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£/22319 2.19e-02 -

MYCN.H12CORE.1.M.C

Feature: f/26682 vs Motif: MYCN.H12CORE.1.M.C (Rank 1)

No significant hit
(g =2.11e-02 = 0.01)

/26682 2.11e-02 -
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TF Motif

SAE feature

g-value

Strand Sequence Logo Plot

/25900

3.03e-02

Feature: f/25900 vs Motif: MYCN.H12CORE.1.M.C (Rank 2)

No significant hit
(g = 3.03e-02 = 0.01)

/1513

3.66e-02

Feature: f/1513 vs Motif: MYCN.H12CORE.1.M.C (Rank 3)

No significant hit
(q = 3.66e-02 = 0.01)

ZN273.H12CORE.O0.P.C

/8055

2.18e-02

Feature: f/8055 vs Motif: ZN273.H12CORE.0.P.C (Rank 1)

No significant hit
(q = 2.18e-02 > 0.01)

/4339

2.30e-02

Feature: /4339 vs Motif: ZN273.H12CORE.0.P.C (Rank 2)

No significant hit
(q = 2.30e-02 = 0.01)

/7039

2.66e-02

Feature: /7039 vs Motif: ZN273.H12CORE.0.P.C (Rank 3)

No significant hit
(q = 2.66e-02 = 0.01)

ZSC31.H12CORE.0.P.C

/9425

2.61e-02

Feature: f/9425 vs Motif: ZSC31.H12CORE.O0.P.C (Rank 1)

No significant hit
(q = 2.61e-02 = 0.01)

£/859

2.92e-02

Feature: f/859 vs Motif: ZSC31.H12CORE.0.P.C (Rank 2)

No significant hit
(q = 2.92e-02 = 0.01)

/24190

3.48e-02

Feature: f/24190 vs Motif: ZSC31.H12CORE.0.P.C (Rank 3)

No significant hit
(q = 3.48¢-02 = 0.01)
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TF Motif

SAE feature

g-value

Strand

Sequence Logo Plot

ZN587.H12CORE.O0.P.C

/28692

3.02e-02

Feature: f/28692 vs Motif: ZN587.H12CORE.0.P.C (Rank 1)

No significant hit
(q = 3.02e-02 = 0.01)

/658

3.62e-02

Feature: f/658 vs Motif: ZN587.H12CORE.0.P.C (Rank 2)

No significant hit
(q = 3.62e-02 > 0.01)

£/2270

3.74e-02

Feature: f/2270 vs Motif: ZN587.H12CORE.0.P.C (Rank 3)

No significant hit
(q = 3.74e-02 = 0.01)

LRRF1.H12CORE.0.P.B

/24847

3.14e-02

Feature: f/24847 vs Motif: LRRF1.H12CORE.O0.P.B (Rank 1)

No significant hit
(g = 3.14e-02 = 0.01)

/740

5.61e-02

Feature: f/740 vs Motif: LRRF1.H12CORE.O0.P.B (Rank 2)

No significant hit
(g = 5.61le-02 = 0.01)

£/11395

8.19e-02

Feature: f/11395 vs Motif: LRRF1.H12CORE.O0.P.B (Rank 3)

No significant hit
(q = 8.19e-02 = 0.01)

EGR1.H12CORE.O.PS.A

/25023

3.22e-02

Feature: f/25023 vs Motif: EGR1.H12CORE.0.PS.A (Rank 1)

No significant hit
(q = 3.22e-02 = 0.01)

/10207

3.46e-02

Feature: f/10207 vs Motif: EGR1.H12CORE.0.PS.A (Rank 2)

No significant hit
(q = 3.46e-02 = 0.01)
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TF Motif SAE feature g-value Strand Sequence Logo Plot

Feature: f/14022 vs Motif: EGR1.H12CORE.0.PS.A (Rank 3)

No significant hit
(q = 4.64e-02 = 0.01)

