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SUPPLEMENTARY TABLES

Time Point (days relative to first positive viral RNA test)

Individual | Pre-Infection 0 Weeks 1 Week 2 Weeks 3 Weeks 4 Weeks 6 Months 1 Year
P1 -70 3 10 17 24 31 168 330
P2 -42 3 N.C. 17 24 31 161 329
P3 -35 1 7 14 21 28 162 329
P4 -95 1 7 14 24 N.C. 164 413
Fiebig
Age at STlat HIV  Stage at
Individual Detection Detection Detection HLA-A HLA-B HLA-C
P1 24 Yes I 24:02 / 29:02 07:02/44:03 07:01/07:02
P2 21 N/A | 68:01/68:02 57:02/58:02 06:02/18
P3 24 Yes | 02:05/66:01 14:01/39:10 8:04/12:03
P4 21 Yes | 01:01/66:01 39:10/81:01 12:03/18

Supplementary Table 1: Time point, clinical information, and HLA genotype for

participants studied.



Pre-

P1 Infection 0Weeks 1Week 2Weeks 3Weeks 4Weeks 6 Months 1 Year
B cells 133 249 22 194 134 315 242 241
CD4+ T cells 899 606 157 389 294 669 718 751
CTLs 144 138 50 277 247 487 404 396
DCs 72 14 2 19 23 42 37 79
Monocytes 547 622 162 571 450 692 409 876
NK cells 175 143 92 422 308 422 341 512
Plasmablasts 6 9 4 23 4 16 9 0
Total Cells 1976 1781 489 1895 1460 2643 2160 2855
P2 Inf:::‘:i'on 0Weeks 1Week 2Weeks 3Weeks 4Weeks 6 Months 1 Year
B cells 171 58 N/A 23 169 54 109 157
CD4+ T cells 869 231 N/A 63 37 144 83 567
CTLs 170 120 N/A 178 249 103 160 259
DCs 93 121 N/A 20 44 48 85 42
Monocytes 1324 1745 N/A 587 691 538 952 1664
NK cells 85 64 N/A 136 215 70 79 152
Plasmablasts 8 11 N/A 268 41 29 31 11
Total Cells 2720 2350 0 1275 1446 986 1499 2852
P3 Inf:::‘:i'on 0Weeks 1Week 2Weeks 3Weeks 4Weeks 6 Months 1 Year
B cells 154 95 53 88 138 138 53 76
CD4+ T cells 967 245 272 305 612 501 160 341
CTLs 278 236 311 520 608 474 100 131
DCs 29 5 37 34 47 29 5 13
Monocytes 920 1017 1122 1214 577 1361 146 893
NK cells 151 166 270 343 119 171 70 62
Plasmablasts 57 18 41 72 37 30 7 8
Total Cells 2556 1782 2106 2576 2138 2704 541 1524
P4 Inf:::‘:i'on 0Weeks 1Week 2Weeks 3Weeks 4Weeks 6 Months 1 Year
B cells 60 61 22 42 58 N/A 174 166
CD4+ T cells 100 155 124 391 87 N/A 232 1041
CTLs 58 71 92 537 267 N/A 120 155
DCs 94 93 33 29 70 N/A 30 50
Monocytes 1277 1788 2014 618 2286 N/A 1199 869
NK cells 18 35 59 214 24 N/A 61 88
Plasmablasts 274 9 43 97 27 N/A 9 4
Total Cells 1881 2212 2387 1928 2819 0 1825 2373

Supplementary Table 2: Cell frequencies by time point and participant.



B Plasmablast CD4 NK Monocyte | CD1C+DC CTL Prolif. T
LYz LYz LYz LYz CD3E CD3E LYz LYz
CD14 CD14 CD14 CD14 CD3G CD3G CD14 CD14

TRBC2 TRBC2 1GJ 1GJ CD3D CD3D IGJ IGJ
TRDC TRDC IGHM IGHM 1GJ 1GJ IGHM IGHM
CD3E CD3E IGHG1 IGHG1 IGHM IGHM IGHG1 IGHG1
CD3G CD3G IGHG2 IGHG2 IGHG1 IGHG1 IGHG2 IGHG2
CD3D CD3D IGHG3 IGHG3 IGHG2 IGHG2 IGHG3 IGHG3
CCL5 CCL5 IGHG4 IGHG4 IGHG3 IGHG3 IGHG4 IGHG4
MNDA IGHD IGHD IGHG4 IGHG4 IGHD IGHD
VCAN IGHA1 IGHA1 IGHD IGHD IGHA1 IGHA1
FCGR3A FCGR3A CD3E IGHA1 IGHA1
NKG7 VCAN CD3D TRBC2 TRBC2
CD3G TRDC TRDC
TRAC

Supplementary Table 11:

cell type.

Genes used to determine residual RNA contamination in each






