—— I —
L b §
N— e -

P ——
~ 39 kDa ‘L-—‘

|
|
T oy em——— ) Tubulin —
| ‘
777777 — — ‘7 .

d e
iAo WT  sgXRCC1
WT c40 c13 c136
~191kDa e
—
—-— Lig4
~64KDa - — A
| — . XRCCH1
~64 kDa A g
S
— ey e—— i
~39KkDa  wwt o we Actin
~51kDa W

Sl Fig. 1 | Uncropped gels. The region highlighted by the red dashed rectangle is shown in the Main and Extended
Figures with contrast adjustments. b,c, Western blots for Extended Data Fig. 1f to measure the knockdown
efficiency of DNMT1 and TDG in iNeurons. d, Western blots for Extended Data Fig. 4g to validate the knockout of

LIG4 in iNeurons. e, Western blots for Extended Data Fig. 7n to measure the knockdown efficiency of XRCC1 in
iPSCs.
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Sl Fig. 1 | Uncropped gels. The region highlighted by the red dashed rectangle is shown in the Main and
Extended Figures with contrast adjustments. f, Uncropped native PAGE gels for Extended Data Fig. 7k.
g, Uncropped native PAGE gels for Extended Data Fig. 71.
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2 | Flow cytometry gating strategy. a, Flow cytometry gating strategy for Fig. 4b in the main text. b, Flow cytometry
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Sl Fig. 2 | Flow cytometry gating strategy. c, Flow cytometry gating strategy for Fig. 5f in the main text. d, Flow cytometry
gating strategy for Fig. 5g in the main text. PB450: DAPI; FITC: NeuN; APC: ITPR1; PE: gamma H2AX.
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Sl Fig. 2 | Flow cytometry gating strategy. e, Flow cytometry gating strategy for Extended Data Fig. 5a (Examples
demonstrating the flow cytometry profile shown in Fig. 4c). f, Flow cytometry gating strategy for Extended Data Fig. 5f. g,
Flow cytometry gating strategy for Extended Data Fig. 6¢ (Examples demonstrating the flow cytometry profile shown in
Extended Data Fig. 6d).
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Sl Fig. 2 | Flow cytometry gating strategy. i, Flow cytometry gating strategy for Extended Data Fig. 6e.