/14022 4.64e-02 +

Feature: f/12968 vs Motif: ZIC1.H12CORE.2.S.B (Rank 1)

ZIC1.H12CORE.2.S.B

No significant hit
(q = 3.36e-02 = 0.01)

£/12968 3.36e-02 +

Feature: f/18173 vs Motif: ZIC1.H12CORE.2.S.B (Rank 2)

No significant hit
(q = 5.13e-02 = 0.01)

£/18173 5.13e-02 +

Feature: f/18193 vs Motif: ZIC1.H12CORE.2.S.B (Rank 3)

No significant hit
(q = 6.03e-02 = 0.01)

£/18193 6.03e-02 -

Feature: f/7291 vs Motif: ZN534.H12CORE.1.P.C (Rank 1)

ZN534.H12CORE.1.P.C

No significant hit
(q = 3.37e-02 = 0.01)

/7291 3.37e-02 -

Feature: f/24599 vs Motif: ZN534.H12CORE.1.P.C (Rank 2)

No significant hit
(g = 3.69e-02 = 0.01)

/24599 3.69e-02 -

Feature: f/1381 vs Motif: ZN534.H12CORE.1.P.C (Rank 3)

No significant hit
(q = 4.00e-02 = 0.01)

/1381 4.00e-02 -

Feature: f/19497 vs Motif: TFEC.H12CORE.1.SM.B (Rank 1)

TFEC.H12CORE.1.SM.B

No significant hit
(g = 3.63e-02 = 0.01)

£/19497 3.63e-02 +
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TF Motif

SAE feature

g-value

Strand Sequence Logo Plot

/30134

1.12e-01

Feature: f/30134 vs Motif: TFEC.H12CORE.1.SM.B (Rank 2)

No significant hit
(g =1.12e-01 = 0.01)

£/23979

1.81e-01

Feature: f/23979 vs Motif: TFEC.H12CORE.1.SM.B (Rank 3)

No significant hit
(g =1.81e-01 = 0.01)

ZN765.H12CORE.0.P.C

£/28335

3.86e-02

Feature: f/28335 vs Motif: ZN765.H12CORE.0.P.C (Rank 1)

No significant hit
(q = 3.86e-02 > 0.01)

£/859

1.43e-01

Feature: /859 vs Motif: ZN765.H12CORE.0.P.C (Rank 2)

No significant hit
(g = 1.43e-01 = 0.01)

/20824

1.82e-01

Feature: f/20824 vs Motif: ZN765.H12CORE.0.P.C (Rank 3)

No significant hit
(q = 1.82e-01 = 0.01)

ZN682.H12CORE.0.P.B

/2350

4.10e-02

Feature: f/2350 vs Motif: ZN682.H12CORE.0.P.B (Rank 1)

No significant hit
(q = 4.10e-02 = 0.01)

£/8380

4.31e-02

Feature: f/8380 vs Motif: ZN682.H12CORE.0.P.B (Rank 2)

No significant hit
(q = 4.31e-02 = 0.01)

/27024

4.50e-02

Feature: f/27024 vs Motif: ZN682.H12CORE.0.P.B (Rank 3)

No significant hit
(q = 4.50e-02 = 0.01)
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TF Motif

SAE feature g-value Strand Sequence Logo Plot

ZIC5.H12CORE.O.P.B

Feature: f/2 vs Motif: ZIC5.H12CORE.0.P.B (Rank 1)

No significant hit
(q = 4.23e-02 > 0.01)

/2 4.23e-02 -

Feature: f/9425 vs Motif: ZIC5.H12CORE.0.P.B (Rank 2)

No significant hit
(q = 5.00e-02 = 0.01)

£/9425 5.00e-02 -

Feature: f/12968 vs Motif: ZIC5.H12CORE.O0.P.B (Rank 3)

No significant hit
(q = 5.16e-02 = 0.01)

