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Fig.3i
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Fig.5e
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Extended Data Fig 5f
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Extended Data Fig 7d
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Extended Data Fig7g
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Extended Data Fig10
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Table S1. Primer Sequences for RT-gPCR

Gene  Forward Primer (5'-3") Reverse Primer (5'-3")
ACTB ATTGGCAATGAGCGGTTCC GGTAGTTTCGTGGATGCCACA
sXBP1 CTGAGTCCGCAGCAGGTG GGATCTCTAAAACTAGAGGCTTGG

ATF4  TTCTCCAGCGACAAGGCTAAGG CTCCAACATCCAATCTGTCCCG
XBP1 CCTTGTAGTTGAGAACCAGG GGATCTCTAAAACTAGAGGCTTGG
CHOP GGTATGAGGACCTGCAAGAGGT CTTGTGACCTCTGCTGGTTCTG
DNAJC3 GGAGAGGATTTGCCACTGCTTTT CTCTGCTCGATCTTTCAGGGCA
uxXBP1 ATGGACCGGGTCTTTGTCG GGATCTCTAAAACTAGAGGCTTGG
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