Uniprot ID

Gene name

start

stop

Sequence

SDS-PAGE

group

P49591

SARS1

514

MVLDLDLFRVDKGGDPALIRETQEKRFKDPGLVDQLVKA
DSEWRRCRFRADNLNKLKNLCSKTIGEKMKKKEPYGDDE
SVPENVLSFDDLTADALANLKVSQIKKVRLLIDEAILKCDA
ERIKLEAERFENLREIGNLLHPSVPISNDEDVDNKVERIWG
DCTVRKKYSHVDLVVMVDGFEGEKGAVVAGSRGYFLKG
VLVFLEQALIQYALRTLGSRGYIPIYTPFFMRKEVMQEVAQ
LSQFDEELYKVIGKGSEKSDDNSYDEKYLIATSEQPIAALH
RDEWLRPEDLPIKYAGLSTCFRQEVGSHGRDTRGIFRVH
QFEKIEQFVYSSPHDNKSWEMFEEMITTAEEFYQSLGIPY
HIVNIVSGSLNHAASKKLDLEAWFPGSGAFRELVSCSNCT
DYQARRLRIRYGQTKKMMDKVEFVHMLNATMCATTRTI
CAILENYQTEKGITVPEKLKEFMPPGLQELIPFVKPAPIEQE
PSKKQKKQHEGSKKKAAARDVTLENRLQNMEVTDALEH
HHHHH

kDa
116 —
66—
45 —
35—
25 —

18 —
14—

Groupl
_batchl

P08912

CHRMbS

215

443

MRIYRETEKRTKDLADLQGSDSVTKAEKRKPAHRALFRSC
LRCPRPTLAQRERNQASWSSSRRSTSTTGKPSQATGPSA
NWAKAEQLTTCSSYPSSEDEDKPATDPVLQVVYKSQGKE
SPGEEFSAEETEETFVKAETEKSDYDTPNYLLSPAAAHRPK
SQKCVAYKFRLVVKADGNQETNNGCHKVKIMPCPFPVA
KEPSTKGLNPNPSHOQMTKRKRVVLVKERKAAQTLEHHH
HHH

kDa

116 -
66 -

45-
35-

25-

18 -
14 -

Groupl
_batchl

Q96NL8

CFAP418

207

MAEDLDELLDEVESKFCTPDLLRRGMVEQPKGCGGGTH
SSDRNQAKAKETLRSTETFKKEDDLDSLINEILEEPNLDKK
PSKLKSKSSGNTSVRASIEGLGKSCSPVYLGGSSIPCGIGT
NISWRACDHLRCIACDFLVVSYDDYMWDKSCDYLFFRN
NMPEFHKLKAKLIKKKGTRAYACQCSWRTIEEVTDLQTD
HOQLRWVCGKHLEHHHHHH

kDa
116 -
66 -
45 -
35-

25-

18-
14 -

Groupl
_batchl

p08172

CHRM2

210

387

MSRASKSRIKKDKKEPVANQDPVSPSLVQGRIVKPNNNN
MPSSDDGLEHNKIQNGKAPRDPVTENCVQGEEKESSND
STSVSAVASNMRDDEITQDENTVSTSLGHSKDENSKQTC
IRIGTKTPKSDSCTPTNTTVEVVGSSGOQNGDEKQNIVARK
IVKMTKQPAKKKPPPSREKKVTRLEHHHHHH

kDa

116 —
66 —
45 —
35— i

25 —

18—
14—

Groupl
_batchl

P49903

SEPHS1

392

MSTRESFNPESYELDKSFRLTRFTELKGTGCKVPQDVLQK
LLESLQENHFQEDEQFLGAVMPRLGIGMDTCVIPLRHGG
LSLVQTTDYIYPIVDDPYMMGRIACANVLSDLYAMGVTE
CDNMLMLLGVSNKMTDRERDKVMPLIIQGFKDAAEEAG
TSVTGGQTVLNPWIVLGGVATTVCQPNEFIMPDNAVPG
DVLVLTKPLGTQVAVAVHQWLDIPEKWNKIKLVVTQED
VELAYQEAMMNMARLNRTAAGLMHTFNAHAATDITGF
GILGHAQNLAKQQRNEVSFVIHNLPVLAKMAAVSKACG
NMFGLMHGTCPETSGGLLICLPREQAARFCAEIKSPKYGE
GHQAWIIGIVEKGNRTARIIDKPRIIEVAPQVATQNVNPT
PGATSLEHHHHHH

kDa
116 -
66 -
45-
35-

25-

18 -
14 -

Groupl

_batchl

P11309

PIM1

313

MLLSKINSLAHLRAAPCNDLHATKLAPGKEKEPLESQYQV
GPLLGSGGFGSVYSGIRVSDNLPVAIKHVEKDRISDWGEL
PNGTRVPMEVVLLKKVSSGFSGVIRLLDWFERPDSFVLILE
RPEPVQDLFDFITERGALQEELARSFFWQVLEAVRHCHN
CGVLHRDIKDENILIDLNRGELKLIDFGSGALLKDTVYTDF
DGTRVYSPPEWIRYHRYHGRSAAVWSLGILLYDMVCGDI
PFEHDEEIRGQVFFRQRVSSECQHLIRWCLALRPSDRPTF
EEIQNHPWMQDVLLPQETAEIHLHSLSPGPSKLEHHHH
HH

kDa

116 —
66 —
45—
35—

25 —

18 —
14 —

Groupl

_batchl




POC842

LINC00614

121

MEGRNCTVEILPERLNIEGWYDADDTKPGKSWAGRAAS|
ERLNEFDNNLFGISDLEAECLDPQQKLLLECTYGALESAG
VPAKEVAGSRTGVFIGIMNQDYEFMSRRTPRMQTTVMP
LDLQLEHHHHHH

kDa

16 —
66 —
45—
35—

25 —

14—

Groupl
_batch4

014950

MYL12B

172

MSSKKAKTKTTKKRPQRATSNVFAMFDQSQIQEFKEAFN
MIDQNRDGFIDKEDLHDMLASLGKNPTDAYLDAMMNE
APGPINFTMFLTMFGEKLNGTDPEDVIRNAFACFDEEAT
GTIQEDYLRELLTTMGDRFTDEEVDELYREAPIDKKGNFN
YIEFTRILKHGAKDKDDLEHHHHHH

-

Groupl
_batchl

P49069

CAMLG

189

MESMAVATDGGERPGVPAGSGLSASQRRAELRRRKLLM
NSEQRINRIMGFHRPGSGAEEESQTKSKQQDSDKLNSLS
VPSVSKRVVLGDSVSTGTTDQQGGVAEVKGTQLGDKLD
SFIKPPECSSDVNLELRQRNRGDLTADSVQRGSRHGLEQ
YLSRFEEAMKLRKQLISEKPSQEDGNTTEEFDSFRLEHHH
HHH

kDa

116 -
66 -

45-
35-

25-

18-
14-

Group?2
_batchl

P06746

POLB

335

MSKRKAPQETLNGGITDMLTELANFEKNVSQAIHKYNAY
RKAASVIAKYPHKIKSGAEAKKLPGVGTKIAEKIDEFLATGK
LRKLEKIRQDDTSSSINFLTRVSGIGPSAARKFVDEGIKTLE
DLRKNEDKLNHHQRIGLKYFGDFEKRIPREEMLQMQDIV
LNEVKKVDSEYIATVCGSFRRGAESSGDMDVLLTHPSFTS
ESTKQPKLLHQVVEQLQKVHFTDTLSKGETKFMGVCQL
PSKNDEKEYPHRRIDIRLIPKDQYYCGVLYFTGSDIFNKNM
RAHALEKGFTINEYTIRPLGVTGVAGEPLPVDSEKDIFDY!
QWKYREPKDRSELEHHHHHH

kDa

116 -
66 -

45 -

35-

25-

18-
14 -

Group?2
_batchl

075575

CRCP

148

MEVKDANSALLSNYEVFQLLTDLKEQRKESGKNKHSSGQ
QNLNTITYETLKYISKTPCRHQSPEIVREFLTALKSHKLTKA

EKLQLLNHRPVTAVEIQLMVEESEERLTEEQIEALLHTVTSI

LPAEPEAEQKKNTNSNVAMDEEDPALEHHHHHH

kDa

116 -

45-
35-

25-

18-
14-

Group?2
_batchl

Q8TEAS

DTD1

209

MKAVVQRVTRASVTVGGEQISAIGRGICVLLGISLEDTQK
ELEHMVRKILNLRVFEDESGKHWSKSVMDKQYEILCVSQ

FTLQCVLKGNKPDFHLAMPTEQAEGFYNSFLEQLRKTYR

PELIKDGKFGAYMQVHIQNDGPVTIELESPAPGTATSDPK
QLSKLEKQQQRKEKTRAKGPSESSKERNTPRKEDRSASSG
AEGDVSSEREPLEHHHHHH

kDa

116 -
66 -
45 -

35-

25-

18-
14 -

Group?2
_batchl

Q8NIN5

BANP

519

MMSEHDLADVVQIAVEDLSPDHPVVLENHVVTDEDEPA
LKRQRLEINCQDPSIKTICLRLDSIEAKLQALEATCKSLEEKL
DLVTNKQHSPIQVPMVAGSPLGATQTCNKVRCVWPQTT
VILNNDRQNAIVAKMEDPLSNRAPDSLENVISNAVPGRR
QNTIVVKVPGQEDSHHEDGESGSEASDSVSSCGQAGSQ
SIGSNVTLITLNSEEDYPNGTWLGDENNPEMRVRCAIIPS
DMLHISTNCRTAEKMALTLLDYLFHREVQAVSNLSGQGK
HGKKQLDPLTIYGIRCHLFYKFGITESDWYRIKQSIDSKCRT
AWRRKQRGQSLAVKSFSRRTPNSSSYCPSEPMMSTPPP
ASELPQPQPQPQALHYALANAQQVQIHQIGEDGQVQV
GHLHIAQVPQGEQVQITQDSEGNLQIHHVGQDGQLLE
ATRIPCLLAPSVFKASSGQVLQGAQLIAVASSDPAAAGY
DGSPLQGSDIQVQYVQLAPVSDHTAGAQTAEALQPTLQ
PEMQLEHGAIQIQLEHHHHHH

kDa

116 -

45-
35-

25-

18-
14-

Group?2
_batchl




POCO024

NUDT7

238

MSRLGLPEEPVRNSLLDDAKARLRKYDIGGKYSHLPYNKY
SVLLPLVAKEGKLHLLFTVRSEKLRRAPGEVCFPGGKRDPT
DMDDAATALREAQEEVGLRPHQVEVVCCLVPCLIDTDTL
ITPFVGLIDHNFQAQPNPAEVKDVFLVPLAYFLHPQVHD
QHYVTRLGHRFINHIFEYTNPEDGVTYQIKGMTANLAVL
VAFIILEKKPTFEVQFNLNDVLASSEELFLKVHKKATSRLEH
HHHHH

kDa

116 -

45 -
35-

25-

Group?2
_batchl

060356

NUPR1

82

MATFPPATSAPQQPPGPEDEDSSLDESDLYSLAHSYLGG
GGRKGRTKREAAANTNRPSPGGHERKLVTKLQNSERKKR
GARRLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14 -

Group?2
_batchl

QINRX4

PHPT1

125

MAVADLALIPDVDIDSDGVFKYVLIRVHSAPRSGAPAAES
KEIVRGYKWAEYHADIYDKVSGDMQKQGCDCECLGGG
RISHQSQDKKIHVYGYSMAYGPAQHAISTEKIKAKYPDYE
VTWANDGYLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14 -

Group?2
_batchl

Q92572

AP3S1

193

MIKAILIFNNHGKPRLSKFYQPYSEDTQQQIIRETFHLVSK
RDENVCNFLEGGLLIGGSDNKLIYRHYATLYFVFCVDSSES
ELGILDLIQVFVETLDKCFENVCELDLIFHVDKVHNILAEM
VMGGMVLETNMNEIVTQIDAQNKLEKSEAGLAGAPARA
VSAVKNMNLPEIPRNINIGDISIKVPNLPSFKLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14-

Group3
_batchl

Q96GE6

CALML4

196

MAAEHLLPGPPPSLADFRLEAGGKGTERGSGSSKPTGSSR
GPRMAKFLSQDQINEYKECFSLYDKQQRGKIKATDLMVA
MRCLGASPTPGEVQRHLQTHGIDGNGELDFSTFLTIMH
MQIKQEDPKKEILLAMLMVDKEKKGYVMASDLRSKLTSL
GEKLTHKEVDDLFREADIEPNGKVKYDEFIHKITLPGRDYL
EHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14-

Group3
_batchl

043504

LAMTORS

91

MEATLEQHLEDTMKNPSIVGVLCTDSQGLNLGCRGTLS
DEHAGVISVLAQQAAKLTSDPTDIPVVCLESDNGNIMIQ
KHDGITVAVHKMASLEHHHHHH

kDa

116 -
66 -
45-
35-

25-

18-
14 -

Group3
_batchl

P31415

CASQ1

35

396

MQEGLDFPEYDGVDRVINVNAKNYKNVFKKYEVLALLYH
EPPEDDKASQRQFEMEELILELAAQVLEDKGVGFGLVDSE
KDAAVAKKLGLTEVDSMYVFKGDEVIEYDGEFSADTIVEF
LLDVLEDPVELIEGERELQAFENIEDEIKLIGYFKSKDSEHYK
AFEDAAEEFHPYIPFFATFDSKVAKKLTLKLNEIDFYEAFME
EPVTIPDKPNSEEEIVNFVEEHRRSTLRKLKPESMYETWED
DMDGIHIVAFAEEADPDGFEFLETLKAVAQDNTENPDLSI
IWIDPDDFPLLVPYWEKTFDIDLSAPQIGVVNVTDADSV
WMEMDDEEDLPSAEELEDWLEDVLEGEINTEDDDDDD
DDLEHHHHHH

kDa

116 -
66 -
45-
35-

25-

18-
14 -

Group3
_batchl

Q15286

RAB35

201

MARDYDHLFKLLIIGDSGVGKSSLLLRFADNTFSGSYITTIG
VDFKIRTVEINGEKVKLQIWDTAGQERFRTITSTYYRGTHG
VIVVYDVTSAESFVNVKRWLHEINQNCDDVCRILVGNKN
DDPERKVVETEDAYKFAGQMGIQLFETSAKENVNVEEMF
NCITELVLRAKKDNLAKQQQQQQNDVVKLTKNSKRKKR
CCLEHHHHHH

kDa

116 -
66 -

45 -
35-

25-

18-

14-

Group3
_batchl




P09972

ALDOC

364

MPHSYPALSAEQKKELSDIALRIVAPGKGILAADESVYGSM
AKRLSQIGVENTEENRRLYRQVLFSADDRVKKCIGGVIFF
HETLYQKDDNGVPFVRTIQDKGIVVGIKVDKGVVPLAGT
DGETTTQGLDGLSERCAQYKKDGADFAKWRCVLKISERT
PSALAILENANVLARYASICQQNGIVPIVEPEILPDGDHDL
KRCQYVTEKVLAAVYKALSDHHVYLEGTLLKPNMVTPGH
ACPIKYTPEEIAMATVTALRRTVPPAVPGVTFLSGGQSEEE
ASFNLNAINRCPLPRPWALTFSYGRALQASALNAWRGQ
RDNAGAATEEFIKRAEVNGLAAQGKYEGSGEDGGAAAQ
SLYIANHAYLEHHHHHH

kDa
116 -

45 -

-

25-

18-
14-

Group3
_batchl

075874

IDH1

414

MSKKISGGSVVEMQGDEMTRIIWELIKEKLIFPYVELDLHS
YDLGIENRDATNDQVTKDAAEAIKKHNVGVKCATITPDE
KRVEEFKLKOMWKSPNGTIRNILGGTVFREAIICKNIPRLY
SGWVKPIIIGRHAYGDQYRATDFVVPGPGKVEITYTPSDG
TQKVTYLVHNFEEGGGVAMGMYNQDKSIEDFAHSSFQ
MALSKGWPLYLSTKNTILKKYDGRFKDIFQEIYDKQYKSQ
FEAQKIWYEHRLIDDMVAQAMKSEGGFIWACKNYDGD
VQSDSVAQGYGSLGMMTSVLVCPDGKTVEAEAAHGTV
TRHYRMYQKGQETSTNPIASIFAWTRGLAHRAKLDNNKE
LAFFANALEEVSIETIEAGFMTKDLAACIKGLPNVQRSDYL
NTFEFMDKLGENLKIKLAQAKLEHHHHHH

kDa

116 -
66 -

45 - .

35-

25-

18-
14 -

Group3
_batchl

Q9H246

Clorf21

121

MGCASAKHVATVONEEEAQKGKNYQNGDVFGDEYRIK
PVEEVKYMKNGAEEEQKIAARNQENLEKSASSNVRLKTN
KEVPGLVHQPRANMHISESQQEFFRMLDEKIEKGRDYCS
EEEDITLEHHHHHH

kDa

16 —
66 —
45 —
35—

25 —

18 —
14—

Group3
_batchl

P49675

STAR

64

285

MEETLYSDQELAYLQQGEEAMQKALGILSNQEGWKKES

QQDNGDKVMSKVVPDVGKVFRLEVVVDQPMERLYEEL

VERMEAMGEWNPNVKEIKVLQKIGKDTFITHELAAEAAG
NLVGPRDFVSVRCAKRRGSTCVLAGMATDFGNMPEQK

GVIRAEHGPTCMVLHPLAGSPSKTKLTWLLSIDLKGWLPK
SIINQVLSQTQVDFANHLRKRLESHPASEARCLEHHHHH

H

kDa
116 -
66 -
45-
35-

25-

18-
14-

Group4
_batchl

P00492

HPRT1

11

210

SDDEPGYDLDLFCIPNHYAEDLERVFIPHGLIMDRTERLAR
DVMKEMGGHHIVALCVLKGGYKFFADLLDYIKALNRNSD
RSIPMTVDFIRLKSYCNDQSTGDIKVIGGDDLSTLTGKNVL
IVEDIIDTGKTMQTLLSLVRQYNPKMVKVASLLVKRTPRS
VGYKPDFVGFEIPDKFVVGYALDYNEYFRDLNHVCVISE

kDa
116 -
66 -
45-
35-

25-

18-
14 -

Group4
_batchl

015305

PMM2

218

MATRSPGVVISDDEPGYDLDLFCIPNHYAEDLERVFIPHG
LIMDRTERLARDVMKEMGGHHIVALCVLKGGYKFFADLL
DYIKALNRNSDRSIPMTVDFIRLKSYCNDQSTGDIKVIGG
DDLSTLTGKNVLIVEDIIDTGKTMQTLLSLVRQYNPKMVK
VASLLVKRTPRSVGYKPDFVGFEIPDKFVVGYALDYNEYF
RDLNHVCVISETGKAKYKALEHHHHHH

kDa
116 -
66 -
45 -
35 -

25-

18-
14 -

Group4
_batchl

Q13765

NACA

215

MPGEATETVPATEQELPQPQAETGSGTESDSDESVPELEE
QDSTQATTQQAQLAAAAEIDEEPVSKAKQSRSEKKARKA
MSKLGLRQVTGVTRVTIRKSKNILFVITKPDVYKSPASDTY!
VFGEAKIEDLSQQAQLAAAEKFKVQGEAVSNIQENTQTP
TVQEESEEEEVDETGVEVKDIELVMSQANVSRAKAVRALK
NNSNDIVNAIMELTMLEHHHHHH

kDa

116 -
66 -

45 -

35 - W

25-

18-
14-

Group4
_batchl




095372

LYPLA2

231

MCGNTMSVPLLTDAATVSGAERETAAVIFLHGLGDTGHS
WADALSTIRLPHVKYICPHAPRIPVTLNMKMVMPSWFDL
MGLSPDAPEDEAGIKKAAENIKALIEHEMKNGIPANRIVL
GGFSQGGALSLYTALTCPHPLAGIVALSCWLPLHRAFPQ
AANGSAKDLAILQCHGELDPMVPVRFGALTAEKLRSVVT
PARVQFKTYPGVMHSSCPQEMAAVKEFLEKLLPPVLEHH
HHHH

kDa

16 —
66 —
45—
35—

25 —

18—
14—

Group4
_batchl

Q99986

VRK1

396

MPRVKAAQAGRQSSAKRHLAEQFAVGEITDMAKKEWK
VGLPIGQGGFGCIYLADMNSSESVGSDAPCVVKVEPSDN
GPLFTELKFYQRAAKPEQIQKWIRTRKLKYLGVPKYWGSG
LHDKNGKSYRFMIMDRFGSDLQKIYEANAKRFSRKTVLQ
LSLRILDILEYIHEHEYVHGDIKASNLLLNYKNPDQVYLVD
YGLAYRYCPEGVHKEYKEDPKRCHDGTIEFTSIDAHNGVA
PSRRGDLEILGYCMIQWLTGHLPWEDNLKDPKYVRDSKI
RYRENIASLMDKCFPEKNKPGEIAKYMETVKLLDYTEKPLY
ENLRDILLQGLKAIGSKDDGKLDLSVVENGGLKAKTITKKR
KKEIEESKEPGVEDTEWSNTQTEEAIQTRSRTRKRVQKLEH
HHHHH

kDa
116 -
66 -
45 -
35-

25-

18-
14-

Group4
_batchl

P30049

ATP5F1D

23

168

MAEAAAAPAAASGPNQMSFTFASPTQVFFNGANVRQV
DVPTLTGAFGILAAHVPTLQVLRPGLVVVHAEDGTTSKYF
VSSGSIAVNADSSVQLLAEEAVTLDMLDLGAAKANLEKA
QAELVGTADEATRAEIQIRIEANEALVKALEHHHHHH

kDa
116 -
66 -
45 -
35-

25-

18-
14 -

Group4
_batchl

p20618

PSMB1

29

241

MRFSPYVFNGGTILAIAGEDFAIVASDTRLSEGFSIHTRDS
PKCYKLTDKTVIGCSGFHGDCLTLTKIIEARLKMYKHSNNK
AMTTGAIAAMLSTILYSRRFFPYYVYNIIGGLDEEGKGAVY
SFDPVGSYQRDSFKAGGSASAMLQPLLDNQVGFKNMQ
NVEHVPLSLDRAMRLVKDVFISAAERDVYTGDALRICIVT
KEGIREETVSLRKDLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14 -

