Source Data S1 -- Full Blots for WB in Fig.1
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ImageJ software (version 1.8.0_172) was employed to
quantify the WB signals. The barplot above shows the TAF15
IP signals (IP for TAF15) normalized to corresponding input
signals (input for TAF15) using biotin-BASU-dCasRx as
controls (Biotin). mean + SEM, n = 3 independent
experiments, ordinary one-sided ANOVA test.



