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Figure S1: Forest plots of lead variants from the multi-ancestry meta-analysis. Effect 
estimates are plotted as odds ratios with 95% confidence intervals. “Copenhagen Hospital 
Biobank” is short for “Copenhagen Hospital Biobank and Danish Blood Donor Study”. 
 
 
 
 
 
 
 
 
 
 











 













 
 
 
 
 
 
 
 
 





 
 
 
 
 









 







 
Figure S2: Forest plots of lead variants from the European-only, female-only meta-
analysis. Effect estimates are plotted as odds ratios with 95% confidence intervals. 
“Copenhagen Hospital Biobank” is short for “Copenhagen Hospital Biobank and Danish Blood 
Donor Study”. 



 



 
 
 
Figure S3: Forest plots of lead variants from the European-only, male-only meta-analysis. 
Effect estimates are plotted as odds ratios with 95% confidence intervals. “Copenhagen 
Hospital Biobank” is short for “Copenhagen Hospital Biobank and Danish Blood Donor Study”. 
 