Group4
_batchl

P08173

CHRM4

217

401

MHISLASRSRVHKHRPEGPKEKKAKTLAFLKSPLMKQSVK
KPPPGEAAREELRNGKLEEAPPPALPPPPRPVADKDTSNE
SSSGSATQNTKERPATELSTTEATTPAMPAPPLQPRALNP
ASRWSKIQIVTKQTGNECVTAIEIVPATPAGMRPAANVA
RKFASIARNQVRKKRQMAARERKVTRTLEHHHHHH

kDa

116 —
66 —
45—
35—

25—

18 —
14 —

Group5
_batchl

P11926

ODC1

461

MNNFGNEEFDCHFLDEGFTAKDILDQKINEVSSSDDKDA
FYVADLGDILKKHLRWLKALPRVTPFYAVKCNDSKAIVKT
LAATGTGFDCASKTEIQLVQSLGVPPERIIYANPCKQVSQI
KYAANNGVQMMTFDSEVELMKVARAHPKAKLVLRIATD
DSKAVCRLSVKFGATLRTSRLLLERAKELNIDVVGVSFHVG
SGCTDPETFVQAISDARCVFDMGAEVGFSMYLLDIGGGF
PGSEDVKLKFEEITGVINPALDKYFPSDSGVRIIAEPGRYYV
ASAFTLAVNIIAKKIVLKEQTGSDDEDESSEQTFMYYVND
GVYGSFNCILYDHAHVKPLLQKRPKPDEKYYSSSIWGPTC
DGLDRIVERCDLPEMHVGDWMLFENMGAYTVAAASTF
NGFQRPTIYYVMSGPAWQLMQQFQNPDFPPEVEEQDA
STLPVSCAWESGMKRHRAACASASINVLEHHHHHH

kDa
116 -

45 -
35-
25-

18-
14-

Group5
_batchl

P45954

ACADSB

34

432

MKSSQSEALLNITNNGIHFAPLQTFTDEEMMIKSSVKKFA
QEQIAPLVSTMDENSKMEKSVIQGLFQQGLMGIEVDPEY
GGTGASFLSTVLVIEELAKVDASVAVFCEIQNTLINTLIRKH
GTEEQKATYLPQLTTEKVGSFCLSEAGAGSDSFALKTRAD
KEGDYYVLNGSKMWISSAEHAGLFLVMANVDPTIGYKGI
TSFLVDRDTPGLHIGKPENKLGLRASSTCPLTFENVKVPEA
NILGQIGHGYKYAIGSLNEGRIGIAAQMLGLAQGCFDYTI

PYIKERIQFGKRLFDFQGLQHQVAHVATQLEAARLLTYN

kDa

116 -
66 -

45-
35- 1

25-

18-

Group5
_batchl




AARLLEAGKPFIKEASMAKYYASEIAGQTTSKCIEWMGGV
GYTKDYPVEKYFRDAKIGTIYEGASNIQLNTIAKHIDAEYLE
HHHHHH

Q9Gzz1

NAASQ

169

MKGSRIELGDVTPHNIKQLKRLNQVIFPVSYNDKFYKDVL
EVGELAKLAYFNDIAVGAVCCRVDHSQNQKRLYIMTLGC
LAPYRRLGIGTKMLNHVLNICEKDGTFDNIYLHVQISNES
AIDFYRKFGFEIETKKNYYKRIEPADAHVLQKNLKVPSGQ
NADVQKTDNLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14-

Group5
_batchl

P60891

PRPS1

318

MPNIKIFSGSSHQDLSQKIADRLGLELGKVVTKKFSNQET
CVEIGESVRGEDVYIVQSGCGEINDNLMELLIMINACKIAS
ASRVTAVIPCFPYARQDKKDKSRAPISAKLVANMLSVAG
ADHIITMDLHASQIQGFFDIPVDNLYAEPAVLKWIRENISE
WRNCTIVSPDAGGAKRVTSIADRLNVDFALIHKERKKAN
EVDRMVLVGDVKDRVAILVDDMADTCGTICHAADKLLS
AGATRVYAILTHGIFSGPAISRINNACFEAVVVTNTIPQED
KMKHCSKIQVIDISMILAEAIRRTHNGESVSYLFSHVPLEH
HHHHH

kDa

116 -
66 -

45-
35 - .

25-

18-
14-

Group5
_batchl

Q8NCU1

CCDC197

143

MAAMDTGQRADPSNPGDKEGDLQGLWQELYQLQAK
QKKLKREVEKHKLFEDYLIKVLEKIPEGCTGWEEPEEVLVEA
TVKHYGKLFTASQDTQKRLEAFCQMIQAVHRSLESLEED
HRALIASRSGCVSCRRSATASRSSGGSLEHHHHHH

kDa

116 -
66 -

45-
35-

25-
18 -

14 -

Group5
_batchl

076054

SEC14L2

403

MSGRVGDLSPRQKEALAKFRENVQDVLPALPNPDDYFLL
RWLRARSFDLQKSEAMLRKHVEFRKQKDIDNISWQPPE
VIQQYLSGGMCGYDLDGCPVWYDIIGPLDAKGLLFSASK
QDLLRTKMRECELLLQECAHQTTKLGRKVETITIIYDCEGL
GLKHLWKPAVEAYGEFLCMFEENYPETLKRLFVVKAPKLF
PVAYNLIKPFLSEDTRKKIMVLGANWKEVLLKHISPDQVP
VEYGGTMTDPDGNPKCKSKINYGGDIPRKYYVRDQVKQ
QYEHSVQISRGSSHQVEYEILFPGCVLRWQFMSDGADV
GFGIFLKTKMGERQRAGEMTEVLPNQRYNSHLVPEDGTL
TCSDPGIYVLRFDNTYSFIHAKKVNFTVEVLLPDKASEEKM
KQLGAGTPKLEHHHHHH

kDa

116 -
66 -

45 - .
35-

25-

18-
14 -

Group5
_batchl

P52565

ARHGDIA

204

MAEQEPTAEQLAQIAAENEEDEHSVNYKPPAQKSIQEIQ
ELDKDDESLRKYKEALLGRVAVSADPNVPNVVVTGLTLY

CSSAPGPLELDLTGDLESFKKQSFVLKEGVEYRIKISFRVNR
EIVSGMKYIQHTYRKGVKIDKTDYMVGSYGPRAEEYEFLT

PVEEAPKGMLARGSYSIKSRFTDDDKTDHLSWEWNLTIK

KDWKDLEHHHHHH

kDa

116 -
66 -
45 -
35-

25-

18-
14 -

Group5
_batchl

QINPB3

CABP2

220

MGNCAKRPWRRGPKDPLQWLGSPPRGSCPSPSSSPKE
QGDPAPGVQGYSVLNSLVGPACIFLRPSIAATQLDRELRP
EEIEELQVAFQEFDRDRDGYIGCRELGACMRTLGYMPTE
MELIEISQQISGGKVDFEDFVELMGPKLLAETADMIGVREL
RDAFREFDTNGDGRISVGELRAALKALLGERLSQREVDEIL
QDVDLNGDGLVDFEEFVRMMSRLEHHHHHH

kDa
116 — 0
66 —
45—
35—

25— .

18—
14—

Groupb6
_batchl

P43359

MAGEASP

124

MSLEQKSQHCKPEEGLDTQEEALGLVGVQAATTEEQEA
VSSSSPLVPGTLGEVPAAGSPGPLKSPQGASAIPTAIDFTL
WRQSIKGSSNQEEEGPSTSPDPESVFRAALSKKVADLIHF
LLLKYLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14 -

Group6
_batchl




P50502

ST13

369

MDPRKVNELRAFVKMCKQDPSVLHTEEMRFLREWVES
MGGKVPPATQKAKSEENTKEEKPDSKKVEEDLKADEPSS
EESDLEIDKEGVIEPDTDAPQEMGDENAEITEEMMDQAN
DKKVAAIEALNDGELQKAIDLFTDAIKLNPRLAILYAKRAS
VFVKLQKPNAAIRDCDRAIEINPDSAQPYKWRGKAHRLL
GHWEEAAHDLALACKLDYDEDASAMLKEVQPRAQKIAE
HRRKYERKREEREIKERIERVKKAREEHERAQREEEARRQS
GAQYGSFPGGFPGGMPGNFPGGMPGMGGGMPGMAG
MPGLNEILSDPEVLAAMQDPEVMVAFQDVAQNPANM
SKYQSNPKVMNLISKLSAKFGGQALEHHHHHH

kDa
116 -

45-

35-

25-

18-
14 -

Group6
_batchl

P21695

GPD1

349

MASKKVCIVGSGNWGSAIAKIVGGNAAQLAQFDPRVT
MWVFEEDIGGKKLTEINTQHENVKYLPGHKLPPNVVAV
PDVVQAAEDADILIFVVPHQFIGKICDQLKGHLKANATGI
SLIKGVDEGPNGLKLISEVIGERLGIPMSVLMGANIASEVA
DEKFCETTIGCKDPAQGQLLKELMQTPNFRITVVQEVDT
VEICGALKNVVAVGAGFCDGLGFGDNTKAAVIRLGLME
MIAFAKLFCSGPVSSATFLESCGVADLITTCYGGRNRKVA
EAFARTGKSIEQLEKELLNGQKLQGPETARELYSILQHKGL
VDKFPLFMAVYKVCYEGQPVGEFIHCLONHPEHMLEHH
HHHH

kDa

116 -
66 -

45 -
35-.
25-

18-
14 -

Groupb6
_batchl

Q8N668

COMMD1

190

MAAGELEGGKPLSGLLNALAQDTFHGYPGITEELLRSQLY
PEVPPEEFRPFLAKMRGILKSIASADMDFNQLEAFLTAQT
KKQGGITSDQAAVISKFWKSHKTKIRESLMNQSRWNSGL
RGLSWRVDGKSQSRHSAQIHTPVAIIELELGKYGQESEFL
CLEFDEVKVNQILKTLSEVEESISTLISQPNLEHHHHHH

kDa

116 —
66 —
45 —
35—

25—

18—
14—

Group6
_batchl

P00167

CYB5A

108

MAEQSDEAVKYYTLEEIQKHNHSKSTWLILHHKVYDLTKF
LEEHPGGEEVLREQAGGDATENFEDVGHSTDAREMSKTF
[IGELHPDDRPKLNKPPETLITTIDSSSSLEHHHHHH

kDa

116 —
66 —
45—
35—

25 —

18 —
14 —

Groupb6
_batchl

Q12798

CETN1

172

MASGFKKPSAASTGQKRKVAPKPELTEDQKQEVREAFDL
FDVDGSGTIDAKELKVAMRALGFEPRKEEMKKMISEVDR
EGTGKISFNDFLAVMTQKMSEKDTKEEILKAFRLFDDDET
GKISFKNLKRVANELGENLTDEELQEMIDEADRDGDGEV
NEEEFLRIMKKTSLYLEHHHHHH

116 -
66 -
45 -
35-

25-
ot

18 -
14-
|

Group6
_batchl

P50053

KHK

298

MEEKQILCVGLVVLDVISLVDKYPKEDSEIRCLSQRWQRG
GNASNSCTVLSLLGAPCAFMGSMAPGHVADFLVADFRR
RGVDVSQVAWQSKGDTPSSCCIINNSNGNRTIVLHDTSL
PDVSATDFEKVDLTQFKWIHIEGRNASEQVKMLQRIDAH
NTRQPPEQKIRVSVEVEKPREELFQLFGYGDVVFVSKDVA
KHLGFQSAEEALRGLYGRVRKGAVLVCAWAEEGADALG

PDGKLLHSDAFPPPRVVDTLGAGDTFNASVIFSLSQGRSYV
QEALRFGCQVAGKKCGLQGFDGIVLEHHHHHH

kDa

116 -
66 -

45-
3
25-

18-
14-

Group6
_batchl

Q16181

SEPTIN7

437

MSVSARSAAAEERSYNSSTMVAQQKNLEGYVGFANLP
NQVYRKSVKRGFEFTLMVVGESGLGKSTLINSLFLTDLYSP
EYPGPSHRIKKTVQVEQSKVLIKEGGVQLLLTIVDTPGFGD
AVDNSNCWQPVIDYIDSKFEDYLNAESRVNRRQMPDN
RVQCCLYFIAPSGHGLKPLDIEFMKRLHEKVNIIPLIAKADT
LTPEECQQFKKQIMKEIQEHKIKIYEFPETDDEEENKLVKKI
KDRLPLAVVGSNTIIEVNGKRVRGRQYPWGVAEVENGE
HCDFTILRNMLIRTHMQDLKDVTNNVHYENYRSRKLAA
VTYNGVDNNKNKGQLTKSPLAQMEEERREHVAKMKKM
EMEMEQVFEMKVKEKVQKLKDSEAELQRRHEQMKKNLE

kDa
116 -
66 -
45 -
35-

25-

18-

14 -
-

FIAEFER, 1t
T B

Group?
_batchl




AQHKELEEKRRQFEDEKANWEAQQRILEQQNSSRTLEK
NKKKGKIFLEHHHHHH

p24844

MYL9

172

MSSKRAKAKTTKKRPQRATSNVFAMFDQSQIQEFKEAFN
MIDQNRDGFIDKEDLHDMLASLGKNPTDEYLEGMMSEA
PGPINFTMFLTMFGEKLNGTDPEDVIRNAFACFDEEASGF
IHEDHLRELLTTMGDRFTDEEVDEMYREAPIDKKGNFNY
VEFTRILKHGAKDKDDLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14-

Group?
_batchl

Q9BV20

MRI1

369

MTLEAIRYSRGSLQILDQLLLPKQSRYEAVGSVHQAWEAI
RAMKVRGAPAIALVGCLSLAVELQAGAGGPGLAALVAFY
RDKLSFLVTARPTAVNMARAARDLADVAAREAEREGATE
EAVRERVICCTEDMLEKDLRDNRSIGDLGARHLLERVAPS
GGKVTVLTHCNTGALATAGYGTALGVIRSLHSLGRLEHAF
CTETRPYNQGARLTAFELVYEQIPATLITDSMVAAAMAH
RGVSAVVVGADRVVANGDTANKVGTYQLAIVAKHHGIP
FYVAAPSSSCDLRLETGKENIEERPGQELTDVNGVRIAAPG
IGVWNPAFDVTPHDLITGGHTELGVFAPEELRTALTTTISS
RDGTLDGPOQMLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14~

Group?
_batchl

P17302

GJAl

232

382

MFFKGVKDRVKGKSDPYHATSGALSPAKDCGSQKYAYF
NGCSSPTAPLSPMSPPGYKLVTGDRNNSSCRNYNKQAS
EQNWANYSAEQNRMGQAGSTISNSHAQPFDFPDDNQ
NSKKLAAGHELQPLAIVDQRPSSRASSRASSRPRPDDLEIL
EHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14 -

Group?
_batchl

Q8IV38

ANKMY2

441

MVHIKKGELTQEEKELLEVIGKGTVQEAGTLLSSKNVRVN
CLDENGMTPLMHAAYKGKLDMCKLLLRHGADVNCHQ
HEHGYTALMFAALSGNKDITWVMLEAGAETDVVNSVGR
TAAQMAAFVGQHDCVTIINNFFPRERLDYYTKPQGLDKE
PKLPPKLAGPLHKIITTTNLHPVKIVMLVNENPLLTEEAAL
NKCYRVMDLICEKCMKQRDMNEVLAMKMHYISCIFQKC
INFLKDGENKLDTLIKSLLKGRASDGFPVYQEKIIRESIRKFP
YCEATLLQQLVRSIAPVEIGSDPTAFSVLTQAITGQVGFVD
VEFCTTCGEKGASKRCSVCKMVIYCDQTCQKTHWFTHK
KICKNLKDIYEKQQLEAAKEKRQEENHGKLDVNSNCVNE
EQPEAEVGISQKDSNPEDSGEGKKESLESEAELEGLQDAP
AGPQVSEELEHHHHHH

kDa

116 —
66 —
45—
35—

25 —

18 —
14 —

Group?
_batchl

Q03013

GSTM4

218

MSMTLGYWDIRGLAHAIRLLLEYTDSSYEEKKYTMGDAP
DYDRSQWLNEKFKLGLDFPNLPYLIDGAHKITQSNAILCY!
ARKHNLCGETEEEKIRVDILENQAMDVSNQLARVCYSPD
FEKLKPEYLEELPTMMQHFSQFLGKRPWFVGDKITFVDFL
AYDVLDLHRIFEPNCLDAFPNLKDFISRFEGLEKISAYMKS
SRFLPKPLYTRVAVWGNKLEHHHHHH

kDa

116 -
66 -

45-
35-

18-
14 -

Group?
_batchl

Q96LI8

UBXN10

280

MATEAPVNIAPPECSTVVSTAVDSLIWQPNSLNMHMIRP
KSAKGRTRPSLQKSQGVEVCAHHIPSPPPAIPYELPSSQK
PGACAPKSPNQGASDEIPELQQQVPTGASSSLNKYPVLP
SINRKNLEEEAVETVAKKASSLQLSSIRALYQDETGTMKTS
EEDSRARACAVERKFIVRTKKQGSSRAGNLEEPSDQEPRL
LLAVRSPTGQRFVRHFRPTDDLQTIVAVAEQKNKTSYRH
CSIETMEVPRRRFSDLTKSLQECRIPHKSVLGISLEDGEGW
PLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14 -

Group?
_batchl




Q86SG5

S100A7A

101

MSNTQAERSIIGMIDMFHKYTGRDGKIEKPSLLTMMKEN
FPNFLSACDKKGIHYLATVFEKKDKNEDKKIDFSEFLSLLG
DIAADYHKQSHGAAPCSGGSQLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-

14-

Group?
_batchl

P35557

GCK

465

MLDDRARMEAAKKEKVEQILAEFQLQEEDLKKVMRRMQ
KEMDRGLRLETHEEASVKMLPTYVRSTPEGSEVGDFLSLD
LGGTNFRVMLVKVGEGEEGQWSVKTKHQMYSIPEDAM
TGTAEMLFDYISECISDFLDKHQMKHKKLPLGFTFSFPVR
HEDIDKGILLNWTKGFKASGAEGNNVVGLLRDAIKRRGD
FEMDVVAMVNDTVATMISCYYEDHQCEVGMIVGTGCN
ACYMEEMOQNVELVEGDEGRMCVNTEWGAFGDSGELD
EFLLEYDRLVDESSANPGQQLYEKLIGGKYMGELVRLVLL
RLVDENLLFHGEASEQLRTRGAFETRFVSQVESDTGDRK
QIYNILSTLGLRPSTTDCDIVRRACESVSTRAAHMCSAGL
AGVINRMRESRSEDVMRITVGVDGSVYKLHPSFKERFHA
SVRRLTPSCEITFIESEEGSGRGAALVSAVACKKACMLGQL
EHHHHHH

kDa

116 -
66 -
45-
35-

25-

18 -
14 -

Group8
_batchl

Q5VW32

BROX

408

MTHWFHRNPLKATAPVSFNYYGVVTGPSASKICNDLRSS
RARLLELFTDLSCNPEMMKNAADSYFSLLQGFINSLDEST
QESKLRYIQNFKWTDTLQGQVPSAQQDAVFELISMGFN
VALWYTKYASRLAGKENITEDEAKEVHRSLKIAAGIFKHLK
ESHLPKLITPAEKGRDLESRLIEAYVIQCQAEAQEVTIARAI
ELKHAPGLIAALAYETANFYQKADHTLSSLEPAYSAKWRK
YLHLKMCFYTAYAYCYHGETLLASDKCGEAIRSLQEAEKL
YAKAEALCKEYGETKGPGPTVKPSGHLFFRKLGNLVKNTL
EKCQRENGFIYFQKIPTEAPQLELKANYGLVEPIPFEFPPTS
VOQWTPETLAAFDLTKRPKDDSTKPKPEEEVKPVKEPDIKP
QKDTGCLEHHHHHH

kDa
116 -
66 -
45 - -
35-
25-

18 -
14 -

Group8
_batchl

Q9Y3B8

REXO2

26

237

MVREGGAAMAAGESMAQRMVWVDLEMTGLDIEKDQII
EMACLITDSDLNILAEGPNLIIKQPDELLDSMSDWCKEHH
GKSGLTKAVKESTITLQQAEYEFLSFVRQQTPPGLCPLAG

NSVHEDKKFLDKYMPQFMKHLHYRIIDVSTVKELCRRWY
PEEYEFAPKKAASHRALDDISESIKELQFYRNNIFKKKIDEK
KRKIIENGENEKTVSLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14 -

Group8
_batchl

P30405

PPIF

30

207

MCSKGSGDPSSSSSSGNPLVYLDVDANGKPLGRVVLELK
ADVVPKTAENFRALCTGEKGFGYKGSTFHRVIPSFMCQA
GDFTNHNGTGGKSIYGSRFPDENFTLKHVGPGVLSMAN
AGPNTNGSQFFICTIKTDWLDGKHVVFGHVKEGMDVVK
KIESFGSKSGRTSKKIVITDCGQLSLEHHHHHH

