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Column: Hypersil GoldaQ C18 column (1.9µm, 2.1 x 200mm).
Flow Rate: 0.300ml/min
Injection Volume: 40ul
Method Info: Analysis carried out using a 1.9µm, 2.1 x 200mm column, gradient from 0% - 80% Acetonitrile, in 39 minutes. At 60°C.
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PeptideSynthetics

@@00 Peptide Protein Research Ltd.

University of Sheffield
Customer report: 46929

infogpeptidesynthetics.co.uk
. peptidesynthetics.co.uk
tel +44 (0)1489 890094,
fax +44 (0)1489 896122

Compound code

Sequence A= (v-D-G1n) -K (GGGEG) &

N-terminus Amine

Coterminus Acid

Other modifications Y-D-Gln = Gamma-D-Glutamine
Lower case = D-amino acid

Other/comments.

Counter lon (if present): Ammoniun acetate

Molecular mass (Av) 701.735 (- Lactyl)

Amount 14.0mg (-Lactyl)

Batchno. 02

Purity (ostermined by oL - see ey 95%

Physical properties Lyophilised off-yhite powdered solid

Storage conditions Store 1yophilised at € -20°C

Signed

Dr. Robert Broadbridge

Enc HPLC trace, mass spec. trace & NSDS
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University of Sheffield

Customer report: 44464

Compound code
Sequence

N-terminus

C-terminus

Other modifications
Other/comments.

Counter lon (if present):
Molecular mass (Av)

Amount

Batchno
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Physical properties

Storage conditions

Signed

Dr. Robert Broadbridge

Enc mass spec. trace & HSDS

Date :20% Nov 17
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PeptideSynthetics

@@00 Peptide Protein Research Ltd.

University of Sheffield
Customer report: 44767

infogpeptidesynthetics.co.uk
. peptidesynthetics.co.uk
tel +44 (0)1489 890094
fax +44 (0)1489 896122

Date :30% Oct 17

Compound code
Sequence L(+)lactyl-A-gamma-D-gln-Ka
N-terminus 1 (#) lactic acid

C-terminus

Other modifications

Other/comments.

Counter lon (if present): EEY

Molecular mass (Av) 182,526

Amount 4.6mg

Batchno o

Purity (ostermined by oL -seeenc)  >95%

Physical properties Lyophilised off-yhite crystalline solid
Storage conditions Store lyophilised at <
Signed

Dr. Robert Broadbridge

Enc HPLC trace, mass spec. trace & MSDS
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sample No:
File:

Flow Rat
Tnjection Volume:

4476 7R2PA
C:\CHEM32\2\DATA\25102017\014-1201.D

Reris peptide 3.6u XB-C18 1004
C:\CHEM32\2\METHODS\C2_FAO-80_AERIS_20.1
Instrument 2

1.0mls/min

20ul

Method Info: Analysis carried out using a 100A 4.6 x 150mm column, gradient from
0% - 80% Acetonitrile, in 15 minutes. At 20
DADY A, Sig=216 8 Re=360,100 (2ST02017014-T201 D]
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6.701 110606 0.354
6.801 23.828 0.726
6.851 5.220 0.159
15.709 84.159 2.565





