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Supplementary information

Author Correction: PTC-bearing mRNA

elicits agenetic compensation response via
Upf3aand COMPASS components

In the format provided by the
authors and unedited
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Alignment of RNA sequences between capn3a (NM_001004571) and its family members
Gene Identity Gene Identity Gene Identity ° 6 8 - .
capnia 49.07% capn7 30.80% si:ch211-202f3.3 35.25% g —
(NM_200445) (NM_001135108) (ENSDART00000074854.2) § 6 J ,i\
capni1b 39.18% capn8 41.52% si:ch211-202f3.4 31.11% 2
(NM_001144795) (NM_001244080) (XM_009293271) o
capn2a 41.54% capn9 47.07% si:dkey-19b23.13 38.84% % 4 sk —
(NM_001013501) (NM_001003501) (ENSDART00000173714.1) 2 L. —
capn2b 43.42% capn10 31.72% 2gc:85932 36.26% S5 —
(NM_001018227) (XM_009298795) (NM_212939) 2
capn3b 51.31% capni12 41.07% zgc:136872 38.98% % m m
(NM_001243321) (NM_001083063) (NM_001040251) @0 T T T
capn5a 32.28% capni5 35.86% 2gc:162184 41.53% e e e
(NM_001080007) (XM_002663847) (NM_001089383) capn8 capni2
capn5b 40.52% n=(351/35 /39

(XM_009295397)