116 -
66 -

45-
35-

25-

18- 8
14-

Group8

_batchl

Q96A00

PPP1R14A

147

MAAQRLGKRVLSKLQSPSRARGPGGSPGGLQKRHARVT
VKYDRRELQRRLDVEKWIDGRLEELYRGMEADMPDEINI

DELLELESEEERSRKIQGLLKSCGKPVEDFIQELLAKLQGLH
RQPGLRQPSPSHDGSLSPLQDRARTAHPLEHHHHHH

kDa
116 —
66 —
45—
35—
25 —
18—
14—

Group8

_batchl

ABNEY8

PRORSD1P

169

MAGAELGAALEQRLGALAIHTEVVEHPEVFTVEEMMPHI
QHLKGAHSKNLFLKDKKKKNYWLVTVLHDRQINLNELAK
QLGVGSGNLRFADETAMLEKLKVGQGCATPLALFCDGG
DVKFVLDSAFLEGGHEKVYFHPMTNAATMGLSPEDFLTF
VKMTGHDPIILNFDLEHHHHHH

kDa

116 —
66 —
45—
35—

25 —

18—l
14—

Group8

_batchl




P34896

SHMT1

483

MTMPVNGAHKDADLWSSHDKMLAQPLKDSDVEVYNII
KKESNRQRVGLELIASENFASRAVLEALGSCLNNKYSEGY
PGORYYGGTEFIDELETLCQKRALQAYKLDPQCWGVNV
QPYSGSPANFAVYTALVEPHGRIMGLDLPDGGHLTHGF

MTDKKKISATSIFFESMPYKVNPDTGYINYDQLEENARLF

HPKLIAGTSCYSRNLEYARLRKIADENGAYLMADMAHIS
GLVAAGVVPSPFEHCHVVTTTTHKTLRGCRAGMIFYRKG
VKSVDPKTGKEILYNLESLINSAVFPGLQGGPHNHAIAGY
AVALKQAMTLEFKVYQHQVVANCRALSEALTELGYKIVT
GGSDNHLILVDLRSKGTDGGRAEKVLEACSIACNKNTCP

GDRSALRPSGLRLGTPALTSRGLLEKDFQKVAHFIHRGIEL
TLQIQSDTGVRATLKEFKERLAGDKYQAAVQALREEVESF
ASLFPLPGLPDFLEHHHHHH

116 -
66 -
45-
35-

25-

18-
14-

Group8
_batchl

075293

GADD45B

160

MTLEELVACDNAAQKMQTVTAAVEELLVAAQRQDRLT
VGVYESAKLMNVDPDSVVLCLLAIDEEEEDDIALQIHFTLI
QSFCCDNDINIVRVSGMQRLAQLLGEPAETQGTTEARDL
HCLLVTNPHTDAWKSHGLVEVASYCEESRGNNQWVPYI
SLQERLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14-

Group8
_batchl

Q12974

PTP4A2

164

MNRPAPVEISYENMRFLITHNPTNATLNKFTEELKKYGVT
TLVRVCDATYDKAPVEKEGIHVLDWPFDDGAPPPNQIV
DDWLNLLKTKFREEPGCCVAVHCVAGLGRAPVLVALALI
ECGMKYEDAVQFIRQKRRGAFNSKQLLYLEKYRPKMRLR
FRDTNGHCLEHHHHHH

kDa

116 -
66 -

45-
35-
25-

18- "
14 -

Groupl
_batch3

P54284

CACNB3

484

MYDDSYVPGFEDSEAGSADSYTSRPSLDSDVSLEEDRES
ARREVESQAQQQLERAKHKPVAFAVRTNVSYCGVLDEE
CPVQGSGVNFEAKDFLHIKEKYSNDWWIGRLVKEGGDIA
FIPSPQRLESIRLKQEQKARRSGNPSSLSDIGNRRSPPPSL
AKQKQKQAEHVPPYDVVPSMRPVVLVGPSLKGYEVTD
MMQKALFDFLKHRFDGRISITRVTADLSLAKRSVLNNPGK
RTIERSSARSSIAEVQSEIERIFELAKSLQLVVLDADTINHP
AQLAKTSLAPIIVFVKVSSPKVLQRLIRSRGKSQMKHLTVQ
MMAYDKLVQCPPESFDVILDENQLEDACEHLAEYLEVY
WRATHHPAPGPGLLGPPSAIPGLONQQLLGERGEEHSPL
ERDSLMPSDEASESSRQAWTGSSQRSSRHLEEDYADAY
QDLYQPHRQHTSGLPSANGHDPQDRLLAQDSEHNHSD
RNWQRNRPWPKDSYLEHHHHHH

kDa

116 -

45-
35-

25-

18-
14 -

Groupl

_batch3

P63000

RAC1

189

MQAIKCVVVGDGAVGKTCLLISYTTNAFPGEYIPTVFDNY
SANVMVDGKPVNLGLWDTAGQEDYDRLRPLSYPQTDV
FLICFSLVSPASFENVRAKWYPEVRHHCPNTPIILVGTKLD

LRDDKDTIEKLKEKKLTPITYPQGLAMAKEIGAVKYLECSAL
TQRGLKTVFDEAIRAVLCPPPVKKRKRKCLEHHHHHH

kDa

116 -
66 -
45-
35-

25-

18-
14-

Groupl

_batch3

043768

ENSA

121

MSQKQEEENPAEETGEEKQDTQEKEGILPERAEEAKLKAK
YPSLGQKPGGSDFLMKRLQKGQKYFDSGDYNMAKAKM
KNKQLPSAGPDKNLVTGDHIPTPQDLPQRKSSLVTSKLA

GGQVELEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14-

Groupl

_batch3




095881

TXNDC12

27

172

MHNGLGKGFGDHIHWRTLEDGKKEAAASGLPLMVIIHKS
WCGACKALKPKFAESTEISELSHNFVMVNLEDEEEPKDED
FSPDGGYIPRILFLDPSGKVHPEIINENGNPSYKYFYVSAE
QVVQGMKEAQERLTGDAFRKKHLEDELEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14 -

Groupl
_batch3

QINR45

NANS

359

MPLELELCPGRWVGGQHPCFIIAEIGQNHQGDLDVAKR
MIRMAKECGADCAKFQKSELEFKFNRKALERPYTSKHSW
GKTYGEHKRHLEFSHDQYRELQRYAEEVGIFFTASGMDE
MAVEFLHELNVPFFKVGSGDTNNFPYLEKTAKKGRPMVI
SSGMQSMDTMKQVYQIVKPLNPNFCFLQCTSAYPLQPE
DVNLRVISEYQKLFPDIPIGYSGHETGIAISVAAVALGAKVL
ERHITLDKTWKGSDHSASLEPGELAELVRSVRLVERALGS
PTKQLLPCEMACNEKLGKSVVAKVKIPEGTILTMDMLTVK
VGEPKGYPPEDIFNLVGKKVLVTVEEDDTIMEELVDNHGK
KIKSLEHHHHHH

kDa

116 -
66 -

45-

25-

18-
14-

Groupl
_batch3

Q9UK22

FBXO2

296

MDGDGDPESVGQPEEASPEEQPEEASAEEERPEDQQEE
EAAAAAAYLDELPEPLLLRVLAALPAAELVQACRLVCLRW
KELVDGAPLWLLKCQQEGLVPEGGVEEERDHWQQFYFL
SKRRRNLLRNPCGEEDLEGWCDVEHGGDGWRVEELPG
DSGVEFTHDESVKKYFASSFEWCRKAQVIDLQAEGYWEE
LLDTTQPAIVVKDWYSGRSDAGCLYELTVKLLSEHENVLA
EFSSGQVAVPQDSDGGGWMEISHTFTDYGPGVRFVRFE
HGGQDSVYWKGWFGARVTNSSVWVEPLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14-

Groupl
_batch3

B2RPKO

HMGB1P1

211

MGKGDPKKPRGKMSSYAFFVQTCREEHKKKHSDASVNF
SEFSNKCSERWKTMSAKEKGKFEDMAKADKTHYERQMK
TYIPPKGETKKKFKDPNAPKRPPSAFFLFCSEYHPKIKGEHP
GLSIGDVAKKLGEMWNNTAADDKQPGEKKAAKLKEKYE
KDIAAYQAKGKPEAAKKGVVKAEKSKKKKEEEEDEEDEED
EEEEDEEDEEDDDDELEHHHHHH

kDa

16—
66—

18—

Group?2
_batch3

095777

LSM8

96

MTSALENYINRTVAVITSDGRMIVGTLKGFDQTINLILDES
HERVFSSSQGVEQVVLGLYIVRGDNVAVIGEIDEETDSAL
DLGNIRAEPLNSVAHLEHHHHHH

kDa
116 —
66 —
45 —
35—
25 —
18 —
14—k

Group?2
_batch3

P04424

ASL

464

MASESGKLWGGRFVGAVDPIMEKFNASIAYDRHLWEVD
VQGSKAYSRGLEKAGLLTKAEMDQILHGLDKVAEEWAQ
GTFKLNSNDEDIHTANERRLKELIGATAGKLHTGRSRND
QVVTDLRLWMRQTCSTLSGLLWELIRTMVDRAEAERDV
LFPGYTHLQRAQPIRWSHWILSHAVALTRDSERLLEVRKR
INVLPLGSGAIAGNPLGVDRELLRAELNFGAITLNSMDAT
SERDFVAEFLFWASLCMTHLSRMAEDLILYCTKEFSFVQL
SDAYSTGSSLMPQKKNPDSLELIRSKAGRVFGRCAGLLM
TLKGLPSTYNKDLQEDKEAVFEVSDTMSAVLQVATGVIST
LQIHQENMGQALSPDMLATDLAYYLVRKGMPFRQAHE
ASGKAVFMAETKGVALNQLSLQELQTISPLFSGDVICVW
DYGHSVEQYGALGGTARSSVDWQIRQVRALLQAQQAL
EHHHHHH

kDa
116 -

45-.

35-

25-

18-
14 -

Group?2

_batch3

Q13325

IFITS

482

MSEIRKDTLKAILLELECHFTWNLLKEDIDLFEVEDTIGQQL
EFLTTKSRLALYNLLAYVKHLKGQNKDALECLEQAEEIIQQ
EHSDKEEVRSLVTWGNYAWVYYHMDQLEEAQKYTGKIG
NVCKKLSSPSNYKLECPETDCEKGWALLKFGGKYYQKAK
AAFEKALEVEPDNPEFNIGYAITVYRLDDSDREGSVKSFSL
GPLRKAVTLNPDNSYIKVFLALKLQDVHAEAEGEKYIEEIL

DQISSQPYVLRYAAKFYRRKNSWNKALELLKKALEVTPTS

kDa

116 -
66 -

45-
35-

25-

18-
14 -

Group?2

_batch3




SFLHHOMGLCYRAQMIQIKKATHNRPKGKDKLKVDELIS
SAIFHFKAAMERDSMFAFAYTDLANMYAEGGQYSNAED
IFRKALRLENITDDHKHQIHYHYGRFQEFHRKSENTAIHH
YLEALKVKDRSPLRTKLTSALKKLSTKRLCHNALDVQSLSA
LGFVYKLEGEKRQAAEYYEKAQKIDPENAEFLTALCELRLSI
LEHHHHHH

Q15365

PCBP1

356

MDAGVTESGLNVTLTIRLLMHGKEVGSIIGKKGESVKRIRE
ESGARINISEGNCPERIITLTGPTNAIFKAFAMIIDKLEEDIN
SSMTNSTAASRPPVTLRLVVPATQCGSLIGKGGCKIKEIRE
STGAQVQVAGDMLPNSTERAITIAGVPQSVTECVKQICL
VMLETLSQSPQGRVMTIPYQPMPASSPVICAGGQDRCS
DAAGYPHATHDLEGPPLDAYSIQGQHTISPLDLAKLNQV
ARQQSHFAMMHGGTGFAGIDSSSPEVKGYWASLDAST
QTTHELTIPNNLIGCIIGRQGANINEIRQMSGAQIKIANPY
EGSSGRQVTITGSAASISLAQYLINARLSSEKGMGCSLEH
HHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14 -

Group?2
_batch3

QIBNU7

AMDHD1

426

MASGHSLLLENAQQVVLVCARGERFLARDALRSLAVLEG
ASLVVGKDGFIKAIGPADVIQRQFSGETFEEIIDCSGKCILP
GLVDAHTHPVWAGERVHEFAMKLAGATYMEIHQAGGG
IHFTVERTRQATEEELFRSLQQRLQCMMRAGTTLVECKS
GYGLDLETELKMLRVIERARRELDIGISATYCGAHSVPKGK
TATEAADDIINNHLPKLKELGRNGEIHVDNIDVFCEKGVF
DLDSTRRILQRGKDIGLQINFHGDELHPMKAAELGAELG
AQAISHLEEVSDEGIVAMATARCSAILLPTTAYMLRLKQP
RARKMLDEGVIVALGSDFNPNAYCFSMPMVMHLACVN
MRMSMPEALAAATINAAYALGKSHTHGSLEVGKQGDLII
INSSRWEHLIYQFGGHHELIEYVIAKGKLIYKTLEHHHHHH

kDa

116 -
66 -

45 - -
35-

25-

18-
14-

Group?2
_batch3

Q96PI1

SPRR4

79

MSSQQQQRQQQQCPPQRAQQQQVKQPCQPPPVKC
QETCAPKTKDPCAPQVKKQCPPKGTIIPAQQKCPSAQQ
ASKSKQKLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-

14-.

Group?2
_batch3

Q6PF06

TRMT10B

316

MDWKLEGSTQKVESPVLQGQEGILEETGEDGLPEGFQLL
QIDAEGECQEGEILATGSTAWCSKNVQRKQRHWEKIVA
AKKSKRKQEKERRKANRAENPGICPQHSKRFLRALTKDKL
LEAKHSGPRLCIDLSMTHYMSKKELSRLAGQIRRLYGSNK
KADRPFWICLTGFTTDSPLYEECVRMNDGFSSYLLDITEE
DCFSLFPLETLVYLTPDSEHALEDVDLNKVYILGGLVDESI
QKKVTFQKAREYSVKTARLPIQEYMVRNQNGKNYHSEIL
AINQVFDILSTYLETHNWPEALKKGVSSGKGYILRNSVELE
HHHHHH

kDa
116 —
66 —
45 — .
35—
25 —

18 —
14 —

Group?2
_batch3

000757

FBP2

339

MTDRSPFETDMLTLTRYVMEKGRQAKGTGELTQLLNSM
LTAIKAISSAVRKAGLAHLYGIAGSVNVTGDEVKKLDVLS
NSLVINMVQSSYSTCVLVSEENKDAITAKEKRGKYVVCF
DPLDGSSNIDCLASIGTIFAIYRKTSEDEPSEKDALQCGRNI
VAAGYALYGSATLVALSTGQGVDLFMLDPALGEFVLVEK
DVKIKKKGKIYSLNEGYAKYFDAATTEYVQKKKFPEDGSA
PYGARYVGSMVADVHRTLVYGGIFLYPANQKSPKGKLRL
LYECNPVAYIIEQAGGLATTGTQPVLDVKPEAIHQRVPLIL
GSPEDVQEYLTCVQKNQAGSLEHHHHHH

kDa
116 -
66 -
45-
35- .-

25-

18-
14 -

Group3
_batch3

P60520

GABARAPL2

116

MKWMFKEDHSLEHRCVESAKIRAKYPDRVPVIVEKVSGS
QIVDIDKRKYLVPSDITVAQFMWIIRKRIQLPSEKAIFLFVD
KTVPQSSLTMGQLYEKEKDEDGFLYVAYSGENTFGLEHH
HHHH

kDa

116 -
66 -

45-
35-

25-

‘18--

14 -

Group3
_batch3




P62253

UBE2G1

170

MTELQSALLLRRQLAELNKNPVEGFSAGLIDDNDLYRWE
VLIIGPPDTLYEGGVFKAHLTFPKDYPLRPPKMKFTEIWHP
NVDKNGDVCISILHEPGEDKYGYEKPEERWLPIHTVETIMI
SVISMLADPNGDSPANVDAAKEWREDRNGEFKRKVARC
VRKSQETAFELEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14-

Group3
_batch3

Q6IBS0

TWF2

349

MAHQTGIHATEELKEFFAKARAGSVRLIKVVIEDEQLVLG

ASQEPVGRWDQDYDRAVLPLLDAQQPCYLLYRLDSQN

AQGFEWLFLAWSPDNSPVRLKMLYAATRATVKKEFGGG
HIKDELFGTVKDDLSFAGYQKHLSSCAAPAPLTSAERELQ
QIRINEVKTEISVESKHQTLQGLAFPLQPEAQRALQQLKQ
KMVNYIQMKLDLERETIELVHTEPTDVAQLPSRVPRDAA

RYHFFLYKHTHEGDPLESVVFIYSMPGYKCSIKERMLYSSC
KSRLLDSVEQDFHLEIAKKIEIGDGAELTAEFLYDEVHPKQ

HAFKQAFAKPKGPGGKRGHKRLIRGPGENGDDSLEHHH
HHH

kDa

116 —
66 —
45—
35—
25 —
18 =
14—

Group3
_batch3

QINQP4

PFDN4

134

MAATMKKAAAEDVNVTFEDQQKINKFARNTSRITELKEEI
EVKKKQLQNLEDACDDIMLADDDCLMIPYQIGDVFISHS
QEETQEMLEEAKKNLQEEIDALESRVESIQRVLADLKVQL

YAKFGSNINLEADESLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14-

Group3
_batch3

Q15004

PCLAF

111

MVRTKADSVPGTYRKVVAARAPRKVLGSSTSATNSTSVS

SRKAENKYAGGNPVCVRPTPKWQKGIGEFFRLSPKDSEK

ENQIPEEAGSSGLGKAKRKACPLQPDHTNDEKELEHHHH
HH

kDa

116 -
66 -

45 -
35-

25-

18 - B8
14 -

Group3
_batch3

QINP86

CABP5

173

MQFPMGPACIFLRKGIAEKQRERPLGQDEIEELREAFLEFD
KDRDGFISCKDLGNLMRTMGYMPTEMELIELGQQIRMN
LGGRVDFDDFVELMTPKLLAETAGMIGVQEMRDAFKEF
DTNGDGEITLVELQQAMQRLLGERLTPREISEVVREADV
NGDGTVDFEEFVKMMSRLEHHHHHH

kDa

116 -
66 -

45-
35-
25-

18 -

14

Group3
_batch3

Q5VXD3

SAMD13

122

MANSLLEGVFAEVKEPCSLPMLSVDMENKENGSVGVKN
SMENGRPPDPADWAVMDVVNYFRTVGFEEQASAFQE
QEIDGKSLLLMTRNDVLTGLQLKLGPALKIYEYHVKPLQT
KHLKNNSSLEHHHHHH

kDa
116 -
66 -
45 -
35-

25-

18-
14-.

Group3
_batch3

Q9P2T1

GMPR2

348

MPHIDNDVKLDFKDVLLRPKRSTLKSRSEVDLTRSFSFRN
SKQTYSGVPIIAANMDTVGTFEMAKVLCKFSLFTAVHKHY
SLVQWQEFAGQNPDCLEHLAASSGTGSSDFEQLEQILEA
IPQVKYICLDVANGYSEHFVEFVKDVRKRFPQHTIMAGN
VVTGEMVEELILSGADIIKVGIGPGSVCTTRKKTGVGYPQL
SAVMECADAAHGLKGHIISDGGCSCPGDVAKAFGAGAD
FVMLGGMLAGHSESGGELIERDGKKYKLFYGMSSEMAM
KKYAGGVAEYRASEGKTVEVPFKGDVEHTIRDILGGIRSTC
TYVGAAKLKELSRRTTFIRVTQQVNPIFSEACLEHHHHHH

kDa
116 -

45 -,
35-

25-

18 -
14 -

Group4
_batch3




P35236

PTPN7

360

MVQAHGGRSRAQPLTLSLGAAMTQPPPEKTPAKKHVRL
QERRGSNVALMLDVRSLGAVEPICSYNTPREVTLHFLRTA
GHPLTRWALQRQPPSPKQLEEEFLKIPSNFVSPEDLDIPG
HASKDRYKTILPNPQSRVCLGRAQSQEDGDYINANYIRG
YDGKEKVYIATQGPMPNTVSDFWEMVWQEEVSLIVMLT
QLREGKEKCVHYWPTEEETYGPFQIRIQDMKECPEYTVR
QLTIQYQEERRSVKHILFSAWPDHQTPESAGPLLRLVAEV
EESPETAAHPGPIVVHCSAGIGRTGCFIATRIGCQQLKAR
GEVDILGIVCQLRLDRGGMIQTAEQYQFLHHTLALYAGQ
LPEEPSPLEHHHHHH

kDa

116 -
66 -

45 - .
35-
25-

18-
14 -

Group4
_batch3

Q06136

KDSR

26

270

MKPLALPGAHVVVTGGSSGIGKCIAIECYKQGAFITLVAR
NEDKLLQAKKEIEMHSINDKQVVLCISVDVSQDYNQVEN
VIKQAQEKLGPVDMLYNCAGMAVSGKFEDLEVSTFERL
MSINYLGSVYPSRAVITTMKERRVGRIVFVSSQAGQLGLF
GFTAYSASKFAIRGLAEALQMEVKPYNVYITVAYPPDTDT
PGFAEENRTKPLETRLISETTSVCKPEQVAKQIVKDAIQGN
FNSSLGSDLEHHHHHH

kDa
116 -
66-|
45- 18
35-

o |

18-
14-

Group4
_batch3

Q9BUH6

PAXX

204

MDPLSPPLCTLPPGPEPPRFVCYCEGEESGEGDRGGFNLY
VTDAAELWSTCFTPDSLAALKARFGLSAAEDITPRFRAAC
EQQAVALTLQEDRASLTLSGGPSALAFDLSKVPGPEAAP
RLRALTLGLAKRVWSLERRLAAAEETAVSPRKSPRPAGPQ
LFLPDPDPQRGGPGPGVRRRCPGESLINPGFKSKKPAGG
VDFDETLEHHHHHH

kDa

116 -
66 -
45 -
35-

25-'