£/12968 5.16e-02 +

HINFP.H12CORE.O.P.B

Feature: f/13727 vs Motif: HINFP.H12CORE.O.P.B (Rank 1)

No significant hit
(q = 4.26e-02 = 0.01)

£/13727 4.26e-02 +

Feature: f/20926 vs Motif: HINFP.H12CORE.O.P.B (Rank 2)

No significant hit
(g = 5.51e-02 = 0.01)

£/20926 5.51e-02 -

Feature: f/32541 vs Motif: HINFP.H12CORE.O.P.B (Rank 3)

No significant hit
(q = 6.87e-02 = 0.01)

/32541 6.87e-02 +

E2F8.H12CORE.0.P.C

Feature: f/13237 vs Motif: E2F8.H12CORE.0.P.C (Rank 1)

No significant hit
(q = 4.29e-02 = 0.01)

/13237 4.29e-02 +

Feature: f/32458 vs Motif: E2F8.H12CORE.O0.P.C (Rank 2)

No significant hit
(q = 4.56e-02 = 0.01)

/32458 4.56e-02 -
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TF Motif SAE feature g-value Strand Sequence Logo Plot

Feature: f/23885 vs Motif: E2F8.H12CORE.O0.P.C (Rank 3)

No significant hit
(g =5.16e-02 = 0.01)

/23885 5.16e-02 -

Feature: f/5164 vs Motif: ZN778.H12CORE.0.P.C (Rank 1)

ZN778 H12CORE.O0.P.C

No significant hit
(q = 4.55e-02 = 0.01)

f/5164 4.55e-02 +

Feature: f/22851 vs Motif: ZN778.H12CORE.0.P.C (Rank 2)

No significant hit
(q = 6.93e-02 = 0.01)

/22851 6.93e-02 +

Feature: /24390 vs Motif: ZN778.H12CORE.0.P.C (Rank 3)

No significant hit
(q = 7.04e-02 = 0.01)

£/24390 7.04e-02 +

Feature: f/12431 vs Motif: ZIC1.H12CORE.O0.P.B (Rank 1)

ZIC1.H12CORE.O.P.B

No significant hit
(g = 5.30e-02 = 0.01)

/12431 5.30e-02 +

Feature: f/25365 vs Motif: ZIC1.H12CORE.O0.P.B (Rank 2)

No significant hit
(g = 5.50e-02 = 0.01)

/25365 5.50e-02 -

Feature: f/9425 vs Motif: ZIC1.H12CORE.0.P.B (Rank 3)

No significant hit
(g = 5.60e-02 = 0.01)

£/9425 5.60e-02 -

Feature: f/18173 vs Motif: ZIC5.H12CORE.2.5.C (Rank 1)

ZIC5.H12CORE.2.S.C

No significant hit
(g = 5.64e-02 = 0.01)

£/18173 5.64e-02 +
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TF Motif SAE feature g-value Strand Sequence Logo Plot

Feature: f/29950 vs Motif: ZIC5.H12CORE.2.5.C (Rank 2)

No significant hit
(g = 6.15e-02 = 0.01)

£/29950 6.15e-02 -

Feature: f/17584 vs Motif: ZIC5.H12CORE.2.S.C (Rank 3)

No significant hit
(q =8.67e-02 = 0.01)

£/17584 8.67e-02 +

Feature: f/24390 vs Motif: ZN141.H12CORE.O0.P.C (Rank 1)

ZN141.H12CORE.O0.P.C

No significant hit
(q = 6.63e-02 > 0.01)

/24390 6.63e-02 -

Feature: f/25023 vs Motif: ZN141.H12CORE.0.P.C (Rank 2)

No significant hit
(q = 7.60e-02 = 0.01)

/25023 7.60e-02 -

Feature: f/1381 vs Motif: ZN141.H12CORE.0.P.C (Rank 3)

No significant hit
(q = 7.72e-02 = 0.01)

