chr1LG6 (372Mb) 0 50 100 150 200 250 300 350Mb

~ 0 .
i 500
554 cM 1000
203 ch f .
168 cM o —r—r- ]
| g4 = ]
- 0 = '
159 cM M o = ]
| |
M 147 cM 0I =T |
- y 0 |
7 -
y o] Y |
- y 07 . |
. 0 6555 |
[ | \_/ ( )

Supplementary Data 2. Alignment of ‘Caméor’ genome vla pseudomolecules to linkage groups of individual
genetic maps obtained for RIL Pop4, 5, 6, 9 and to M. truncatula v4 genome assembly, using ALLMAPS (Tang
et al. 2015).
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Data S2 (continued)
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Data S2 (continued)
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Data S2 (continued)