18-
14-

Group4
_batch3

QINV35

NUDT15

164

MTASAQPRGRRPGVGVGVVVTSCKHPRCVLLGKRKGSY
GAGSFQLPGGHLEFGETWEECAQRETWEEAALHLKNVH
FASVVNSFIEKENYHYVTILMKGEVDVTHDSEPKNVEPEK
NESWEWVPWEELPPLDQLFWGLRCLKEQGYDPFKEDLN
HLVGYKGNHLEHHHHHH

kDa
116 -

45-
35-
25-

18-
14 -

Group4
_batch3

Q51215

TRAPPC3L

181

MSRPAHRRPEYHKINKDLFVLTYGALVAQLCKDYEKDED
VNQYLDKMGYGIGTRLVEDFLARSCVGRCHSYSEIIDIAQ
VAFKMYLGITPSVTCNNSSKNEFSLILEKNPLVEFVEELPA
GRSSLCYCNLLCGIIRGALEMVHLAADVTFLQDRLKGDSYV
TEIGITFLKKRDEKKYRGKKLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14 -

Group4
_batch3

QT7RTTS

SSX7

188

MNGDDAFARRPRAGAQIPEKIQKSFDDIAKYFSKKEWEK
MKSLEKISYVYMKRKYEAMTKLGFKATLPPFMHNTGATD
LQGNDFDNDRNQGNQVERPQMTFCRLQRIFPKIMPKK
PAEEGNDSKGVPEASGSQNDGKHLCPPGKPSTSEKINKT
SGPKRGKHAWTHRLRERKQLVIYEEISDPEEDDELEHHHH
HH

kDa

116 —
66 —
45—
35—

25 —

18—
14 —

Group4
_batch3

ABNMZ2

SNTN

147

MGGCMHSTQDKSLHLEGDPNPSAAPTSTCAPRKMPKRI
SISKQLASVKALRKCSDLEKAIATTALIFRNSSDSDGKLEKA
IAKDLLQTQFRNFAEGQETKPKYREILSELDEHTENKLDFE
DFMILLLSITVMSDLLONIRNVKIMKLEHHHHHH

kDa

116 -
66 -

45 -
35-

25-

18-
14-

Group4
_batch3

P13866

SLC5A1

564

643

MRNSKEERIDLDAEEENIQEGPKETIEIETQVPEKKKGIFRR
AYDLFCGLEQHGAPKMTEEEEKAMKMKMTDTSEKPLWR
TLEHHHHHH

kDa
116 -
66 -
45-
35-

25-

Group5
_batch3




Q96DEO

NUDT16

195

MAGARRLELGEALALGSGWRHACHALLYAPDPGMLFGR
IPLRYAILMQMRFDGRLGFPGGFVDTQDRSLEDGLNREL
REELGEAAAAFRVERTDYRSSHVGSGPRVVAHFYAKRLTL
EELLAVEAGATRAKDHGLEVLGLVRVPLYTLRDGVGGLPT
FLENSFIGSAREQLLEALQDLGLLQSGSISGLKIPAHHLEH
HHHHH

kDa
116 -
66 -
45-
35-

25- "

18-
14-

Group5
_batch3

P55809

OXCT1

40

520

MTKFYTDPVEAVKDIPDGATVLVGGFGLCGIPENLIDALL
KTGVKGLTAVSNNAGVDNFGLGLLLRSKQIKRMVSSYVG
ENAEFERQYLSGELEVELTPQGTLAERIRAGGAGVPAFYT
PTGYGTLVQEGGSPIKYNKDGSVAIASKPREVREFNGQHF
ILEEAITGDFALVKAWKADRAGNVIFRKSARNFNLPMCKA
AETTVVEVEEIVDIGAFAPEDIHIPQIYVHRLIKGEKYEKRIE
RLSIRKEGDGEAKSAKPGDDVRERIIKRAALEFEDGMYAN
LGIGIPLLASNFISPNITVHLQSENGVLGLGPYPRQHEADA
DLINAGKETVTILPGASFFSSDESFAMIRGGHVDLTMLGA
MQVSKYGDLANWMIPGKMVKGMGGAMDLVSSAKTKYV
VVTMEHSAKGNAHKIMEKCTLPLTGKQCVNRIITEKAVF
DVDKKKGLTLIELWEGLTVDDVQKSTGCDFAVSPKLMPM
QQIANLEHHHHHH

kDa
116 -
66 -
45-
35-

25-

18-
14-

Group5
_batch3

P61204

ARF3

181

MGNIFGNLLKSLIGKKEMRILMVGLDAAGKTTILYKLKLGE
IVTTIPTIGEFNVETVEYKNISFTVWDVGGQDKIRPLWRHYF
QONTQGLIFVVDSNDRERVNEAREELMRMLAEDELRDAV
LLVFANKQDLPNAMNAAEITDKLGLHSLRHRNWYIQAT

CATSGDGLYEGLDWLANQLKNKKLEHHHHHH

116 -
66 -
45-
35-

25-

18-
14-

Group5
_batch3

ABNMN3

FAM170B

283

MKCYFTDHRGEQSPTDGTTLSLTSPESTEESVEVFWPGTI

QREGSSPRPGPAIPREEGLYFAARDRGMRDWSSSPSSES

SEYQSYSQYQSCCSCMCDEDNAAPQSVCAFYTHVQTV

RGVAVAWETEAGFEPVTRKPRIHEAQFIKRQRWNGSSFE
MASNTDMRWDLEACKSNCSPEPEDIDLLECCLQELREPP
DWLVTTNYGVRCVACCRVLPSLDALLEHAQHGIREGFSC
QIFFEEMLERRRAQGQAHDQQLEEEQSPSDNSECSRPQ

GEVLSAQQQEKQLEHHHHHH

kDa
116 —
66 —
45—
35—
25—

18 —
14 —

Group5
_batch3

QINRP4

SDHAF3

31

125

MGDQYVKDEFRRHKTVGSDEAQRFLQEWEVYATALLQ
QANENRQNSTGKACFGTFLPEEKLNDFRDEQIGQLQEL
MQEATKPNRQFSISESMKPKFLEHHHHHH

116 -
66 -
45-
35-

25-

18-
14 -

Group5
_batch3

ABMWE9

EFCAB8

144

MSSEDLAEIPQLQKLSIPHGFQNKEAASSPTPSITLSQVPD
LQPGSQLFTEIHLAKIEKMFEEDINSTGALGMDAFIKAMK
KVLSSVSDEMLKELFLKVDSDCEGFVTWQKYVDYMMRE
FQGKEDMRKSQYRLHFYLPMTVVPLEHHHHHH

kDa

116 —
66 —
45—
35—

25 —

18 —
14 —

Group5

_batch3

Q510X7

TTC32

151

MEGQRQESHATLTLAQAHFNNGEYAEAEALYSAYIRRC

ACAASSDESPGSKCSPEDLATAYNNRGQIKYFRVDFYEA
MDDYTSAIEVQPNFEVPYYNRGLILYRLGYFDDALEDFKK
VLDLNPGFQDATLSLKQTILDKEEKQRRNVAKNYLEHHH
HHH

kDa
116 -
66 -
45-
35-

25-

18 - .
14 -

Group5

_batch3




P60900

PSMAG

246

MSRGSSAGFDRHITIFSPEGRLYQVEYAFKAINQGGLTSV
AVRGKDCAVIVTQKKVPDKLLDSSTVTHLFKITENIGCVM
TGMTADSRSQVQRARYEAANWKYKYGYEIPVDMLCKRI
ADISQVYTONAEMRPLGCCMILIGIDEEQGPQVYKCDPA
GYYCGFKATAAGVKQTESTSFLEKKVKKKFDWTFEQTVET
AITCLSTVLSIDFKPSEIEVGVVTVENPKFRILTEAEIDAHLY
ALAERDLEHHHHHH

kDa
116 -
66 -
45-
35-

25-

Group6
_batch3

P18825

ADRA2C

232

379

MRIYRVAKLRTRTLSEKRAPVGPDGASPTTENGLGAAAG

AGENGHCAPPPADVEPDESSAAAERRRRRGALRRGGRR
RAGAEGGAGGADGQGAGPGAAESGALTASRSPGPGGR
LSRASSRSVEFFLSRRRRARSSVCRRKVAQAREKRLEHHH

HHH

Group6
_batch3

Q96LZ3

PPP3R2

170

MGNEASYPAEMCSHFDNDEIKRLGRRFKKLDLDKSGSLS
VEEFMSLPELRHNPLVRRVIDVFDTDGDGEVDFKEFILGTS
QFSVKGDEEQKLRFAFSIYDMDKDGYISNGELFQVLKMM
VGNNLTDWQLQQLVDKTHILDKDGDGKISFEEFSAVVRD
LEIHKKLVLIVLEHHHHHH

kDa

116 -
66 -
45 -
35-

25-

18-
14 -

Group6
_batch3

P24534

EEF1B2

225

MGFGDLKSPAGLQVLNDYLADKSYIEGYVPSQADVAVFE
AVSSPPPADLCHALRWYNHIKSYEKEKASLPGVKKALGKY
GPADVEDTTGSGATDSKDDDDIDLFGSDDEEESEEAKRL
REERLAQYESKKAKKPALVAKSSILLDVKPWDDETDMAKL
EECVRSIQADGLVWGSSKLVPVGYGIKKLQIQCVVEDDK
VGTDMLEEQITAFEDYVQSMDVAAFNKILEHHHHHH

kDa

116 —
66 —
45 —

35—
-

25 —

18 —
14 —

Group6
_batch3

P51608

MECP2

486

MVAGMLGLREEKSEDQDLQGLKDKPLKFKKVKKDKKEEK
EGKHEPVQPSAHHSAEPAEAGKAETSEGSGSAPAVPEAS
ASPKQRRSIIRDRGPMYDDPTLPEGWTRKLKQRKSGRSA
GKYDVYLINPQGKAFRSKVELIAYFEKVGDTSLDPNDFDF
TVTGRGSPSRREQKPPKKPKSPKAPGTGRGRGRPKGSGT
TRPKAATSEGVQVKRVLEKSPGKLLVKMPFQTSPGGKAE
GGGATTSTQVMVIKRPGRKRKAEADPQAIPKKRGRKPGS
VVAAAAAEAKKKAVKESSIRSVQETVLPIKKRKTRETVSIEV
KEVVKPLLVSTLGEKSGKGLKTCKSPGRKSKESSPKGRSSS
ASSPPKKEHHHHHHHSESPKAPVPLLPPLPPPPPEPESSE
DPTSPPEPQDLSSSVCKEEKMPRGGSLESDGCPKEPAKT
QPAVATAATAAEKYKHRGEGERKDIVSSSMPRPNREEPV
DSRTPVTERVSLEHHHHHH

kDa
116 -
66- """
45-
35-

25-

18-
14 -

Group6
_batch3

Q16836

HADH

13

314

MSSSSTASASAKKIIVKHVTVIGGGLMGAGIAQVAAATG
HTVVLVDQTEDILAKSKKGIEESLRKVAKKKFAENLKAGDE
FVEKTLSTIATSTDAASVVHSTDLVVEAIVENLKVKNELFK
RLDKFAAEHTIFASNTSSLQITSIANATTRQDRFAGLHFFN
PVPVMKLVEVIKTPMTSQKTFESLVDFSKALGKHPVSCKD
TPGFIVNRLLVPYLMEAIRLYERGDASKEDIDTAMKLGAG
YPMGPFELLDYVGLDTTKFIVDGWHEMDAENPLHQPSP
SLNKLVAENKFGKKTGEGFYKYKLEHHHHHH

kDa
116 -
66 -
45-
35-

25-

18-
14 -

Group6
_batch3

QIUNTL

RABL2B

228

MAEDKTKPSELDQGKYDADDNVKIICLGDSAVGKSKLME
RFLMDGFQPQQLSTYALTLYKHTATVDGRTILVDFWDTA
GQERFQSMHASYYHKAHACIMVFDVQRKVTYRNLSTW
YTELREFRPEIPCIVVANKIDDINVTQKSFNFAKKFSLPLYF

VSAADGTNVVKLFNDAIRLAVSYKQNSQDFMDEIFQELE
NFSLEQEEEDVPDQEQSSSIETPSEEAASPHSLEHHHHHH

kDa

16 —
66 —
45 —

35—
o

25 —

18 —
14 —

Group6
_batch3




Q7L8J4

SH3BP5L

393

MAELRQVPGGRETPQGELRPEVVEDEVPRSPVAEEPGGG
GSSSSEAKLSPREEEELDPRIQEELEHLNQASEEINQVELQ
LDEARTTYRRILQESARKLNTQGSHLGSCIEKARPYYEARR
LAKEAQQETQKAALRYERAVSMHNAAREMVFVAEQGY
MADKNRLDPTWQEMLNHATCKVNEAEEERLRGEREHQ
RVTRLCQQAEARVQALQKTLRRAIGKSRPYFELKAQFSQI
LEEHKAKVTELEQQVAQAKTRYSVALRNLEQISEQIHARR
RGGLPPHPLGPRRSSPVGAEAGPEDMEDGDSGIEGAEG
AGLEEGSSLGPGPAPDTDTLSLLSLRTVASDLQKCDSVEH
LRGLSDHVSLDGQELGTRSGGRRGSDGGARGGRHQRSY
SLEHHHHHH

kDa
116 —
66 —
45—'
35—
25—

18 —

14—I

Group6
_batch3

P11310

ACADM

26

421

MKANRQREPGLGFSFEFTEQQKEFQATARKFAREEIIPVA
AEYDKTGEYPVPLIRRAWELGLMNTHIPENCGGLGLGTF
DACLISEELAYGCTGVQTAIEGNSLGQMPIIAGNDQQKK
KYLGRMTEEPLMCAYCVTEPGAGSDVAGIKTKAEKKGDE
YIINGQKMWITNGGKANWYFLLARSDPDPKAPANKAFT
GFIVEADTPGIQIGRKELNMGQRCSDTRGIVFEDVKVPKE
NVLIGDGAGFKVAMGAFDKTRPVVAAGAVGLAQRALDE
ATKYALERKTFGKLLVEHQAISFMLAEMAMKVELARMSY
QRAAWEVDSGRRNTYYASIAKAFAGDIANQLATDAVQI
LGGNGFNTEYPVEKLMRDAKIYQIYEGTSQIQRLIVAREHI
DKYKNLEHHHHHH

kDa
116 -
66 -
45-
35-

25-

18-
14 -

Group?
_batch3

QINPI5

NMRK2

230

MKLIVGIGGMTNGGKTTLTNSLLRALPNCCVIHQDDFFK

PQDQIAVGEDGFKQWDVLESLDMEAMLDTVQAWLSSP
QKFARAHGVSVQPEASDTHILLLEGFLLYSYKPLVDLYSRR
YFLTVPYEECKWRRSTRNYTVPDPPGLFDGHVWPMYQK
YRQEMEANGVEVVYLDGMKSREELFREVLEDIQNSLLNR

SQESAPSPARPARTQGPGRGCGHRTARPAASQQDSML

EHHHHHH

kDa
116 —
66 —
45—
35—
-
25—

18—
14—

Group?
_batch3

P49189

ALDH9A1

494

MSTGTFVVSQPLNYRGGARVEPADASGTEKAFEPATGRY
IATFTCSGEKEVNLAVQNAKAAFKIWSQKSGMERCRILLE
AARIIREREDEIATMECINNGKSIFEARLDIDISWQCLEYYA
GLAASMAGEHIQLPGGSFGYTRREPLGVCVGIGAWNYPF
QIASWKSAPALACGNAMVFKPSPFTPVSALLLAEIYSEAG
VPPGLFNVVQGGAATGQFLCQHPDVAKVSFTGSVPTG
MKIMEMSAKGIKPVTLELGGKSPLIIFSDCDMNNAVKGAL
MANFLTQGQVCCNGTRVFVQKEILDKFTEEVVKQTQRIK
IGDPLLEDTRMGPLINRPHLERVLGFVKVAKEQGAKVLCG
GDIYVPEDPKLKDGYYMRPCVLTNCRDDMTCVKEEIFGP
VMSILSFDTEAEVLERANDTTFGLAAGVFTRDIQRAHRVYV
AELQAGTCFINNYNVSPVELPFGGYKKSGFGRENGRVTIE
YYSQLKTVCVEMGDVESAFLEHHHHHH

kDa

116 —
66 —
45—
35—

25—

18 —
14—

Group?

_batch3

Q7L9L4

MOB1B

216

MSFLFGSRSSKTFKPKKNIPEGSHQYELLKHAEATLGSGNL
RMAVMLPEGEDLNEWVAVNTVDFFNQINMLYGTITDFC
TEESCPVMSAGPKYEYHWADGTNIKKPIKCSAPKYIDYLM
TWVQDQLDDETLFPSKIGVPFPKNFMSVAKTILKRLFRVY

AHIYHQHFDPVIQLQEEAHLNTSFKHFIFFVQEFNLIDRRE
LAPLQELIEKLTSKDRLEHHHHHH

kDa

116 -

66 -

45 -

35-
..

25-

18-
14-

Group?

_batch3

QINX40

OCIAD1

245

MNGRADFREPNAEVPRPIPHIGPDYIPTEEERRVFAECND
ESFWFRSVPLAATSMLITQGLISKGILSSHPKYGSIPKLILAC
IMGYFAGKLSYVKTCQEKFKKLENSPLGEALRSGQARRSS
PPGHYYQKSKYDSSVSGQSSFVTSPAADNIEMLPHYEPIP
FSSSMNESAPTGITDHIVQGPDPNLEESPKRKNITYEELRN
KNRESYEVSLTQKTDPSVRPMHERVPKKEVKVNKYGDT
WDELEHHHHHH

kDa
116 -
66 -
45-

35_-
25-

18-
14 -

Group?

_batch3




Q8WVI7

PPP1R1C

109

MEPNSPKKIQFAVPVFQSQIAPEAAEQIRKRRPTPASLVIL
NEHNPPEIDDKRGPNTQGELQNASPKQRKQSVYTPPTIK
GVKHLKGQNESAFPEEEEGTNEREEQRDHLEHHHHHH

kDa

116 -

45 -
35-

25-

18 -
14-

Group?
_batch3

Q99417

MYCBP

103

MAHYKAADSKREQFRRYLEKSGVLDTLTKVLVALYEEPEK
PNSALDFLKHHLGAATPENPEIELLRLELAEMKEKYEAIVEE
NKKLKAKLAQYEPPQEEKRAELEHHHHHH

kDa

116 -
66 -
45-
35-

25-

18-
14 -

Group?
_batch3

Q9UBK?

RABL2A

228

MAEDKTKPSELDQGKYDADDNVKIICLGDSAVGKSKLME
RFLMDGFQPQQLSTYALTLYKHTATVDGKTILVDFWDTA
GQERFQSMHASYYHKAHACIMVFDIQRKVTYRNLSTWY
TELREFRPEIPCIVVANKIDDINVTQKSFNFAKKFSLPLYFVS
AADGTNVVKLFNDAIRLAVSYKQNSQDFMDEIFQELENF
SLEQEEEDVPDQEQSSSIETPSEEVASPHSLEHHHHHH

kDa

116 -
66-
45-
35-

25-

18-
14-

Group?
_batch3

043247

TEX33

280

MELGHGAGTTTFTRAHLNDKEGQQDLDPWKAAYSSLD
TSKFKNQGLSSPQPLPLGASAQGSSLGQCHLKEIPPPPPT
AASRDSLGMDPQSRSLKNAGSRSSSRENRATSGEGAQP
CQGTDDGPSLGAQDQRSTPTNQKGSIIPNNIRHKFGSN

VVDQLVSEEQAQKAIDEVFEGQKRASSWPSRTQNPVEIS
SVFSDYYDLGYNMRSNLFRGAAEETKSLMKASYTPEVIEK
SVRDLEHWHGRKTDDLGRWHQKNAMNLNLQKALEEK

YGENSKSKSSKYLEHHHHHH

kDa

116 -
66 -
45-
35-

25-

18-
14 -

Group8
_batch3

Q969P6

TOPIMT

51

601

MVKWRQLEHKGPYFAPPYEPLPDGVRFFYEGRPVRLSVA
AEEVATFYGRMLDHEYTTKEVFRKNFFNDWRKEMAVEE
REVIKSLDKCDFTEIHRYFVDKAAARKVLSREEKQKLKEEA
EKLQQEFGYCILDGHQEKIGNFKIEPPGLFRGRGDHPKM
GMLKRRITPEDVVINCSRDSKIPEPPAGHQWKEVRSDNT
VTWLAAWTESVONSIKYIMLNPCSKLKGETAWQKFETAR
RLRGFVDEIRSQYRADWKSREMKTRQRAVALYFIDKLALR
AGNEKEDGEAADTVGCCSLRVEHVQLHPEADGCQHVYV
EFDFLGKDCIRYYNRVPVEKPVYKNLQLFMENKDPRDDL
FDRLTTTSLNKHLQELMDGLTAKVFRTYNASITLQEQLRA
LTRAEDSIAAKILSYNRANRVVAILCNHQRATPSTFEKSM
QNLQTKIQAKKEQVAEARAELRRARAEHKAQGDGKSRS
VLEKKRRLLEKLQEQLAQLSVQATDKEENKQVALGTSKL
NYLDPRISIAWCKRFRVPVEKIYSKTQRERFAWALAMAGE
DFEFLEHHHHHH

kDa
116-

45-
35-

25-

18-
14-

Group8
_batch3

P30711

GSTT1

240

MGLELYLDLLSQPCRAVYIFAKKNDIPFELRIVDLIKGQHLS
DAFAQVNPLKKVPALKDGDFTLTESVAILLYLTRKYKVPD
YWYPQDLQARARVDEYLAWQHTTLRRSCLRALWHKVM
FPVFLGEPVSPQTLAATLAELDVTLQLLEDKFLONKAFLTG
PHISLADLVAITELMHPVGAGCQVFEGRPKLATWRQRVE
AAVGEDLFQEAHEVILKAKDFPPADPTIKQKLMPWVLAM
IRLEHHHHHH

kDa

116 -
66 -
45-
35-

25-

18-
14-

Group8
_batch3

P61970

NUTF2

127

MGDKPIWEQIGSSFIQHYYQLFDNDRTQLGAIYIDASCLT
WEGQQFQGKAAIVEKLSSLPFQKIQHSITAQDHQPTPDS
ClISMVVGQLKADEDPIMGFHQMFLLKNINDAWVCTND
MFRLALHNFGLEHHHHHH

kDa

116 -
66-
45-
35-

25-

18-
14 -

Group8
_batch3




QINVA2

SEPTIN11

429

MAVAVGRPSNEELRNLSLSGHVGFDSLPDQLVNKSTSQ
GFCFNILCVGETGIGKSTLMDTLFNTKFESDPATHNEPGV
RLKARSYELQESNVRLKLTIVDTVGFGDQINKDDSYKPIVE
YIDAQFEAYLQEELKIKRSLFNYHDTRIHACLYFIAPTGHSL
KSLDLVTMKKLDSKVNIIPIAKADTIAKNELHKFKSKIMSEL
VSNGVQIYQFPTDEETVAEINATMSVHLPFAVVGSTEEVK
IGNKMAKARQYPWGVVQVENENHCDFVKLREMLIRVN
MEDLREQTHTRHYELYRRCKLEEMGFKDTDPDSKPFSLQ
ETYEAKRNEFLGELQKKEEEMRQMPFVMRVKEKEAELKEA
EKELHEKFDLLKRTHQEEKKKVEDKKKELEEEVNNFQKKK
AAAQLLQSQAQQSGAQQTKKDKDKKNASFTLEHHHHH
H

kDa

116 -
66 -

45 - -

35-

25-

18 -
14 -

Group8
_batch3

Q9UBQ7

GRHPR

328

MRPVRLMKVFVTRRIPAEGRVALARAADCEVEQWDSDE
PIPAKELERGVAGAHGLLCLLSDHVDKRILDAAGANLKVI
STMSVGIDHLALDEIKKRGIRVGYTPDVLTDTTAELAVSLL
LTTCRRLPEAIEEVKNGGWTSWKPLWLCGYGLTQSTVGII
GLGRIGQAIARRLKPFGVQRFLYTGRQPRPEEAAEFQAEF
VSTPELAAQSDFIVVACSLTPATEGLCNKDFFQKMKETAV
FINISRGDVVNQDDLYQALASGKIAAAGLDVTSPEPLPTN
HPLLTLKNCVILPHIGSATHRTRNTMSLLAANNLLAGLRG
EPMPSELKLEHHHHHH

kDa
116 -
66 -
45-

35 - .