/1381 7.72e-02 +

Feature: f/11733 vs Motif: TYY1.H12CORE.0.PSM.A (Rank 1)

TYY1.H12CORE.O0.PSM.A

No significant hit
(q = 7.25e-02 = 0.01)

£/11733 7.25e-02 +

Feature: f/26729 vs Motif: TYY1.H12CORE.0.PSM.A (Rank 2)

No significant hit
(q = 7.67e-02 = 0.01)

/26729 7.67e-02 -

Feature: f/28155 vs Motif: TYY1.H12CORE.0.PSM.A (Rank 3)

No significant hit
(q = 1.11e-01 = 0.01)

/28155 1.11e-01 -
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TF Motif SAE feature g-value Strand Sequence Logo Plot

Feature: f/17555 vs Motif: ZN304.H12CORE.O0.P.C (Rank 1)

ZN304.H12CORE.O0.P.C

No significant hit
(q = 8.56e-02 = 0.01)

/17555 8.56e-02 -

Feature: f/32623 vs Motif: ZN304.H12CORE.O0.P.C (Rank 2)

No significant hit
(q =9.11e-02 = 0.01)

/32623 9.11e-02 -

Feature: f/10228 vs Motif: ZN304.H12CORE.0.P.C (Rank 3)

No significant hit
(q = 1.29e-01 = 0.01)

£/10228 1.29e-01 -

Feature: f/4295 vs Motif: ZN449.H12CORE.0.P.B (Rank 1)

ZN449.H12CORE.0.P.B

No significant hit
(q = 8.62e-02 = 0.01)

/4295 8.62e-02 +

Feature: f/6537 vs Motif: ZN449.H12CORE.0.P.B (Rank 2)

No significant hit
(g =1.51e-01 = 0.01)

£/6537 1.51e-01 -

Feature: f/27024 vs Motif: ZN449.H12CORE.O0.P.B (Rank 3)

No significant hit
(g = 1.76e-01 = 0.01)

/27024 1.76e-01 +

Feature: f/11733 vs Motif: ZFP42.H12CORE.0.PM.A (Rank 1)

ZFP42.H12CORE.0.PM.A

No significant hit
(q = 1.03e-01 = 0.01)

£/11733 1.03e-01 -

Feature: f/28155 vs Motif: ZFP42.H12CORE.0.PM.A (Rank 2)

No significant hit
(q = 1.10e-01 = 0.01)

/28155 1.10e-01 +
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(Continued from previous page)

TF Motif SAE feature g-value Strand Sequence Logo Plot

Feature: f/19070 vs Motif: ZFP42.H12CORE.0.PM.A (Rank 3)

No significant hit
(g =1.27e-01 = 0.01)

£/19070 1.27e-01 -

Feature: f/740 vs Motif: KAISO.H12CORE.1.P.B (Rank 1)

KAISO.H12CORE.1.P.B
(@ 1561 S Do)

/740 1.19e-01 -

Feature: f/4037 vs Motif: KAISO.H12CORE.1.P.B (Rank 2)

No significant hit
(q = 1.65e-01 = 0.01)

/4037 1.65e-01 +

Feature: /16451 vs Motif: KAISO.H12CORE.1.P.B (Rank 3)

No significant hit
(g =1.77e-01 = 0.01)

£/16451 1.77e-01 +

Feature: f/19070 vs Motif: TYY2.H12CORE.1.SM.B (Rank 1)

TYY2.H12CORE.1.SM.B

No significant hit
(g =1.27e-01 = 0.01)

£/19070 1.27e-01 +

Feature: f/24447 vs Motif: TYY2.H12CORE.1.SM.B (Rank 2)

No significant hit
(g = 1.31e-01 = 0.01)

/24447 1.31e-01 +

Feature: f/11733 vs Motif: TYY2.H12CORE.1.SM.B (Rank 3)

No significant hit
(q = 2.09e-01 = 0.01)

