	
Table 2 – PCR primers for TIDE/ ICE and CRISPR Analysis

	

	
Name
	Sequence (5' to 3')

	triple KO AAVS1 F (+M13F)
	TGTAAAACGACGGCCAGTGGCTCCATCGTAAGCAAACC

	triple KO AAVS1 R (+M13R)
	CAGGAAACAGCTATGACTTCGGGTCACCTCTCACTCC

	IL25 F
	AGGAGGGAGGTGACTTGTTC

	IL25 R
	CCTCCAGAAATGGGCAGAAC

	ERCC1 F
	CCCCCACCGGATTCTATTGG

	ERCC1 R
	ACCAAGTTGGATCTCCTGCG

	ERCC4 F
	TCTTCGGCTTTCTGAGAGCG

	ERCC4 R
	CCCTGCCATCCTTCTCTGTG

	triple KO FANCM F (+M13F)
	TGTAAAACGACGGCCAGTGCCAGCTTTGATATTTGGA

	triple KO FANCM R (+M13R)
	CAGGAAACAGCTATGACACCATCTGTTCTGAGATAATAGACGT

	triple KO IL25 F (+M13F)
	TGTAAAACGACGGCCAGCCCCACTTGTGACTGAGTGT

	triple KO IL25 R (+M13R)
	CAGGAAACAGCTATGACTCCCAAACCTTTACAGCCCC

	triple KO POLQ F (+M13F)
	TGTAAAACGACGGCCAGAGCACTGCCTCATTCACCTT

	triple KO POLQ R (+M13R)
	CAGGAAACAGCTATGACTCTTGAAGTCAGGATGTGCTT

	triple KO RHNO1 F (+M13F)
	TGTAAAACGACGGCCAGGCTGGCAGAGGATCAGGAAG

	triple KO RHNO1 R (+M13R)
	CAGGAAACAGCTATGACGGTGCCTGTAGTTCCAGCTC

	triple KO SMARCAL1 F (+M13F)
	TGTAAAACGACGGCCAGCAGTGCCTTTTCTTGCCTTCC

	triple KO SMARCAL1 R (+M13R)
	CAGGAAACAGCTATGACGGAGCAGAACAGGAAGTCTTTC

	triple KO WRN F (+M13F)
	TGTAAAACGACGGCCAGACTATAGAAGAGAGTGAACAAAGAACA

	triple KO WRN R (+M13R)
	CAGGAAACAGCTATGACGGCCACCTGGTAGCTTTGAA

	triple KO ERCC1 F (+M13F)
	TGTAAAACGACGGCCAGCTCAGACCTCCTTGCACTGG

	triple KO ERCC1 R (+M13R)
	CAGGAAACAGCTATGACCTTGGGAAGCTGAGGCAGAA

	triple KO ERCC4 F (+M13F)
	TGTAAAACGACGGCCAGGGCCCACGATCATCTCAGTC

	triple KO ERCC4 R (+M13R)
	CAGGAAACAGCTATGACCCCTGCCATCCTTCTCTGTG

	triple KO GEN1 F (+M13F)
	GTAAAACGACGGCCAGTTGATACTAGTCTAATGTTCTTGCC

	triple KO GEN1 R (+M13R)
	CAGGAAACAGCTATGACAGGTAACATACAAGGTAGAGATAGG

	triple KO SLX4 F (+M13F)
	GTAAAACGACGGCCAGCTCTTGAAACTTGCGTCTAACC

	triple KO SLX4 R (+M13R)
	CAGGAAACAGCTATGACAGCTAGGTGGGAAATGATCC

	triple KO MUS81 F (+M13F)
	GTAAAACGACGGCCAGCCAACCCGCTCTTCGTTCG

	triple KO MUS81 R (+M13R)
	CAGGAAACAGCTATGACGGGATGCAACCTACTCAGATGG

	Repair-Seq AAVS1 F
	TAGGGGATAGCTCTGCAAGG