25-

18-
14 -

Group8
_batch3

Q9UM19

HPCAL4

191

MGKTNSKLAPEVLEDLVQNTEFSEQELKQWYKGFLKDCP
SGILNLEEFQQLYIKFFPYGDASKFAQHAFRTFDKNGDGTI
DFREFICALSVTSRGSFEQKLNWAFEMYDLDGDGRITRLE
MLEIEAIYKMVGTVIMMRMNQDGLTPQQRVDKIFKKM
DQDKDDQITLEEFKEAAKSDPSIVLLLQCDMQKLEHHHH
HH

kDa
116 -
66 -
45-
35-

25-

18-
14 -

Group8
_batch3

096001

PPP1R17

155

MMSTEQMQPLELSEDRLDKLDPRCSHLDDLSDQFIKDC
DLKKKPRKGKNVQATLNVESDQKKPRRKDTPALHIPPFIP
GVFSEHLIKRYDVQERHPKGKMIPVLHNTDLEQKKPRRK
DTPALHMSPFAAGVTLLRDERPKAIVEDDEKDGDKIAILE
HHHHHH

kDa
116 -
66 -
45 -
35-

25-

18-
14 -

Group8
_batch3

075348

ATP6V1G1

118

MASQSQGIQQLLQAEKRAAEKVSEARKRKNRRLKQAKE
EAQAEIEQYRLQREKEFKAKEAAALGSRGSCSTEVEKETQ
EKMTILQTYFRQNRDEVLDNLLAFVCDIRPEIHENYRINGL
EHHHHHH

kDa
116 -
66 -
45 -
35-

25-

18-
14-

Groupl
_batch4

QIUKY7

CDvV3

258

MAETEERSLDNFFAKRDKKKKKERSNRAASAAGAAGSAG
GSSGAAGAAGGGAGAGTRPGDGGTASAGAAGPGAAT
KAVTKDEDEWKELEQKEVDYSGLRVQAMQISSEKEEDD
NEKRQDPGDNWEEGGGGGGGMEKSSGPWNKTAPVQ
APPAPVIVTETPEPAMTSGVYRPPGARLTTTRKTPQGPPEI
YSDTQFPSLQSTAKHVESRKDKEMEKSFEVVRHKNRGRD
EVSKNQALKLQLDNQYAVLENQKSSHSQYNLEHHHHH
H

kDa

116 —
66 —
45—
35—

25 —

18 —
14 —

Groupl
_batch4

Q9UBQS5

EIF3K

218

MAMFEQMRANVGKLLKGIDRYNPENLATLERYVETQAK
ENAYDLEANLAVLKLYQFNPAFFQTTVTAQILLKALTNLP
HTDFTLCKCMIDQAHQEERPIRQILYLGDLLETCHFQAF
WQALDENMDLLEGITGFEDSVRKFICHVVGITYQHIDRW
LLAEMLGDLSDSQLKVWMSKYGWSADESGQIFICSQEES
IKPKNIVEKIDFDSVSSIMASSQLEHHHHHH

116 -
66 -
45-
35-

25-

18-
14 -

Groupl
_batch4




043687

AKAP7

104

MGQLCCFPFSRDEGKISELESSSSAVLQRYSKDIPSWSSG
EKNGGEPDDAELVRLSKRLVENAVLKAVQQYLEETQNK
NKPGEGSSVKTEAADQNGNDNENNRKLEHHHHHH

kDa

116 -
66 -
45 -
35-

25-

18-
14 -

Groupl
_batch4

P61201

COPS2

443

MSDMEDDFMCDDEEDYDLEYSEDSNSEPNVDLENQYY
NSKALKEDDPKAALSSFQKVLELEGEKGEWGFKALKQMI
KINFKLTNFPEMMNRYKQLLTYIRSAVTRNYSEKSINSILD
YISTSKQOMDLLQEFYETTLEALKDAKNDRLWFKTNTKLGK
LYLEREEYGKLQKILRQLHQSCQTDDGEDDLKKGTQLLEI
YALEIQMYTAQKNNKKLKALYEQSLHIKSAIPHPLIMGVIR
ECGGKMHLREGEFEKAHTDFFEAFKNYDESGSPRRTTCLK
YLVLANMLMKSGINPFDSQEAKPYKNDPEILAMTNLVSA
YONNDITEFEKILKTNHSNIMDDPFIREHIEELLRNIRTQVL
IKLIKPYTRIHIPFISKELNIDVADVESLLVQCILDNTIHGRID
QVNQLLELDHQKRGGARYTALDKWTNQLNSLNQAVVS
KLALEHHHHHH

kDa

116 —
66 —
45 — -
35—

25 —

18—
14—

Groupl
_batch4

P05204

HMGN?2

90

MPKRKAEGDAKGDKAKVKDEPQRRSARLSAKPAPPKPEP
KPKKAPAKKGEKVPKGKKGKADAGKEGNNPAENGDAKT
DQAQKAEGAGDAKLEHHHHHH

kDa
116 -
66 -
45-
35-

25-

18-
14 -

Groupl
_batch4

Q16774

GUK1

197

MSGPRPVVLSGPSGAGKSTLLKRLLQEHSGIFGFSVSHTT
RNPRPGEENGKDYYFVTREVMQRDIAAGDFIEHAEFSGN
LYGTSKVAVQAVQAMNRICVLDVDLQGVRNIKATDLRPI
YISVQPPSLHVLEQRLRQRNTETEESLVKRLAAAQADMES
SKEPGLFDVVIINDSLDQAYAELKEALSEEIKKAQRTGALE
HHHHHH

kDa
116 -
66 -
45-
35-

25- N

18-
14-

Groupl
_batch4

Q13442

PDAP1

181

MPKGGRKGGHKGRARQYTSPEEIDAQLQAEKQKAREEE
EQKEGGDGAAGDPKKEKKSLDSDESEDEEDDYQQKRKG
VEGLIDIENPNRVAQTTKKVTQLDLDGPKELSRREREEIEK
QKAKERYMKMHLAGKTEQAKADLARLAIIRKQREEAARK
KEEERKAKDDATLSGKRMQSLSLNKLEHHHHHH

kDa
116 -
66 -
45-
35-

25-

18-
14 -

Group?2
_batch4

014908

GIPC1

333

MPLGLGRRKKAPPLVENEEAEPGRGGLGVGEPGPLGGG
GSGGPQMGLPPPPPALRPRLVFHTQLAHGSPTGRIEGFT
NVKELYGKIAEAFRLPTAEVMFCTLNTHKVDMDKLLGGQ
IGLEDFIFAHVKGQRKEVEVFKSEDALGLTITDNGAGYAF
KRIKEGSVIDHIHLISVGDMIEAINGQSLLGCRHYEVARLLK
ELPRGRTFTLKLTEPRKAFDMISQRSAGGRPGSGPQLGTG
RGTLRLRSRGPATVEDLPSAFEEKAIEKVDDLLESYMGIRD
TELAATMVELGKDKRNPDELAEALDERLGDFAFPDEFVF
DVWGAIGDAKVGRYLEHHHHHH

kDa

116—
66—

45
35—

25—

18—
14—

Group?2
_batch4

P07320

CRYGD

174

MGKITLYEDRGFQGRHYECSSDHPNLQPYLSRCNSARV
DSGCWMLYEQPNYSGLQYFLRRGDYADHQQWMGLSD
SVRSCRLIPHSGSHRIRLYEREDYRGQMIEFTEDCSCLQDR
FRFNEIHSLNVLEGSWVLYELSNYRGRQYLLMPGDYRRY
QDWGATNARVGSLRRVIDFSLEHHHHHH

kDa

116 -
66 -
45-
35-

25-

18- B
14 -

Group?2
_batch4




Q02045

MYL5

173

MASRKTKKKEGGALRAQRASSNVFSNFEQTQIQEFKEAF
TLMDQNRDGFIDKEDLKDTYASLGKTNVKDDELDAMLK
EASGPINFTMFLNLFGEKLSGTDAEETILNAFKMLDPDGK
GKINKEYIKRLLMSQADKMTAEEVDQMFQFASIDVAGNL
DYKALSYVITHGEEKEELEHHHHHH

kDa

116 -
66 -

45-
35-
25-

18-
14 -

Group?2
_batch4

P00326

ADH1C

375

MSTAGKVIKCKAAVLWELKKPFSIEEVEVAPPKAHEVRIK
MVAAGICRSDEHVVSGNLVTPLPVILGHEAAGIVESVGEG
VTTVKPGDKVIPLFTPQCGKCRICKNPESNYCLKNDLGNP
RGTLQDGTRRFTCSGKPIHHFVGVSTFSQYTVVDENAVA
KIDAASPLEKVCLIGCGFSTGYGSAVKVAKVTPGSTCAVF
GLGGVGLSVVMGCKAAGAARIIAVDINKDKFAKAKELGA
TECINPQDYKKPIQEVLKEMTDGGVDFSFEVIGRLDTMM
ASLLCCHEACGTSVIVGVPPDSQNLSINPMLLLTGRTWK
GAIFGGFKSKESVPKLVADFMAKKFSLDALITNILPFEKINE
GFDLLRSGKSIRTVLTFLEHHHHHH

kDa

116 -
66 -

45 -
35-
25-

18 -
14-

Group?2
_batch4

p28222

HTR1B

229

315

MGRIYVEARSRILKQTPNRTGKRLTRAQLITDSPGSTSSVT
SINSRVPDVPSESGSPVYVNQVKVRVSDALLEKKKLMAA
RERKATKTLEHHHHHH

116 -
66 -
45-
35-

25-

18 -
14-

Group?2
_batch4

P49721

PSMB2

201

MEYLIGIQGPDYVLVASDRVAASNIVQMKDDHDKMFK
MSEKILLLCVGEAGDTVQFAEYIQKNVQLYKMRNGYELS
PTAAANFTRRNLADCLRSRTPYHVNLLLAGYDEHEGPAL
YYMDYLAALAKAPFAAHGYGAFLTLSILDRYYTPTISRERA
VELLRKCLEELQKRFILNLPTFSVRIIDKNGIHDLDNISFPKQ
GSLEHHHHHH

kDa

116 -
66 -

45-
35-

18-

Group?2
_batch4

Q9HAV7

GRPEL1

28

217

MCTATKQKNSGQNLEEDMGQSEQKADPPATEKTLLEEK
VKLEEQLKETVEKYKRALADTENLRQRSQKLVEEAKLYGI
QAFCKDLLEVADVLEKATQCVPKEEIKDDNPHLKNLYEGL
VMTEVQIQKVFTKHGLLKLNPVGAKFDPYEHEALFHTPVE
GKEPGTVALVSKVGYKLHGRTLRPALVGVVKEALEHHHH
HH

kDa

116 -
66 -

45-
35-
25 -

18-1
14 -

Group?2

_batch4

060749

SNX2

519

MAAEREPPPLGDGKPTDFEDLEDGEDLFTSTVSTLESSPS
SPEPASLPAEDISANSNGPKPTEVVLDDDREDLFAEATEE
VSLDSPEREPILSSEPSPAVTPVTPTTLIAPRIESKSMSAPVIF
DRSREEIEEEANGDIFDIEIGVSDPEKVGDGMNAYMAYRV
TTKTSLSMFSKSEFSVKRRFSDFLGLHSKLASKYLHVGYIVP
PAPEKSIVGMTKVKVGKEDSSSTEFVEKRRAALERYLQRT
VKHPTLLQDPDLRQFLESSELPRAVNTQALSGAGILRMV
NKAADAVNKMTIKMNESDAWFEEKQQQFENLDQQLRK
LHVSVEALVCHRKELSANTAAFAKSAAMLGNSEDHTALS
RALSQLAEVEEKIDQLHQEQAFADFYMFSELLSDYIRLIAA
VKGVFDHRMKCWQKWEDAQITLLKKREAEAKMMVAN
KPDKIQQAKNEIREWEAKVQQGERDFEQISKTIRKEVGRF
EKERVKDFKTVIIKYLESLVQTQQQLIKYWEAFLPEAKAIAL
EHHHHHH

kDa
116 -
66 -
45-
35-

25-

18-
14-

Group3

_batch4

060925

PFDN1

122

MAAPVDLELKKAFTELQAKVIDTQQKVKLADIQIEQLNRT
KKHAHLTDTEIMTLVDETNMYEGVGRMFILQSKEAIHSQ
LLEKQKIAEEKIKELEQKKSYLERSVKEAEDNIREMLMARR
AQLEHHHHHH

kDa

116 -
66 -
45-
35-

25-

18-
14-.

Group3

_batch4




QINV23

OLAH

265

MERGDQPKRTRNENIFNCLYKNPEATFKLICFPWMGGG
STHFAKWGQDTHDLLEVHSLRLPGRESRVEEPLENDISQL
VDEVVCALQPVIQDKPFAFFGHSMGSYIAFRTALGLKEN
NQPEPLHLFLSSATPVHSKAWHRIPKDDELSEEQISHYLM
EFGGTPKHFAEAKEFVKQCSPIIRADLNIVRSCTSNVPSKA
VLSCDLTCFVGSEDIAKDMEAWKDVTSGNAKIYQLPGG
HFYLLDPANEKLIKNYIIKCLEVSSISNFLEHHHHHH

kDa

116 -
66 -

45-
35-
25-

18-
14-

Group3
_batch4

Q7LBR1

CHMP1B

199

MSNMEKHLFNLKFAAKELSRSAKKCDKEEKAEKAKIKKAI
QKGNMEVARIHAENAIRQKNQAVNFLRMSARVDAVAA
RVQTAVTMGKVTKSMAGVVKSMDATLKTMNLEKISALM
DKFEHQFETLDVQTQQMEDTMSSTTTLTTPQNQVDML
LQEMADEAGLDLNMELPQGQTGSVGTSVASAEQDELS
QRLARLRDQVLEHHHHHH

kDa

116 -
66 -

45 -
35 - ..
25-

18-
14 -

Group3
_batch4

Q9ULPO

NDRG4

352

MPECWDGEHDIETPYGLLHVVIRGSPKGNRPAILTYHDV
GLNHKLCFNTFFNFEDMQEITKHFVVCHVDAPGQQVGA
SQFPQGYQFPSMEQLAAMLPSVVQHFGFKYVIGIGVGA
GAYVLAKFALIFPDLVEGLVLVNIDPNGKGWIDWAATKLS
GLTSTLPDTVLSHLFSQEELVNNTELVQSYRQQIGNVVN
QANLQLFWNMYNSRRDLDINRPGTVPNAKTLRCPVML
VVGDNAPAEDGVVECNSKLDPTTTTFLKMADSGGLPQV
TQPGKLTEAFKYFLQGMGYIAYLKDRRLSGGAVPSASMT
RLARSRTASLTSASSVDGSRPQACTHSESSEGLGQVNHT
MEVSCLEHHHHHH

kDa

116 -
66 -
45-
35-

25-

18 -
14-

Group3
_batch4

095989

NUDT3

172

MMKLKSNQTRTYDGDGYKKRAACLCFRSESEEEVLLVSS
SRHPDRWIVPGGGMEPEEEPSVAAVREVCEEAGVKGTLG
RLVGIFENQERKHRTYVYVLIVTEVLEDWEDSVNIGRKRE
WEKIEDAIKVLQYHKPVQASYFETLRQGYSANNGTPVVA
TTYSVSAQSSMSGIRLEHHHHHH

kDa
116 -
66 -
45 -
35-

25-

18-
14-

Group3
_batch4

Q9GZP8

C190rf33

106

MEFDLGAALEPTSQKPGVGAGHGGDPKLSPHKVQGRSE
AGAGPGPKQGHHSSSDSSSSSSDSDTDVKSHAAGSKQH
ESIPGKAKKPKVKKKEKGKKEKGKKKEAPHLEHHHHHH

kDa

16 —
66 —
45—
35—

25—
18—
14 —

Group3
_batch4

P43357

MAGEA3

314

MPLEQRSQHCKPEEGLEARGEALGLVGAQAPATEEQEA
ASSSSTLVEVTLGEVPAAESPDPPQSPQGASSLPTTMNYP
LWSQSYEDSSNQEEEGPSTFPDLESEFQAALSRKVAELVH
FLLLKYRAREPVTKAEMLGSVVGNWQYFFPVIFSKASSSL
QLVFGIELMEVDPIGHLYIFATCLGLSYDGLLGDNQIMPK
AGLLIIVLAIIAREGDCAPEEKIWEELSVLEVFEGREDSILGD
PKKLLTQHFVQENYLEYRQVPGSDPACYEFLWGPRALVE
TSYVKVLHHMVKISGGPHISYPPLHEWVLREGEELEHHH
HHH

kDa
116 -
66 -

45 - ..