£/11733 2.09e-01 +

Feature: f/2 vs Motif: ZIC5.H12CORE.1.M.C (Rank 1)

ZIC5.H12CORE.1.M.C No significant hit
(g = 2.00e-01 = 0.01)

f/2 2.00e-01 -
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(Continued from previous page)

TF Motif SAE feature g-value Strand Sequence Logo Plot

Feature: f/9425 vs Motif: ZIC5.H12CORE.1.M.C (Rank 2)

No significant hit
(g =2.10e-01 = 0.01)

£/9425 2.10e-01 -

Feature: f/12968 vs Motif: ZIC5.H12CORE.1.M.C (Rank 3)

No significant hit
(g =3.18e-01 = 0.01)

/12968 3.18e-01 +

Feature: f/16451 vs Motif: KAISO.H12CORE.0.P.B (Rank 1)

KAISO.H12CORE.O.P.B

No significant hit
(q = 2.25e-01 = 0.01)

£/16451 2.25e-01 +

Feature: f/740 vs Motif: KAISO.H12CORE.0.P.B (Rank 2)

No significant hit
(g = 3.08e-01 = 0.01)

/740 3.08e-01 -

Feature: f/2822 vs Motif: KAISO.H12CORE.0.P.B (Rank 3)

No significant hit
(q = 4.59e-01 = 0.01)

/2822 4.5%-01 -

Feature: f/1543 vs Motif: CENPB.H12CORE.0.S.B (Rank 1)

CENPB.H12CORE.0.S.B

No significant hit
(q = 2.46e-01 = 0.01)

/1543 2.46e-01 -

Feature: f/31170 vs Motif: CENPB.H12CORE.0.S.B (Rank 2)

No significant hit
(q = 2.94e-01 = 0.01)

£/31170 2.94e-01 +

Feature: f/4631 vs Motif: CENPB.H12CORE.0.S.B (Rank 3)

No significant hit
(g = 3.35e-01 = 0.01)

/4631 3.35e-01 -
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TF Motif

SAE feature g-value Strand Sequence Logo Plot

GCM2.H12CORE.0.SM.B

Feature: f/1205 vs Motif: GCM2.H12CORE.0.SM.B (Rank 1)

No significant hit
(q = 2.67e-01 = 0.01)

/1205 2.67e-01 -

Feature: f/31170 vs Motif: GCM2.H12CORE.0.SM.B (Rank 2)

No significant hit
(q = 3.01e-01 = 0.01)

£/31170 3.01e-01 +

Feature: f/23526 vs Motif: GCM2.H12CORE.0.SM.B (Rank 3)

No significant hit
(q = 3.17e-01 = 0.01)

/23526 3.17e-01 +

E2F3.H12CORE.1.SM.B

Feature: f/15981 vs Motif: E2F3.H12CORE.1.SM.B (Rank 1)

No significant hit
(q = 3.66e-01 = 0.01)

/15981 3.66e-01 -

Feature: f/20806 vs Motif: E2F3.H12CORE.1.SM.B (Rank 2)

No significant hit
(q = 4.33e-01 = 0.01)

£/20806 4.33e-01 +

Feature: f/10294 vs Motif: E2F3.H12CORE.1.SM.B (Rank 3)

No significant hit
(q = 4.55e-01 = 0.01)

£/10294 4.55e-01 -

E2F7.H12CORE.0.S.C

Feature: f/20806 vs Motif: E2F7.H12CORE.0.S.C (Rank 1)

No significant hit
(q = 4.45e-01 = 0.01)

/20806 4.45e-01 -

Feature: f/707 vs Motif: E2F7.H12CORE.0.S.C (Rank 2)

No significant hit
(q = 7.89e-01 = 0.01)

/707 7.89e-01 -
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TF Motif SAE feature g-value Strand Sequence Logo Plot

Feature: f/6578 vs Motif: E2F7.H12CORE.0.S.C (Rank 3)

No significant hit
(g =8.57e-01 = 0.01)