35-
25-

18-
14 -

Group3
_batch4

p78318

IGBP1

339

MAAEDELQLPRLPELFETGRQLLDEVEVATEPAGSRIVQE
KVFKGLDLLEKAAEMLSQLDLFSRNEDLEEIASTDLKYLLYV
PAFQGALTMKQVNPSKRLDHLQRAREHFINYLTQCHCY
HVAEFELPKTMNNSAENHTANSSMAYPSLVAMASQRQ
AKIQRYKQKKELEHRLSAMKSAVESGQADDERVREYYLL

HLQRWIDISLEEIESIDQEIKILRERDSSREASTSNSSRQERP
PVKPFILTRNMAQAKVFGAGYPSLPTMTVSDWYEQHRK
YGALPDQGIAKAAPEEFRKAAQQQEEQEEKEEEDDEQTL
HRAREWDDWKDTHPRGYGNRQNMGLEHHHHHH

kDa

116 -
66 -

45-
—

35-

25-

18-
14- 00

Group4
_batch4




Q99832

CCT7

543

MMPTPVILLKEGTDSSQGIPQLVSNISACQVIAEAVRTTL
GPRGMDKLIVDGRGKATISNDGATILKLLDVVHPAAKTLV
DIAKSQDAEVGDGTTSVTLLAAEFLKQVKPYVEEGLHPQI
IRAFRTATQLAVNKIKEIAVTVKKADKVEQRKLLEKCAMT
ALSSKLISQQKAFFAKMVVDAVMMLDDLLQLKMIGIKKY
QGGALEDSQLVAGVAFKKTFSYAGFEMQPKKYHNPKIAL
LNVELELKAEKDNAEIRVHTVEDYQAIVDAEWNILYDKLE
KIHHSGAKVVLSKLPIGDVATQYFADRDMFCAGRVPEED
LKRTMMACGGSIQTSVNALSADVLGRCQVFEETQIGGER
YNFFTGCPKAKTCTFILRGGAEQFMEETERSLHDAIMIVRR
AIKNDSVVAGGGAIEMELSKYLRDYSRTIPGKQQLLIGAY
AKALEIIPRQLCDNAGFDATNILNKLRARHAQGGTWYGV
DINNEDIADNFEAFVWEPAMVRINALTAASEAACLIVSV
DETIKNPRSTVDAPTAAGRGRGRGRPHLEHHHHHH

kDa

116 -
66 -
45-5
35-

25-

18-
14-

Group4

_batch4

Q5TDHO

DDI2

399

MLLTVYCVRRDLSEVTFSLQVDADFELHNFRALCELESGI
PAAESQIVYAERPLTDNHRSLASYGLKDGDVVILRQKENA
DPRPPVQFPNLPRIDFSSIAVPGTSSPRQRQPPGTQQSH
SSPGEITSSPQGLDNPALLRDMLLANPHELSLLKERNPPL
AEALLSGDLEKFSRVLVEQQQDRARREQERIRLFSADPFD
LEAQAKIEEDIRQQNIEENMTIAMEEAPESFGQVVMLYIN
CKVNGHPVKAFVDSGAQMTIMSQACAERCNIMRLVDR
RWAGIAKGVGTQKIIGRVHLAQVQIEGDFLPCSFSILEEQP
MDMLLGLDMLKRHQCSIDLKKNVLVIGTTGSQTTFLPEG
ELPECARLAYGAGREDVRPEEIADQELAEALQKSAEDAER
QKPLEHHHHHH

kDa

116 -
66 -
45-
35-

25-

18-
14-

Group4

_batch4

P26641

EEF1G

437

MAAGTLYTYPENWRAFKALIAAQYSGAQVRVLSAPPHF
HFGQTNRTPEFLRKFPAGKVPAFEGDDGFCVFESNAIAYY
VSNEELRGSTPEAAAQVVQWVSFADSDIVPPASTWVFPT
LGIMHHNKQATENAKEEVRRILGLLDAYLKTRTFLVGERV
TLADITVVCTLLWLYKQVLEPSFRQAFPNTNRWFLTCINQ
PQFRAVLGEVKLCEKMAQFDAKKFAETQPKKDTPRKEKG
SREEKQKPQAERKEEKKAAAPAPEEEMDECEQALAAEPK
AKDPFAHLPKSTFVLDEFKRKYSNEDTLSVALPYFWEHFD
KDGWSLWYSEYRFPEELTQTFMSCNLITGMFQRLDKLRK
NAFASVILFGTNNSSSISGVWVFRGQELAFPLSPDWQVD
YESYTWRKLDPGSEETQTLVREYFSWEGAFQHVGKAFN
QGKIFKLEHHHHHH

kDa

116 -
66 -
45-
35-

25-

18-
14 -

Group4

_batch4

Q99733

NAP1L4

375

MADHSFSDGVPSDSVEAAKNASNTEKLTDQVMQNPRV
LAALQERLDNVPHTPSSYIETLPKAVKRRINALKQLQVRC
AHIEAKFYEEVHDLERKYAALYQPLFDKRREFITGDVEPTD
AESEWHSENEEEEKLAGDMKSKVVVTEKAAATAEEPDPK
GIPEFWFTIFRNVDMLSELVQEYDEPILKHLQDIKVKFSDP
GQPMSFVLEFHFEPNDYFTNSVLTKTYKMKSEPDKADPF
SFEGPEIVDCDGCTIDWKKGKNVTVKTIKKKQKHKGRGT
VRTITKQVPNESFFNFFNPLKASGDGESLDEDSEFTLASDF
EIGHFFRERIVPRAVLYFTGEAIEDDDNFEEGEEGEEEELEG
DEEGEDEDDAEINPKVLEHHHHHH

kDa

116 -
66 -

45-
35-
25-

18-
14 -

Group4

_batch4

Q15084

PDIAG

20

440

MLYSSSDDVIELTPSNFNREVIQSDSLWLVEFYAPWCGH
CQRLTPEWKKAATALKDVVKVGAVDADKHHSLGGQYG
VQGFPTIKIFGSNKNRPEDYQGGRTGEAIVDAALSALRQL
VKDRLGGRSGGYSSGKQGRSDSSSKKDVIELTDDSFDKN
VLDSEDVWMVEFYAPWCGHCKNLEPEWAAAASEVKEQ
TKGKVKLAAVDATVNQVLASRYGIRGFPTIKIFQKGESPYV
DYDGGRTRSDIVSRALDLFSDNAPPPELLEIINEDIAKRTCE
EHQLCVVAVLPHILDTGAAGRNSYLEVLLKLADKYKKKM
WGWLWTEAGAQSELETALGIGGFGYPAMAAINARKMK
FALLKGSFSEQGINEFLRELSFGRGSTAPVGGGAFPTIVERE
PWDGRDGELPVEDDIDLSDVELDDLGKDELEHHHHHH

kDa

116 -
66 -
45 -
35-

25-

18 -
14 -

Group4

_batch4




Q9UI70

NAGK

344

MAAIYGGVEGGGTRSEVLLVSEDGKILAEADGLSTNHWLI
GTDKCVERINEMVNRAKRKAGVDPLVPLRSLGLSLSGGD
QEDAGRILIEELRDRFPYLSESYLITTDAAGSIATATPDGGV
VLISGTGSNCRLINPDGSESGCGGWGHMMGDEGSAYW
IAHQAVKIVFDSIDNLEAAPHDIGYVKQAMFHYFQVPDR
LGILTHLYRDFDKCRFAGFCRKIAEGAQQGDPLSRYIFRKA
GEMLGRHIVAVLPEIDPVLFQGKIGLPILCVGSVWKSWEL
LKEGFLLALTQGREIQAQNFFSSFTLMKLRHSSALGGASL
GARHIGHLLPMDYSANAIAFYSYTFSLEHHHHHH

kDa

116 —
66 —
45—
35— .

25 —

18 —
14—

Group4
_batch4

Q96D15

RCN3

21

328

MKPSPDAGPHGQGRVHQAAPLSDAPHDDAHGNFQYD
HEAFLGREVAKEFDQLTPEESQARLGRIVDRMDRAGDG
DGWVSLAELRAWIAHTQQRHIRDSVSAAWDTYDTDRD
GRVGWEELRNATYGHYAPGEEFHDVEDAETYKKMLARD
ERRFRVADQDGDSMATREELTAFLHPEEFPHMRDIVIAET
LEDLDRNKDGYVQVEEYIADLYSAEPGEEEPAWVQTERQ
QFRDFRDLNKDGHLDGSEVGHWVLPPAQDQPLVEANH
LLHESDTDKDGRLSKAEILGNWNMFVGSQATNYGEDLT
RHHDELEHHHHHH

kDa
116 -
66 -
45 - .
35-

25-

18-
14 -

Group4
_batch4

P45973

CBX5

191

MGKKTKRTADSSSSEDEEEYVVEKVLDRRVVKGQVEYLLK
WKGFSEEHNTWEPEKNLDCPELISEFMKKYKKMKEGENN
KPREKSESNKRKSNFSNSADDIKSKKKREQSNDIARGFER
GLEPEKIGATDSCGDLMFLMKWKDTDEADLVLAKEANV
KCPQIVIAFYEERLTWHAYPEDAENKEKETAKSLEHHHHH
H

kDa
116 -
66 -
45-
35-

25-

e

18-
14-

Group5
_batch4

P20309

CHRM3

253

491

MRIYKETEKRTKELAGLQASGTEAETENFVHPTGSSRSCSS
YELQQQSMKRSNRRKYGRCHFWFTTKSWKPSSEQMDQ
DHSSSDSWNNNDAAASLENSASSDEEDIGSETRAIYSIVL
KLPGHSTILNSTKLPSSDNLQVPEEELGMVDLERKADKLQ
AQKSVDDGGSFPKSFSKLPIQLESAVDTAKTSDVNSSVGK
STATLPLSFKEATLAKRFALKTRSQITKRKRMSLVKEKKAA
QLEHHHHHH

kDa

116 —
66 —
45 —
35—

25 —

18—
14—

Group5
_batch4

P62760

VSNL1

191

MGKQNSKLAPEVMEDLVKSTEFNEHELKQWYKGFLKDC
PSGRLNLEEFQQLYVKFFPYGDASKFAQHAFRTFDKNGD
GTIDFREFICALSITSRGSFEQKLNWAFNMYDLDGDGKIT
RVEMLEIIEAIYKMVGTVIMMKMNEDGLTPEQRVDKIFSK
MDKNKDDQITLDEFKEAAKSDPSIVLLLQCDIQKLEHHH
HHH

kDa

116 -
66 -
45-
35-

25-

18 -
14-

Group5
_batch4

P11229

CHRM1

210

366

MRIYRETENRARELAALQGSETPGKGGGSSSSSERSQPG

AEGSPETPPGRCCRCCRAPRLLQAYSWKEEEEEDEGSME
SLTSSEGEEPGSEVVIKMPMVDPEAQAPTKQPPRSSPNT

VKRPTKKGRDRAGKGQKPRGKEQLAKRKTFSLVKEKKAA
RTLEHHHHHH

kDa

16 —
66 —
45—
35—

25 —

18 —
14—

Group5
_batch4

ASUHWGE

MIF4GD

222

MGEPSREEYKIQSFDAETQQLLKTALKDPGAVDLEKVAN

VIVDHSLQDCVFSKEAGRMCYAIIQAESKQAGQSVFRRG
LLNRLQQEYQAREQLRARSLQGWVCYVTFICNIFDYLRV

NNMPMMALVNPVYDCLFRLAQPDSLSKEEEVDCLVLQL
HRVGEQLEKMNGQRMDELFVLIRDGFLLPTGLSSLAQLL

LLEIIEFRAAGWKTTPAAHKYYYSEVSDLEHHHHHH

kDa

116 -
66 -
45-
35-

25-

18 -
14 -

Group5
_batch4




P48507

GCLM

274

MGTDSRAAKALLARARTLHLQTGNLLNWGRLRKKCPST
HSEELHDCIQKTLNEWSSQINPDLVREFPDVLECTVSHAV
EKINPDEREEMKVSAKLFIVESNSSSSTRSAVDMACSVLG
VAQLDSVIIASPPIEDGVNLSLEHLQPYWEELENLVQSKKI
VAIGTSDLDKTQLEQLYQWAQVKPNSNQVNLASCCVM
PPDLTAFAKQFDIQLLTHNDPKELLSEASFQEALQESIPDI
QAHEWVPLWLLRYSVIVKSRGIIKSKGYILQAKRRGSLEH
HHHHH

kDa

116 -
66 -
45 -
35-

25-

18-
14 -

Group5
_batch4

Q8WWF6

DNAJB3

145

MVDYYEVLDVPRQASSEAIKKAYRKLALKWHPDKNPENK
EEAERRFKQVAEAYEVLSDAKKRDIYDRYGEAGAEGGCT
GGRPFEDPFEYVFSFRDPADVFREFFGGQDPFSFDLLGNP
LENILGGSEELLGKQKQSVCTPFLCLQLEHHHHHH

kDa
116 -
66 -
45-
35-

25-

18 -
14 -

Group5
_batch4

Q07817

BCL2L1

209

MSQSNRELVVDFLSYKLSQKGYSWSQFSDVEENRTEAPE
GTESEMETPSAINGNPSWHLADSPAVNGATGHSSSLDA
REVIPMAAVKQALREAGDEFELRYRRAFSDLTSQLHITPG

TAYQSFEQVVNELFRDGVNWGRIVAFFSFGGALCVESVD
KEMQVLVSRIAAWMATYLNDHLEPWIQENGGWDTFVE
LYGNNAAAESRKGQERLEHHHHHH

kDa

116 -
66 -

45-
35-
25-

18-
14 -

Group5
_batch4

Q9BVG4

PBDC1

233

MAATSGTDEPVSGELVSVAHALSLPAESYGNDPDIEMA
WAMRAMQHAEVYYKLISSVDPQFLKLTKVDDQIYSEFRK
NFETLRIDVLDPEELKSESAKEKWRPFCLKFNGIVEDFNYG
TLLRLDCSQGYTEENTIFAPRIQFFAIEIARNREGYNKAVYI
SVQDKEGEKGVNNGGEKRADSGEEENTKNGGEKGADS
GEEKEEGINREDKTDKGGEKGKEADKEINKSGEKAMLEH
HHHHH

kDa

116—
66—
45—
35— -
25—
18—
14—

Group6
_batch4

095749

GGPS1

300

MEKTQETVQRILLEPYKYLLQLPGKQVRTKLSQAFNHWL
KVPEDKLQIIEVTEMLHNASLLIDDIEDNSKLRRGFPVAHS
[YGIPSVINSANYVYFLGLEKVLTLDHPDAVKLFTRQLLELH
QGQGLDIYWRDNYTCPTEEEYKAMVLQKTGGLFGLAVG
LMQLFSDYKEDLKPLLNTLGLFFQIRDDYANLHSKEYSEN
KSFCEDLTEGKFSFPTIHAIWSRPESTQVQNILRQRTENIDI
KKYCVHYLEDVGSFEYTRNTLKELEAKAYKQIDARGGNPE
LVALVKHLSKMFKEENELEHHHHHH

116 -
66 -
45-

-

25-

18-
14-

Group6
_batch4

P36551

CPOX

111

454

MTSLGRPEEEEDELAHRCSSFMAPPVTDLGELRRRPGDM
KTKMELLILETQAQVCQALAQVDGGANFSVDRWERKEG
GGGISCVLQDGCVFEKAGVSISVVHGNLSEEAAKQMRSR
GKVLKTKDGKLPFCAMGVSSVIHPKNPHAPTIHFNYRYFE
VEEADGNKQWWFGGGCDLTPTYLNQEDAVHFHRTLKE
ACDQHGPDLYPKFKKWCDDYFFIAHRGERRGIGGIFFDD
LDSPSKEEVFRFVQSCARAVVPSYIPLVKKHCDDSFTPQE
KLWQQLRRGRYVEFNLLYDRGTKFGLFTPGSRIESILMSLP
LTARWEYMHSPSENSKEAEILEVLRHPRDWVRLEHHHH
HH

kDa

116 -
66 -
45 -
35-

25-

18-
14 -

Group6
_batch4

Q92890

UFD1

307

MFSFNMFDHPIPRVFQNRFSTQYRCFSVSMLAGPNDRS
DVEKGGKIIMPPSALDQLSRLNITYPMLFKLTNKNSDRMT
HCGVLEFVADEGICYLPHWMMONLLLEEGGLVQVESVN
LQVATYSKFQPQSPDFLDITNPKAVLENALRNFACLTTGD
VIAINYNEKIYELRVMETKPDKAVSIIECDMNVDFDAPLGY
KEPERQVQHEESTEGEADHSGYAGELGFRAFSGSGNRLD
GKKKGVEPSPSPIKPGDIKRGIPNYEFKLGKITFIRNSRPLVK
KVEEDEAGGRFVAFSGEGQSLRKKGRKPLEHHHHHH

kDa

116 -
66 -
45-
35-

25-

18-
14-

Group6
_batch4




Q9H074

PAIP1

479

MSDGFDRAPGAGRGRSRGLGRGGGGPEGGGFPNGAGP
AERARHQPPQPKAPGFLQPPPLRQPRTTPPPGAQCEVP
ASPQRPSRPGALPEQTRPLRAPPSSQDKIPQQNSESAMA
KPQVVVAPVLMSKLSVNAPEFYPSGYSSSYTESYEDGCED
YPTLSEYVQDFLNHLTEQPGSFETEIEQFAETLNGCVTTD
DALQELVELIYQQATSIPNFSYMGARLCNYLSHHLTISPQ
SGNFRQLLLQRCRTEYEVKDQAAKGDEVTRKRFHAFVLF
LGELYLNLEIKGTNGQVTRADILQVGLRELLNALFSNPMD
DNLICAVKLLKLTGSVLEDAWKEKGKMDMEEHNQRIENVYV
LDANCSRDVKQMLLKLVELRSSNWGRVHATSTYREATPE
NDPNYFMNEPTFYTSDGVPFTAADPDYQEKYQELLERED
FFPDYEENGTDLSGAGDPYLDDIDDEMDPEIEEAYEKFCL
ESERKRKQLEHHHHHH

kDa

116 —
66 — wu
45 —
35—

25 —

18 —
14 —

Group6
_batch4

P45985

MAP2K4

399

MAAPSPSGGGGSGGGSGSGTPGPVGSPAPGHPAVSSM
QGKRKALKLNFANPPFKSTARFTLNPNPTGVQNPHIERL
RTHSIESSGKLKISPEQHWDFTAEDLKDLGEIGRGAYGSV
NKMVHKPSGQIMAVKRIRSTVDEKEQKQLLMDLDVVMR
SSDCPYIVQFYGALFREGDCWICMELMSTSFDKFYKYVYS
VLDDVIPEEILGKITLATVKALNHLKENLKIIHRDIKPSNILLD
RSGNIKLCDFGISGQLVDSIAKTRDAGCRPYMAPERIDPS
ASRQGYDVRSDVWSLGITLYELATGRFPYPKWNSVFDQL
TQVVKGDPPQLSNSEEREFSPSFINFVNLCLTKDESKRPKY
KELLKHPFILMYEERAVEVACYVCKILDQMPATPSSPMYV
DLEHHHHHH

kDa

116 -
66 -

45-

35-

25-

18-
14 -

Group6
_batch4

Q9HC36

MRM3

41

420

MHHHHHHVFPSGEVVEQKRAPGKQPRKAPSEASAQEQ
REKQPLEESASRAPSTWEESGLRYDKAYPGDRRLSSVMTI
VKSRPFREKQGKILLEGRRLISDALKAGAVPKMFFFSRLEYL
KELPVDKLKGVSLIKVKFEDIKDWSDLVTPQGIMGIFAKPD
HVKMTYPKTQLQHSLPLLLICDNLRDPGNLGTILRSAAGA
GCSKVLLTKGCVDAWEPKVLRAGMGAHFRMPIINNLEW
ETVPNYLPPDTRVYVADNCGLYAQAEMSNKASDHGWVY
CDQRVMKFHKYEEEEDVETGASQDWLPHVEVQSYDSD
WTEAPAAVVIGGETYGVSLESLQLAESTGGKRLLIPVVPG
VDSLNSAMAASILLFEGKRQLRGRAEDLSRDRSYH

kDa
116 -
66 -
45 -
35-

25-

18 -

14_'

Group6
_batch4

Q8NT7F7

UBL4B

174

MFLTVKLLLGQRCSLKVSGQESVATLKRLVSRRLKVPEEQ
QHLLFRGQLLEDDKHLSDYCIGPNASINVIMQPLEKMAL
KEAHQPQTQPLWHQLGLVLAKHFEPQDAKAVLQLLRQE
HEERLQKISLEHLEQLAQYLLAEEPHVEPAGERELEAKARP
QSSCDMEEKEEAAADQLEHHHHHH

kDa

116 —
66 —
45—
35—

25 —

18 —
14 —

Group6
_batch4

P30040

ERP29

33

261

MLHTKGALPLDTVTFYKVIPKSKFVLVKFDTQYPYGEKQD
EFKRLAENSASSDDLLVAEVGISDYGDKLNMELSEKYKLD
KESYPVFYLFRDGDFENPVPYTGAVKVGAIQRWLKGQGVY
YLGMPGCLPVYDALAGEFIRASGVEARQALLKQGQDNL
SSVKETQKKWAEQYLKIMGKILDQGEDFPASEMTRIARLI
EKNKMSDGKKEELQKSLNILTAFQKKGAEKEELEHHHHH
H

kDa

116 -
66 -

45-
35-
25-

18-
14-

Group?

_batch4

p21728

DRD1

338

446

MRKAFSTLLGCYRLCPATNNAIETVSINNNGAAMFSSHH
EPRGSISKECNLVYLIPHAVGSSEDLKKEEAAGIARPLEKLS
PALSVILDYDTDVSLEKIQPITONGQHPTLEHHHHHH

kDa
116 -
66 -
45-
35-

25-

18-

14—'

Group?

_batch4




043423

ANP32C

234

MEMGRRIHSELRNRAPSDVKELALDNSRSNEGKLEALTD
EFEELEFLSKINGGLTSISDLPKLKLRKLELRVSGGLEVLAEK
CPNLTHLYLSGNKIKDLSTIEPLKQLENLKSLDLFNCEVTNL
NDYGENVFKLLLQLTYLDSCYWDHKEAPYSDIEDHVEGL
DDEEEGEHEEEYDEDAQVVEDEEGEEEEEEGEEEDVSGG
DEEDEEGYNDGEVDGEEDEEELGEEERGQKRKLEHHHH
HH

kDa
116 -
66 -
45-
35-

25-

18-
14-

Group?
_batch4

060784

TOM1

492

MDFLLGNPFSSPVGQRIEKATDGSLQSEDWALNMEICDII
NETEEGPKDALRAVKKRIVGNKNFHEVMLALTVLETCVK
NCGHRFHVLVASQDFVESVLVRTILPKNNPPTIVHDKVL
NLIQSWADAFRSSPDLTGVVTIYEDLRRKGLEFPMTDLD
MLSPIHTPQRTVFNSETQSGQDSVGTDSSQQEDSGQHA
APLPAPPILSGDTPIAPTPEQIGKLRSELEMVSGNVRVMSE
MLTELVPTQAEPADLELLQELNRTCRAMQQRVLELIPQIA
NEQLTEELLIVNDNLNNVFLRHERFERFRTGQTTKAPSEA
EPAADLIDMGPDPAATGNLSSQLAGMNLGSSSVRAGLQ
SLEASGRLEDEFDMFALTRGSSLADQRKEVKYEAPQATD
GLAGALDARQQSTGAIPVTQACLMEDIEQWLSTDVGND
AEEPKGVTSEEFDKFLEERAKAADRLPNLSSPSAEGPPGPP
SGPAPRKKTQEKDDDMLFALEHHHHHH

kDa
116 —
66 — ..
45 —
35—

25 —

18 —
14—

Group?
_batch4

Q00266

MAT1A

395

MNGPVDGLCDHSLSEGVFMFTSESVGEGHPDKICDQIS
DAVLDAHLKQDPNAKVACETVCKTGMVLLCGEITSMAM
VDYQRVVRDTIKHIGYDDSAKGFDFKTCNVLVALEQQSP
DIAQCVHLDRNEEDVGAGDQGLMFGYATDETEECMPLT
IILAHKLNARMADLRRSGLLPWLRPDSKTQVTVQYMQD
NGAVIPVRIHTIVISVQHNEDITLEEMRRALKEQVIRAVVP
AKYLDEDTVYHLQPSGRFVIGGPQGDAGVTGRKIIVDTY
GGWGAHGGGAFSGKDYTKVDRSAAYAARWVAKSLVKA
GLCRRVLVQVSYAIGVAEPLSISIFTYGTSQKTERELLDVVH
KNFDLRPGVIVRDLDLKKPIYQKTACYGHFGRSEFPWEVP
RKLVFLEHHHHHH

kDa

16 —
66 —
45— -

35—
25 —

18 —
14—

Group?
_batch4

Q9BRQ3

NUDT22

303

MDPEVTLLLQCPGGGLPQEQIQAELSPAHDRRPLPGGDE
AITAIWETRLKAQPWLFDAPKFRLHSATLAPIGSRGPQLLL
RLGLTSYRDFLGTNWSSSAAWLRQQGATDWGDTQAYL
ADPLGVGAALATADDFLVFLRRSRQVAEAPGLVDVPGG
HPEPQALCPGGSPQHQDLAGQLVVHELFSSVLQEICDEV
NLPLLTLSQPLLLGIARNETSAGRASAEFYVQCSLTSEQVR
KHYLSGGPEAHESTGIFFVETQNVQRLLETEMWAELCPS
AKGAIILYNRVQGSPTGAALGSPALLPPLEHHHHHH

kDa
116 -
66 -
45-
35 - .