/6578 8.57e-01 +

Feature: f/6748 vs Motif: RFX2.H12CORE.1.PSM.A (Rank 1)

RFX2.H12CORE.1.PSM.A

No significant hit
(q = 5.12e-01 = 0.01)

/6748 5.12e-01 +

Feature: f/23087 vs Motif: RFX2.H12CORE.1.PSM.A (Rank 2)

No significant hit
(q = 5.14e-01 = 0.01)

/23087 5.14e-01 +

Feature: f/5128 vs Motif: RFX2.H12CORE.1.PSM.A (Rank 3)

No significant hit
(q = 5.46e-01 = 0.01)

£/5128 5.46e-01 -

Feature: f/15580 vs Motif: ZN112.H12CORE.0.P.C (Rank 1)

ZN112.H12CORE.O0.P.C

No significant hit
(g = 6.09e-01 = 0.01)

/15580 6.09e-01 +

Feature: f/990 vs Motif: ZN112.H12CORE.O0.P.C (Rank 2)

No significant hit
(q = 8.70e-01 = 0.01)

£/990 8.70e-01 +

Feature: f/31670 vs Motif: ZN112.H12CORE.O0.P.C (Rank 3)

No significant hit
(q = 8.81e-01 = 0.01)

/31670 8.81e-01 +

Feature: f/23301 vs Motif: ZN565.H12CORE.0.P.C (Rank 1)

ZN565.H12CORE.0.P.C

No significant hit
(g = 6.13e-01 = 0.01)

/23301 6.13e-01 +
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TF Motif

SAE feature

g-value

Strand Sequence Logo Plot

/14052

7.23e-01

Feature: f/14052 vs Motif: ZN565.H12CORE.0.P.C (Rank 2)

No significant hit
(g =7.23e-01 = 0.01)

/26503

7.79e-01

Feature: f/26503 vs Motif: ZN565.H12CORE.0.P.C (Rank 3)

No significant hit
(g =7.79e-01 = 0.01)

RFX5.H12CORE.2.S.B

/28155

7.53e-01

Feature: f/28155 vs Motif: RFX5.H12CORE.2.S.B (Rank 1)

No significant hit
(q = 7.53e-01 = 0.01)

/6748

7.61e-01

Feature: /6748 vs Motif: RFX5.H12CORE.2.S.B (Rank 2)

No significant hit
(g = 7.61e-01 = 0.01)

/3101

8.56e-01

Feature: /3101 vs Motif: RFX5.H12CORE.2.S.B (Rank 3)

No significant hit
(q = 8.56e-01 = 0.01)

ZN562.H12CORE.0.P.C

/28270

7.64e-01

Feature: f/28270 vs Motif: ZN562.H12CORE.0.P.C (Rank 1)

No significant hit
(q = 7.64e-01 = 0.01)

£/990

8.70e-01

Feature: f/990 vs Motif: ZN562.H12CORE.O0.P.C (Rank 2)

No significant hit
(q = 8.70e-01 = 0.01)

/31670

8.81e-01

Feature: f/31670 vs Motif: ZN562.H12CORE.0.P.C (Rank 3)

No significant hit
(q = 8.81e-01 = 0.01)
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TF Motif

SAE feature

g-value

Strand

Sequence Logo Plot

ZN100.H12CORE.O.P.B

£/990

8.70e-01

Feature: f/990 vs Motif: ZN100.H12CORE.O.P.B (Rank 1)

No significant hit
(q = 8.70e-01 = 0.01)

/31670

8.81e-01

Feature: f/31670 vs Motif: ZN100.H12CORE.O.P.B (Rank 2)

No significant hit
(q = 8.81e-01 = 0.01)

£/26903

8.82e-01

Feature: /26903 vs Motif: ZN100.H12CORE.O0.P.B (Rank 3)

No significant hit
(q = 8.82e-01 > 0.01)