25-

18 -
14 -

Group?

_batch4

Q15056

EIFAH

248

MADFDTYDDRAYSSFGGGRGSRGSAGGHGSRSQKELPT
EPPYTAYVGNLPFNTVQGDIDAIFKDLSIRSVRLVRDKDT
DKFKGFCYVEFDEVDSLKEALTYDGALLGDRSLRVDIAEG
RKQDKGGFGFRKGGPDDRGMGSSRESRGGWDSRDDF
NSGFRDDFLGGRGGSRPGDRRTGPPMGSRFRDGPPLRG
SNMDFREPTEEERAQRPRLQLKPRTVATPLNQVANPNS
AIFGGARPREEVVQKEQELEHHHHHH

116 -
66 -
45-

25-

18 -
14 -

Group?

_batch4

Q15274

QPRT

297

MDAEGLALLLPPVTLAALVDSWLREDCPGLNYAALVSGA
GPSQAALWAKSPGVLAGQPFFDAIFTQLNCQVSWFLPE
GSKLVPVARVAEVRGPAHCLLLGERVALNTLARCSGIASA
AAAAVEAARGAGWTGHVAGTRKTTPGFRLVEKYGLLVG
GAASHRYDLGGLVMVKDNHVVAAGGVEKAVRAARQA
ADFTLKVEVECSSLQEAVQAAEAGADLVLLDNFKPEELHP
TATVLKAQFPSVAVEASGGITLDNLPQFCGPHIDVISMG
MLTQAAPALDFSLKLFAKEVAPVPKIHLEHHHHHH

kDa

116 -
66 -
45-

25-

18-
14-

Group?

_batch4




Q99961

SH3GL1

368

MSVAGLKKQFYKASQLVSEKVGGAEGTKLDDDFKEMEK
KVDVTSKAVTEVLARTIEYLQPNPASRAKLTMLNTVSKIR
GQVKNPGYPQSEGLLGECMIRHGKELGGESNFGDALLD
AGESMKRLAEVKDSLDIEVKQNFIDPLONLCEKDLKEIQH
HLKKLEGRRLDFDYKKKRQGKIPDEELRQALEKFEESKEVA
ETSMHNLLETDIEQVSQLSALVDAQLDYHRQAVQILDEL
AEKLKRRMREASSRPKREYKPKPREPFDLGEPEQSNGGFP
CTTAPKIAASSSFRSSDKPIRTPSRSMPPLDQPSCKALYDF
EPENDGELGFHEGDVITLTNQIDENWYEGMLDGQSGFF
PLSYVEVLVPLPOQLEHHHHHH

kDa
116 -

66 -
45-4
35-
25-

18-
14 -

Group8
_batch4

014879

IFIT3

490

MSEVTKNSLEKILPQLKCHFTWNLFKEDSVSRDLEDRVC
NQIEFLNTEFKATMYNLLAYIKHLDGNNEAALECLRQAEE
LIQQEHADQAEIRSLVTWGNYAWVYYHLGRLSDAQIYV
DKVKQTCKKFSNPYSIEYSELDCEEGWTQLKCGRNERAK
VCFEKALEEKPNNPEFSSGLAIAMYHLDNHPEKQFSTDVL
KQAIELSPDNQYVKVLLGLKLQKMNKEAEGEQFVEEALE
KSPCQTDVLRSAAKFYRRKGDLDKAIELFQRVLESTPNNG
YLYHQIGCCYKAKVRQMQNTGESEASGNKEMIEALKQY
AMDYSNKALEKGLNPLNAYSDLAEFLETECYQTPFNKEV
PDAEKQQSHQRYCNLQKYNGKSEDTAVQHGLEGLSISK
KSTDKEEIKDQPQNVSENLLPQNAPNYWYLQGLIHKQN
GDLLQAAKCYEKELGRLLRDAPSGIGSIFLSASELEDGSEE
MGQGAVSSSPRELLSNSEQLNLEHHHHHH

kDa
116 -

45-
35-
25-

18-
14-

Group8
_batch4

P00325

ADH1B

375

MSTAGKVIKCKAAVLWEVKKPFSIEDVEVAPPKAYEVRIK
MVAVGICRTDDHVVSGNLVTPLPVILGHEAAGIVESVGE
GVTTVKPGDKVIPLFTPQCGKCRVCKNPESNYCLKNDLG
NPRGTLQDGTRRFTCRGKPIHHFLGTSTFSQYTVVDENA
VAKIDAASPLEKVCLIGCGFSTGYGSAVNVAKVTPGSTCA
VFGLGGVGLSAVMGCKAAGAARIIAVDINKDKFAKAKEL
GATECINPQDYKKPIQEVLKEMTDGGVDFSFEVIGRLDT
MMASLLCCHEACGTSVIVGVPPASQNLSINPMLLLTGRT
WKGAVYGGFKSKEGIPKLVADFMAKKFSLDALITHVLPFE
KINEGFDLLHSGKSIRTVLTFLEHHHHHH

kDa
116 —
66 —

45 —
35—

25—

18—
14—

Group8
_batch4

P54920

NAPA

295

MDNSGKEAEAMALLAEAERKVKNSQSFFSGLFGGSSKIE
EACEIYARAANMFKMAKNWSAAGNAFCQAAQLHLQL
QSKHDAATCFVDAGNAFKKADPQEAINCLMRAIEIYTD
MGRFTIAAKHHISIAEIYETELVDIEKAIAHYEQSADYYKGE
ESNSSANKCLLKVAGYAALLEQYQKAIDIYEQVGTNAMD
SPLLKYSAKDYFFKAALCHFCIDMLNAKLAVQKYEELFPAF
SDSRECKLMKKLLEAHEEQNVDSYTESVKEYDSISRLDQ
WLTTMLLRIKKTIQGDEEDLRLEHHHHHH

kDa
116 -
66 -
45-

35

25-

Group8
_batch4

Q75Ls8

FKBP9P1

142

MDMGLREMCVGEKRTVIIPPHLGYGEAGVDGEVPGSAV
LVFDIELLELVAGLPEGYMFIWNGEVSPNLFEEIDKDGNGE
VLLEEFSEYIHAQVASGKGKLAPGFDAELIVKNMFTNQDR
NGDGKVTAEEFKLKDQEAKQDELEHHHHHH

Group8

_batch4

P40261

NNMT

264

MESGFTSKDTYLSHFNPRDYLEKYYKFGSRHSAESQILKHL
LKNLFKIFCLDGVKGDLLIDIGSGPTIYQLLSACESFKEIVVT
DYSDONLQELEKWLKKEPEAFDWSPVVTYVCDLEGNRV
KGPEKEEKLRQAVKQVLKCDVTQSQPLGAVPLPPADCVL
STLCLDAACPDLPTYCRALRNLGSLLKPGGFLVIMDALKS
SYYMIGEQKFSSLPLGREAVEAAVKEAGYTIEWFEVISQSY
SSTMANNEGLFSLVARKLSRPLEHHHHHH

Group8

_batch4




Q6IS14

EIFSAL1

154

MADDLDFETGDAGASATFPMQCSALRKNGFVVLKGWP
CKIVEMSASKTGKHGHAKVHLVGIDIFTGKKYEDICPSTH
NMDVPNIKRNDFQLIGIQDGYLSLLQDSGEVPEDLRLPE
GDLGKEIEQKYDCGEEILITVLSAMTEEAAVAIKAMAKLEH
HHHHH

kDa
116 —
66 —
45—
35—
25—
18 —

14—

Group8
_batch4

Q6ZQV5

ZNF788P

82

MRNMIPQDNENPPQQGEANQNDSVAFEDVAVNFTPD
EWALLDPSQKNLYREVMQETLRNLASIEVLWKRDSLKVK
VISMEKFLEHHHHHH

kDa

116 —
66—
45—
35—

25—

18—

14—

Group8
_batch4

PO7311

ACYP1

99

MAEGNTLISVDYEIFGKVQGVFFRKHTQAEGKKLGLVGW
VONTDRGTVQGQLQGPISKVRHMQEWLETRGSPKSHID
KANFNNEKVILKLDYSDFQIVKLEHHHHHH

KDa
116 -
66 -
45-
35-

25-

18 -
14 -

Group8
_batch2

P08913

ADRA2A

218

374

MRIYQIAKRRTRVPPSRRGPDAVAAPPGGTERRPNGLGP
ERSAGPGGAEAEPLPTQLNGAPGEPAPAGPRDTDALDLE
ESSSSDHAERPPGPRRPERGPRGKGKARASQVKPGDSLP
RRGPGATGIGTPAAGPGEERVGAAKASRWRGRQNREKR
FTFLEHHHHHH

kDa
116 -
66 -
45-
35-

-

18-
14-

Group?2
_batch?2

P21549

AGXT

392

MASHKLLVTPPKALLKPLSIPNQLLLGPGPSNLPPRIMAA
GGLQMIGSMSKDMYQIMDEIKEGIQYVFQTRNPLTLVIS
GSGHCALEAALVNVLEPGDSFLVGANGIWGQRAVDIGE
RIGARVHPMTKDPGGHYTLQEVEEGLAQHKPVLLFLTHG
ESSTGVLQPLDGFGELCHRYKCLLLVDSVASLGGTPLYM
DRQGIDILYSGSQKALNAPPGTSLISFSDKAKKKMYSRKTK
PFSFYLDIKWLANFWGCDDQPRMYHHTIPVISLYSLRESL
ALIAEQGLENSWRQHREAAAYLHGRLQALGLQLFVKDP
ALRLPTVTTVAVPAGYDWRDIVSYVIDHFDIEIMGGLGPS
TGKVLRIGLLGCNATRENVDRVTEALRAALQHCPKKKLE
HHHHHH

kDa

116 -
66 -

45 - w—
35-
25-

18-

Group6
_batch?2

P84085

ARF5

180

MGLTVSALFSRIFGKKQMRILMVGLDAAGKTTILYKLKLGE
IVTTIPTIGFNVETVEYKNICFTVWDVGGQDKIRPLWRHYF
QNTQGLIFVVDSNDRERVQESADELQKMLQEDELRDAV
LLVFANKQDMPNAMPVSELTDKLGLQHLRSRTWYVQA
TCATQGTGLYDGLDWLSHELSKRLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14-

Group4
_batch2

P52566

ARHGDIB

201

MTEKAPEPHVEEDDDDELDSKLNYKPPPQKSLKELQEMD
KDDESLIKYKKTLLGDGPVVTDPKAPNVVVTRLTLVCESA
PGPITMDLTGDLEALKKETIVLKEGSEYRVKIHFKVNRDIVS
GLKYVQHTYRTGVKVDKATFMVGSYGPRPEEYEFLTPVEE
APKGMLARGTYHNKSFFTDDDKQDHLSWEWNLSIKKE
WTELEHHHHHH

kDa

116 -
66 -

45-
35-

25 - ..

18-

Group5
_batch2




Q7L266

ASRGL1

308

MNPIVVVHGGGAGPISKDRKERVHQGMVRAATVGYGIL
REGGSAVDAVEGAVVALEDDPEFNAGCGSVLNTNGEVE
MDASIMDGKDLSAGAVSAVQCIANPIKLARLVMEKTPH
CFLTDQGAAQFAAAMGVPEIPGEKLVTERNKKRLEKEKH
EKGAQKTDCQKNLGTVGAVALDCKGNVAYATSTGGIVN
KMVGRVGDSPCLGAGGYADNDIGAVSTTGHGESILKVN
LARLTLFHIEQGKTVEEAADLSLGYMKSRVKGLGGLIVVSK
TGDWVAKWTSTSMPWAAAKDGKLHFGIDPDDTTITDLP
LEHHHHHH

kDa
116 -

45- ..
35-
25-

18-
14 -

Group8
_batch?2

Q8N8Y2

ATP6VOD2

350

MLEGAELYFNVDHGYLEGLVRGCKASLLTQQDYINLVQC
ETLEDLKIHLQTTDYGNFLANHTNPLTVSKIDTEMRKRLC

GEFEYFRNHSLEPLSTFLTYMTCSYMIDNVILLMNGALQK
KSVKEILGKCHPLGRFTEMEAVNIAETPSDLFNAILIETPLA
PFFQDCMSENALDELNIELLRNKLYKSYLEAFYKFCKNHG
DVTAEVMCPILEFEADRRAFIITLNSFGTELSKEDRETLYPT
FGKLYPEGLRLLAQAEDFDQMKNVADHYGVYKPLFEAV

GGSGGKTLEDVFYEREVQMNVLAFNRQFHYGVFYAYVK
LKEQEIRNIVWIAECISQRHRTKINSYIPILEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14 -

Group3
_batch2

Q16520

BATF

125

MPHSSDSSDSSFSRSPPPGKQDSSDDVRRVQRREKNRIA
AQKSRQRQTQKADTLHLESEDLEKQNAALRKEIKQLTEEL
KYFTSVLNSHEPLCSVLAASTPSPPEVVYSAHAFHQPHVS
SPRFQPLEHHHHHH

kDa

116 -
66 -
45 -
35-

25-
13_-

14 -

Group?
_batch?2

P54687

BCAT1

386

MKDCSNGCSAECTGEGGSKEVVGTFKAKDLIVTPATILKE
KPDPNNLVFGTVFTDHMLTVEWSSEFGWEKPHIKPLQNL
SLHPGSSALHYAVELFEGLKAFRGVDNKIRLFQPNLNMD
RMYRSAVRATLPVFDKEELLECIQQLVKLDQEWVPYSTSA
SLYIRPTFIGTEPSLGVKKPTKALLFVLLSPVGPYFSSGTFNP
VSLWANPKYVRAWKGGTGDCKMGGNYGSSLFAQCEA
VDNGCQQVLWLYGEDHQITEVGTMNLFLYWINEDGEEE
LATPPLDGIILPGVTRRCILDLAHQWGEFKVSERYLTMDD
LTTALEGNRVREMFGSGTACVVCPVSDILYKGETIHIPTM
ENGPKLASRILSKLTDIQYGREESDWTIVLSLEHHHHHH

kDa

116 -
66 -
45 - -
35-

25-

Group6
_batch2

095861

BPNT1

308

MASSNTVLMRLVASAYSIAQKAGMIVRRVIAEGDLGIVEK
TCATDLQTKADRLAQMSICSSLARKFPKLTIIGEEDLPSEE
VDQELIEDSQWEEILKQPCPSQYSAIKEEDLVVWVDPLD
GTKEYTEGLLDNVTVLIGIAYEGKAIAGVINQPYYNYEAGP
DAVLGRTIWGVLGLGAFGFQLKEVPAGKHIITTTRSHSNK
LVTDCVAAMNPDAVLRVGGAGNKIIQLIEGKASAYVFAS
PGCKKWDTCAPEVILHAVGGKLTDIHGNVLQYHKDVKH
MNSAGVLATLRNYDYYASRVPESIKNALVPLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

Group3
_batch2

Q14012

CAMK1

370

MLGAVEGPRWKQAEDIRDIYDFRDVLGTGAFSEVILAED
KRTQKLVAIKCIAKEALEGKEGSMENEIAVLHKIKHPNIVA
LDDIYESGGHLYLIMQLVSGGELFDRIVEKGFYTERDASRLI
FQVLDAVKYLHDLGIVHRDLKPENLLYYSLDEDSKIMISDF
GLSKMEDPGSVLSTACGTPGYVAPEVLAQKPYSKAVDC
WSIGVIAYILLCGYPPFYDENDAKLFEQILKAEYEFDSPYW
DDISDSAKDFIRHLMEKDPEKRFTCEQALQHPWIAGDTA
LDKNIHQSVSEQIKKNFAKSKWKQAFNATAVVRHMRKL
QLGTSQEGQGQTASHGELLTPVAGGPAAGCCCRDCCV
EPGTELSPTLPHQLEHHHHHH

kDa
116 —
66 —

45—.
35 —

25 —

18 —
14—

Groupl
_batch2




Q13185

CBX3

183

MASNKTTLOKMGKKQNGKSKKVEEAEPEEFVVEKVLDRR
VVNGKVEYFLKWKGFTDADNTWEPEENLDCPELIEAFLN
SQKAGKEKDGTKRKSLSDSESDDSKSKKKRDAADKPRGF
ARGLDPERIIGATDSSGELMFLMKWKDSDEADLVLAKEA
NMKCPQIVIAFYEERLTWHSCPEDEAQLEHHHHHH

Groupl
_batch?2

Q8WUD4

CCDC12

166

MEATTAGVGRLEEEALRRKERLKALREKTGRKDKEDGEPK
TKHLREEEEEGEKHRELRLRNYVPEDEDLKKRRVPQAKPV
AVEEKVKEQLEAAKPEPVIEEVDLANLAPRKPDWDLKRD
VAKKLEKLKKRTQRAIAELIRERLKGQEDSLASAVDAATEQ
KTCDSDLEHHHHHH

kDa

16 —
66 —
45 —
35—

25 — ™

18—
14—

Groupl
_batch2

P32320

CDA

146

MAQKRPACTLKPECVQQLLVCSQEAKKSAYCPYSHFPV
GAALLTQEGRIFKGCNIENACYPLGICAERTAIQKAVSEGY
KDFRAIAIASDMQDDFISPCGACRQVMREFGTNWPVYM
TKPDGTYIVMTVQELLPSSFGPEDLQKTQLEHHHHHH

kDa

116 —
66 —
45—
35—

25—

18—
14—

Group?
_batch2

P60953

CDC42

188

MQTIKCVVVGDGAVGKTCLLISYTTNKFPSEYVPTVFDNY
AVTVMIGGEPYTLGLFDTAGQEDYDRLRPLSYPQTDVFL

VCFSVVSPSSFENVKEKWVPEITHHCPKTPFLLVGTQIDLR
DDPSTIEKLAKNKQKPITPETAEKLARDLKAVKYVECSALT
QKGLKNVFDEAILAALEPPEPKKSRRCLEHHHHHH

kDa

116 -
66 -

45-
35-

5-..
18-
14 -

Group?2
_batch?2

P54105

CLNS1A

237

MSFLKSFPPPGPAEGLLRQQPDTEAVLNGKGLGTGTLYIA
ESRLSWLDGSGLGFSLEYPTISLHALSRDRSDCLGEHLYV
MVNAKFEEESKEPVADEEEEDSDDDVEPITEFRFVPSDKS
ALEAMFTAMCECQALHPDPEDEDSDDYDGEEYDVEAHE
QGQGDIPTFYTYEEGLSHLTAEGQATLERLEGMLSQSVSS
QYNMAGVRTEDSIRDYEDGMEVDTTPTVAGQFEDADV
DHLEHHHHHH

kDa

116—
66—
45—
35—

25—

18—
14—

Group5
_batch2

P41240

CSK

450

MSAIQAAWPSGTECIAKYNFHGTAEQDLPFCKGDVLTIV
AVTKDPNWYKAKNKVGREGIIPANYVQKREGVKAGTKLS
LMPWFHGKITREQAERLLYPPETGLFLVRESTNYPGDYTL
CVSCDGKVEHYRIMYHASKLSIDEEVYFENLMQLVEHYTS
DADGLCTRLIKPKVMEGTVAAQDEFYRSGWALNMKELK
LLQTIGKGEFGDVMLGDYRGNKVAVKCIKNDATAQAFL
AEASVMTQLRHSNLVQLLGVIVEEKGGLYIVTEYMAKGSL
VDYLRSRGRSVLGGDCLLKFSLDVCEAMEYLEGNNFVHR
DLAARNVLVSEDNVAKVSDFGLTKEASSTQDTGKLPVK
WTAPEALREKKFSTKSDVWSFGILLWEIYSFGRVPYPRIPL
KDVVPRVEKGYKMDAPDGCPPAVYEVMKNCWHLDAA
MRPSFLQLREQLEHIKTHELHLEHHHHHH

kDa
116 -

45 - -
35-

25-

18-
14-

Groupb6
_batch2

Q9ULAOD

DNPEP

475

MQVAMNGKARKEAVQTAAKELLKFVNRSPSPFHAVAEC
RNRLLQAGFSELKETEKWNIKPESKYFMTRNSSTHAFAVG
GQYVPGNGFSLIGAHTDSPCLRVKRRSRRSQVGFQQVG
VETYGGGIWSTWFDRDLTLAGRVIVKCPTSGRLEQQLVH
VERPILRIPHLAIHLQRNINENFGPNTEMHLVPILATAIQEE
LEKGTPEPGPLNAVDERHHSVLMSLLCAHLGLSPKDIVE
MELCLADTQPAVLGGAYDEFIFAPRLDNLHSCFCALQALI
DSCAGPGSLATEPHVRMVTLYDNEEVGSESAQGAQSLL
TELVLRRISASCQHPTAFEEAIPKSFMISADMAHAVHPNY
LDKHEENHRPLFHKGPVIKVNSKQRYASNAVSEALIREVA