ZN436.H12CORE.0.P.C

£/990

8.70e-01

Feature: f/990 vs Motif: ZN436.H12CORE.O.P.C (Rank 1)

No significant hit
(q = 8.70e-01 = 0.01)

/31670

8.81e-01

Feature: f/31670 vs Motif: ZN436.H12CORE.0.P.C (Rank 2)

No significant hit
(q = 8.81e-01 = 0.01)

£/26903

8.82e-01

Feature: f/26903 vs Motif: ZN436.H12CORE.O0.P.C (Rank 3)

No significant hit
(q = 8.82e-01 = 0.01)

ZN578.H12CORE.O0.P.C

£/990

8.70e-01

Feature: f/990 vs Motif: ZN578.H12CORE.O.P.C (Rank 1)

No significant hit
(q = 8.70e-01 = 0.01)

/31670

8.81e-01

Feature: f/31670 vs Motif: ZN578.H12CORE.O0.P.C (Rank 2)

No significant hit
(g = 8.81e-01 = 0.01)
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Data S2

(Continued from previous page)

TF Motif SAE feature g-value Strand Sequence Logo Plot

Feature: f/26903 vs Motif: ZN578.H12CORE.0.P.C (Rank 3)

No significant hit
(q = 8.82e-01 = 0.01)

/26903 8.82e-01 +

Feature: f/990 vs Motif: ZN611.H12CORE.1.P.C (Rank 1)

ZN611.H12CORE.1.P.C

No significant hit
(q = 8.70e-01 = 0.01)

£/990 8.70e-01 +

Feature: f/31670 vs Motif: ZN611.H12CORE.1.P.C (Rank 2)

No significant hit
(q = 8.81e-01 = 0.01)

£/31670 8.81e-01 +

Feature: f/26903 vs Motif: ZN611.H12CORE.1.P.C (Rank 3)

No significant hit
(q = 8.82e-01 = 0.01)

£/26903 8.82e-01 +

Feature: f/990 vs Motif: ZN623.H12CORE.O.P.C (Rank 1)

ZN623.H12CORE.0.P.C

No significant hit
(q = 8.70e-01 = 0.01)

£/990 8.70e-01 +

Feature: f/31670 vs Motif: ZN623.H12CORE.O0.P.C (Rank 2)

No significant hit
(q = 8.81e-01 = 0.01)

/31670 8.81e-01 +

Feature: /26903 vs Motif: ZN623.H12CORE.0.P.C (Rank 3)

No significant hit
(q = 8.82e-01 = 0.01)

£/26903 8.82e-01 +

Feature: f/990 vs Motif: ZN778.H12CORE.1.P.B (Rank 1)

ZN778 H12CORE.1.P.B

No significant hit
(g = 8.70e-01 = 0.01)

£/990 8.70e-01 +

(Continued on next page)

71



Data S2

(Continued from previous page)

TF Motif

SAE feature

g-value

Strand

Sequence Logo Plot

/31670

8.81e-01

Feature: f/31670 vs Motif: ZN778.H12CORE.1.P.B (Rank 2)

No significant hit
(g = 8.81e-01 = 0.01)

/26903

8.82e-01

Feature: /26903 vs Motif: ZN778.H12CORE.1.P.B (Rank 3)

No significant hit
(q = 8.82e-01 = 0.01)

ZN805.H12CORE.O0.P.C

£/990

8.70e-01

Feature: f/990 vs Motif: ZN805.H12CORE.O0.P.C (Rank 1)

No significant hit
(q = 8.70e-01 = 0.01)

/31670

8.81e-01

Feature: f/31670 vs Motif: ZN805.H12CORE.0.P.C (Rank 2)

No significant hit
(q = 8.81e-01 = 0.01)

£/26903

8.82e-01

Feature: f/26903 vs Motif: ZN805.H12CORE.0.P.C (Rank 3)

No significant hit
(q = 8.82e-01 = 0.01)
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