kDa

116 -
66 -

45-
35-
25-

18-
14 -

Group5
_batch?2




NKVKVPLQDLMVRNDTPCGTTIGPILASRLGLRVLDLGSP
QLAMHSIREMACTTGVLQTLTLFKGFFELFPSLSHNLLVD
LEHHHHHH

Q16555

DPYSL2

572

MSYQGKKNIPRITSDRLLIKGGKIVNDDQSFYADIYMEDG
LIKQIGENLIVPGGVKTIEAHSRMVIPGGIDVHTRFQMPD
QGMTSADDFFQGTKAALAGGTTMIIDHVVPEPGTSLLAA
FDQWREWADSKSCCDYSLHVDISEWHKGIQEEMEALVK
DHGVNSFLVYMAFKDRFQLTDCQIYEVLSVIRDIGAIAQV
HAENGDIIAEEQQRILDLGITGPEGHVLSRPEEVEAEAVN
RAITIANQTNCPLYITKVMSKSSAEVIAQARKKGTVVYGEP
ITASLGTDGSHYWSKNWAKAAAFVTSPPLSPDPTTPDFL
NSLLSCGDLQVTGSAHCTFNTAQKAVGKDNFTLIPEGTN
GTEERMSVIWDKAVVTGKMDENQFVAVTSTNAAKVENL
YPRKGRIAVGSDADLVIWDPDSVKTISAKTHNSSLEYNIFE
GMECRGSPLVVISQGKIVLEDGTLHVTEGSGRYIPRKPFP
DFVYKRIKARSRLAELRGVPRGLYDGPVCEVSVTPKTVTP
ASSAKTSPAKQQAPPVRNLHQSGFSLSGAQIDDNIPRRT
TOQRIVAPPGGRANITSLGLEHHHHHH

kDa
116 -
66 - Sy
45-
35-

25-

18-
14-

Group8
_batch?2

P55010

EIFS

431

MSVNVNRSVSDQFYRYKMPRLIAKVEGKGNGIKTVIVN
MVDVAKALNRPPTYPTKYFGCELGAQTQFDVKNDRYIV
NGSHEANKLQDMLDGFIKKFVLCPECENPETDLHVNPKK
QTIGNSCKACGYRGMLDTHHKLCTFILKNPPENSDSGTG
KKEKEKKNRKGKDKENGSVSSSETPPPPPPPNEINPPPHT
MEEEEDDDWGEDTTEEAQRRRMDEISDHAKVLTLSDDL
ERTIEERVNILFDFVKKKKEEGVIDSSDKEIVAEAERLDVKA
MGPLVLTEVLFNEKIREQIKKYRRHFLRFCHNNKKAQRYL
LHGLECVVAMHQAQLISKIPHILKEMYDADLLEEEVIISWS
EKASKKYVSKELAKEIRVKAEPFIKWLKEAEEESSGGEEEDE
DENIEVVYSKAASVPKVETVKSDNKDDDIDIDAILEHHHH
HH

kDa

116 —
66 —
45 —
35—

25 —

18 —
14—

Groupl
_batch?2

Q9GZV4

EIF5A2

153

MADEIDFTTGDAGASSTYPMQCSALRKNGFVVLKGRPC
KIVEMSTSKTGKHGHAKVHLVGIDIFTGKKYEDICPSTHN
MDVPNIKRNDYQLICIQDGYLSLLTETGEVREDLKLPEGEL
GKEIEGKYNAGEDVQVSVMCAMSEEYAVAIKPCKLEHH
HHHH

kDa

116 -
66 -

45-
35-

25-

18-

Group3

_batch2

AGPVY3

FAM177B

158

MEIDGFQQLDLEKSVPSKKTTPKRIIHFVDGDIMEEYSTEE
EEEEEKEEQSTNSTLDPSKLSWGPYLRFWAGRIASTSFSTC
EFLGGRFAVFFGLTQPKYQYVLNEFYRIQNKKSDNKSERR
GSKAQAAEVPNEKCHLEAGVQEYGTIQQDVTEAIPQLEH
HHHHH

kDa

116 -
66 -

45 -
35-

25-

18-
14-

Group8

_batch2

PO7954

FH

45

510

MASQNSFRIEYDTFGELKVPNDKYYGAQTVRSTMNFKIG
GVTERMPTPVIKAFGILKRAAAEVNQDYGLDPKIANAIMK
AADEVAEGKLNDHFPLVWWQTGSGTQTNMNVNEVISN
RAIEMLGGELGSKIPVHPNDHVNKSQSSNDTFPTAMHIA
AAIEVHEVLLPGLQKLHDALDAKSKEFAQIIKIGRTHTQDA
VPLTLGQEFSGYVQQVKYAMTRIKAAMPRIYELAAGGTA
VGTGLNTRIGFAEKVAAKVAALTGLPFVTAPNKFEALAAH
DALVELSGAMNTTACSLMKIANDIRFLGSGPRSGLGELIL
PENEPGSSIMPGKVNPTQCEAMTMVAAQVMGNHVAV
TVGGSNGHFELNVFKPMMIKNVLHSARLLGDASVSFTEN
CVVGIQANTERINKLMNESLMLVTALNPHIGYDKAAKIAK
TAHKNGSTLKETAIELGYLTAEQFDEWVKPKDMLGPKLE
HHHHHH

kDa

116 —
66 —

45—

35—
25 —

18—
14—

Group8

_batch2




ABMYZ6

FOXO6

492

MAAKLRAHQVDVDPDFAPQSRPRSCTWPLPQPDLAGD
EDGALGAGVAEGAEDCGPERRATAPAMAPAPPLGAEVG
PLRKAKSSRRNAWGNLSYADLITKAIESAPDKRLTLSQIYD
WMVRYVPYFKDKGDSNSSAGWKNSIRHNLSLHTRFIRV
QNEGTGKSSWWMLNPEGGKTGKTPRRRAVSMDNGAK
FLRIKGKASKKKQLQAPERSPDDSSPSAPAPGPVPAAAK
WAASPASHASDDYEAWADFRGGGRPLLGEAAELEDDE
ALEALAPSSPLMYPSPASALSPALGSRCPGELPRLAELGGP
LGLHGGGGAGLPEGLLDGAQDAYGPRPAPRPGPVLGAP
GELALAGAAAAYPGKGAAPYAPPAPSRSALAHPISLMTL
PGEAGAAGLAPPGHAAAFGGPPGGLLLDALPGPYAAAA
AGPLGAAPDRFPADLDLDMFSGSLECDVESIILNDFMDS
DEMDFNFDSALPPPPPGLAGAPPPNQSWVPGLEHHHH
HH

kDa
116-
66 -
45-
35-

25-

18-
14 -

Group5
_batch2

095257

GADD45G

159

MTLEEVRGQDTVPESTARMQGAGKALHELLLSAQRQGC
LTAGVYESAKVLNVDPDNVTFCVLAAGEEDEGDIALQIHF
TLIQAFCCENDIDIVRVGDVQRLAAIVGAGEEAGAPGDL
HCILISNPNEDAWKDPALEKLSLFCEESRSVNDWV/PSITLP
ELEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14 -

Group?2
_batch?2

Q13630

GFUS

321

MGEPQGSMRILVTGGSGLVGKAIQKVVADGAGLPGED
WVFVSSKDADLTDTAQTRALFEKVQPTHVIHLAAMVGG
LFRNIKYNLDFWRKNVHMNDNVLHSAFEVGARKVVSCL
STCIFPDKTTYPIDETMIHNGPPHNSNFGYSYAKRMIDVQ
NRAYFQQYGCTFTAVIPTNVFGPHDNFNIEDGHVLPGLI
HKVHLAKSSGSALTVWGTGNPRRQFIYSLDLAQLFIWVL
REYNEVEPIILSVGEEDEVSIKEAAEAVVEAMDFHGEVTFD
TTKSDGQFKKTASNSKLRTYLPDFRFTPFKQAVKETCAWF
TDNYEQARKLEHHHHHH

kDa
16 —
66 —
45—y
35—
25—

18 —
14—

Groupl
_batch2

P00505

GOT2

30

430

MSSWWTHVEMGPPDPILGVTEAFKRDTNSKKMNLGVG
AYRDDNGKPYVLPSVRKAEAQIAAKNLDKEYLPIGGLAEF
CKASAELALGENSEVLKSGRFVTVQTISGTGALRIGASFLQ
RFFKFSRDVFLPKPTWGNHTPIFRDAGMQLQGYRYYDPK
TCGFDFTGAVEDISKIPEQSVLLLHACAHNPTGVDPRPEQ
WKEIATVVKKRNLFAFFDMAYQGFASGDGDKDAWAVR
HFIEQGINVCLCQSYAKNMGLYGERVGAFTMVCKDADE
AKRVESQLKILIRPMYSNPPLNGARIAAAILNTPDLRKQW
LQEVKVMADRIIGMRTQLVSNLKKEGSTHNWQHITDQI
GMFCFTGLKPEQVERLIKEFSIYMTKDGRISVAGVTSSNV
GYLAHAIHQVTKLEHHHHHH

116 -
66 -

45
35-
25-

18-
14-

Group?

_batch2

P00390

GSR

44

522

MACRQEPQPQGPPPAAGAVASYDYLVIGGGSGGLASAR
RAAELGARAAVVESHKLGGTCVNVGCVPKKVMWNTAV
HSEFMHDHADYGFPSCEGKFNWRVIKEKRDAYVSRLNAI
YONNLTKSHIEIIRGHAAFTSDPKPTIEVSGKKYTAPHILIAT
GGMPSTPHESQIPGASLGITSDGFFQLEELPGRSVIVGAG
YIAVEMAGILSALGSKTSLMIRHDKVLRSFDSMISTNCTEE
LENAGVEVLKFSQVKEVKKTLSGLEVSMVTAVPGRLPVM
TMIPDVDCLLWAIGRVPNTKDLSLNKLGIQTDDKGHIIVD
EFONTNVKGIYAVGDVCGKALLTPVAIAAGRKLAHRLFEY
KEDSKLDYNNIPTVVFSHPPIGTVGLTEDEAIHKYGIENVK
TYSTSFTPMYHAVTKRKTKCVMKMVCANKEEKVVGIHM
QGLGCDEMLQGFAVAVKMGATKADFDNTVAIHPTSSEE
LVTLRLEHHHHHH

kDa
116 -
66 -
45 -
35-

25-

Group5

_batch2




POCG29

GSTT2

244

MGLELFLDLVSQPSRAVYIFAKKNGIPLELRTVDLVKGQH
KSKEFLQINSLGKLPTLKDGDFILTESSAILIYLSCKYQTPDH
WYPSDLQARARVHEYLGWHADCIRGTFGIPLWVQVLGP
LIGVQVPKEKVERNRTAMDQALQWLEDKFLGDRPFLAG
QQVTLADLMALEELMQPVALGYELFEGRPRLAAWRGRY
EAFLGAELCQEAHSIILSILEQAAKKTLPTPSPEAYQAMLLR
IARIPLEHHHHHH

116 -
66 -

45 -
35-

25-

18-

Group3
_batch2

075409

H2AP

117

MSEKKNCKNSSTNNNQTQDPSRNELQVPRSFVDRWQ
DERDVQSQSSSTINTLLTLLDCLADYIMERVGLEASNNGS
MRNTSQDREREVDNNREPHSAESDVTRFLFDEMPKSRK
NDLEHHHHHH

kDa
116 -

45-
35-

25-

14-

Group4
_batch2

PO1112

HRAS

186

MTEYKLVVVGAGGVGKSALTIQLIQNHFVDEYDPTIEDSY
RKQVVIDGETCLLDILDTAGQEEYSAMRDQYMRTGEGFL
CVFAINNTKSFEDIHQYREQIKRVKDSDDVPMVLVGNKC
DLAARTVESRQAQDLARSYGIPYIETSAKTRQGVEDAFYT
LVREIRQHKLRKLNPPDESGPGCMSCKCLEHHHHHH

kDa

116 —
66 —
45—
35—

25— fu

18 —
14—

Group8
_batch2

Q53759

HS1BP3

392

MQSPAVLVTSRRLQNAHTGLDLTVPQHQEVRGKMMSG
HVEYQILVVTRLAAFKSAKHRPEDVVQFLVSKKYSEIEEFY
QKLSSRYAAASLPPLPRKVLFVGESDIRERRAVFNEILRCVS
KDAELAGSPELLEFLGTRSPGAAGLTSRDSSVLDGTDSQT
GNDEEAFDFFEEQDQVAEEGPPVQSLKGEDAEESLEEEE
ALDPLGIMRSKKPKKHPKVAVKAKPSPRLTIFDEEVDPDE
GLFGPGRKLSPQDPSEDVSSVDPLKLFDDPDLGGAIPLGD
SLLLPAACESGGPTPSLSHRDASKELFRVEEDLDQILNLGA
EPKPKPQLKPKPPVAAKPVIPRKPAVPPKAGPAEAVAGQ
QKPQEQIQAMDEMDILQYIQDHDTPAQAAPSLFLEHHH
HHH

kDa

116 -
66 -

45-
35-

25-

18-

Group?
_batch?2

P09914

IFIT1

478

MSTNGDDHQVKDSLEQLRCHFTWELSIDDDEMPDLEN
RVLDQIEFLDTKYSVGIHNLLAYVKHLKGQNEEALKSLKEA
ENLMQEEHDNQANVRSLVTWGNFAWMYYHMGRLAE
AQTYLDKVENICKKLSNPFRYRMECPEIDCEEGWALLKCG
GKNYERAKACFEKVLEVDPENPESSAGYAISAYRLDGFKL
ATKNHKPFSLLPLRQAVRLNPDNGYIKVLLALKLQDEGQE
AEGEKYIEEALANMSSQTYVFRYAAKFYRRKGSVDKALEL
LKKALQETPTSVLLHHQIGLCYKAQMIQIKEATKGQPRG
QNREKLDKMIRSAIFHFESAVEKKPTFEVAHLDLARMYIEA
GNHRKAEENFQKLLCMKPVVEETMQDIHFHYGRFQEFQ
KKSDVNAIIHYLKAIKIEQASLTRDKSINSLKKLVLRKLRRKA
LDLESLSLLGFVYKLEGNMNEALEYYERALRLAADFENSV
RQGPLEHHHHHH

116 -
66 -

45-
35-

25-

18-

Group8
_batch?2

Q3ZCW2

LGALSL

172

MAGSVADSDAVVKLDDGHLNNSLSSPVQADVYFPRLIV
PFCGHIKGGMRPGKKVLVMGIVDLNPESFAISLTCGDSED
PPADVAIELKAVFTDRQLLRNSCISGERGEEQSAIPYFPFIP
DQPFRVEILCEHPRFRVFVDGHQLFDFYHRIQTLSAIDTIKI
NGDLQITKLGLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-

Group6
_batch2

Q3MHD2

LSM12

195

MAAPPGEYFSVGSQVSCRTCQEQRLQGEVVAFDYQSK
MLALKCPSSSGKPNHADILLINLQYVSEVEINDRTETPPPL
ASLNVSKLASKARTEKEEKLSQAYAISAGVSLEGQQLFQTI
HKTIKDCKWQEKNIVVMEEVVITPPYQVENCKGKEGSAL
SHVRKIVEKHFRDVESQKILQRSQAQQPQKEAALSSLEH
HHHHH

kDa
116 -
66 -
45-
35-

18-
14 -

Group4
_batch2




Q9UGB7

MIOX

285

MKVTVGPDPSLVYRPDVDPEVAKDKASFRNYTSGPLLDR
VETTYKLMHTHQTVDFVRSKHAQFGGFSYKKMTVMEAV
DLLDGLVDESDPDVDFPNSFHAFQTAEGIRKAHPDKDW
FHLVGLLHDLGKVLALFGEPQWAVVGDTFPVGCRPQAS
VVFCDSTFQDNPDLQDPRYSTELGMYQPHCGLDRVLMS
WGHDEYMYQVMKFNKFSLPPEAFYMIRFHSFYPWHTGR
DYQQLCSQQDLAMLPWVREFNKFDLYTKCPDLPDVDKL
RPYYQGLIDKYCPGILSWLEHHHHHH

kDa

116 -
66 -

45-
35-
25-

18-
14-

Group?2
_batch2

P29372

MPG

18

298

MGQKKQRPARAGQPHSSSDAAQAPAEQPHSSSDAAQ
APCPRERCLGPPTTPGPYRSIYFSSPKGHLTRLGLEFFDQP
AVPLARAFLGQVLVRRLPNGTELRGRIVETEAYLGPEDEA
AHSRGGRQTPRNRGMFMKPGTLYVYIIYGMYFCMNISS
QGDGACVLLRALEPLEGLETMRQLRSTLRKGTASRVLKD
RELCSGPSKLCQALAINKSFDQRDLAQDEAVWLERGPLE
PSEPAVVAAARVGVGHAGEWARKPLRFYVRGSPWVSVV
DRVAEQDTQALEHHHHHH

kDa

116 -
66 -

45-
35-

25-

Group?2
_batch2

P14598

NCF1

390

MGDTFIRHIALLGFEKRFVPSQHYVYMFLVKWQDLSEKV
VYRRFTEIYEFHKTLKEMFPIEAGAINPENRIIPHLPAPKWF
DGQRAAENRQGTLTEYCSTLMSLPTKISRCPHLLDFFKVR
PDDLKLPTDNQTKKPETYLMPKDGKSTATDITGPILQTYR
AIANYEKTSGSEMALSTGDVVEVVEKSESGWWFCQMKA
KRGWIPASFLEPLDSPDETEDPEPNYAGEPYVAIKAYTAVE
GDEVSLLEGEAVEVIHKLLDGWWVIRKDDVTGYFPSMYL
QKSGQDVSQAQRQIKRGAPPRRSSIRNAHSIHQRSRKRL
SQDAYRRNSVRFLQQRRRQARPGPQSPGSPLEEERQTQ
RSKPQPAVPPRPSADLILNRCSESTKRKLASAVLEHHHHH
H

kDa

116 -
66 -

45 -
35-

25-

18-
14 -

Group?2
_batch2

ABNI72

NCF1B

391

MGDTFIRHIALLGFEKRFVPSQHYVRYMFLVKWQDLSEK
VVYRRFTEIYEFHKTLKEMFPIEAGAINPENRIIPHLPAPKW
FDGQRAAENHQGTLTEYCGTLMSLPTKISRCPHLLDFFKV
RPDDLKLPTDNQTKKPETYLMPKDGKSTATDITGPIILQTY
RAIANYEKTSGSEMALSTGDVVEVVEKSESGWWFCQMK
AKRGWIPASFLEPLDSPDETEDPEPNYAGEPYVAIKAYTA
VEGDEVSLLEGEAVEVIHKLLDGWWYVIRKDDVTGYFPSM
YLQKSGQDVSQAQRQIKRGAPPRRSSIRNVHSIHQRSRK
RLSQDAYRRNSVRFLQQRRRQARPGPQSPGSPLEEERQ
TQRSKPQPAVPPRPSADLILNRCSESTKRKLASAVLEHHH
HHH

kDa

116 -
66 -
45-
35-

25-

18-
14-

Groupb6
_batch?2

QINX24

NHP2

153

MTKIKADPDGPEAQAEACSGERTYQELLVNQNPIAQPLA
SRRLTRKLYKCIKKAVKQKQIRRGVKEVQKFVNKGEKGIM
VLAGDTLPIEVYCHLPVMCEDRNLPYVYIPSKTDLGAAAG
SKRPTCVIMVKPHEEYQEAYDECLEEVQSLPLPLEHHHH
HH

kDa

116 -
66 -

45 -
35-

25-

Group3
_batch2

Q96AB6

NTAN1

310

MPLLVEGRRVRLPQSAGDLVRAHPPLEERARLLRGQSVQ
QVGPQGLLYVQQRELAVTSPKDGSISILGSDDATTCHIVV
LRHTGNGATCLTHCDGTDTKAEVPLIMNSIKSFSDHAQC
GRLEVHLVGGFSDDRQLSQKLTHQLLSEFDRQEDDIHLY
TLCVTELNDREENENHFPVIYGIAVNIKTAEIYRASFQDRG
PEEQLRAARTLAGGPMISIYDAETEQLRIGPYSWTPFPHV
DFWLHQDDKQILENLSTSPLAEPPHFVEHIRSTLMFLKKH
PSPAHTLFSGNKALLYKKNEDGLWEKISSPGSLEHHHHH
H

kDa

116 -

45-
35-
25-

18-
14-

Groupl
_batch2




P61970

NUTF2

127

MGDKPIWEQIGSSFIQHYYQLFDNDRTQLGAIYIDASCLT
WEGQQFQGKAAIVEKLSSLPFQKIQHSITAQDHQPTPDS
ClISMVVGQLKADEDPIMGFHQMFLLKNINDAWVCTND
MFRLALHNFGLEHHHHHH

116 -0
66 -
45-
35-

25-

18-

S

Group3
_batch2

Q16625

OCLN

270

522

MKMDRYDKSNILWDKEHIYDEQPPNVEEWVKNVSAGT

QDVPSPPSDYVERVDSPMAYSSNGKVNDKRFYPESSYKS
TPVPEVVQELPLTSPVDDFRQPRYSSGGNFETPSKRAPAK
GRAGRSKRTEQDHYETDYTTGGESCDELEEDWIREYPPIT
SDQQRQLYKRNFDTGLQEYKSLQSELDEINKELSRLDKEL
DDYREESEEYMAAADEYNRLKQVKGSADYKSKKNHCKQ
LKSKLSHIKKMVGDYDRQKTLEHHHHHH

kDa

116 -
66 -

45-
35 -

25-

18 -

Groupl
_batch2

P68402

PAFAH1B2

229

MSQGDSNPAAIPHAAEDIQGDDRWMSQHNRFVLDCK
DKEPDVLFVGDSMVQLMQQYEIWRELFSPLHALNFGIG
GDTTRHVLWRLKNGELENIKPKVIVVWVGTNNHENTAE
EVAGGIEAIVQLINTRQPQAKIIVLGLLPRGEKPNPLRQKN
AKVNQLLKVSLPKLANVQLLDTDGGFVHSDGAISCHDM
FDFLHLTGGGYAKICKPLHELIMQLLEETPEEKQTTIALEH
HHHHH

kDa
116 -
66 -
45-
35-

25-

Groupl
_batch2

Q9BULS

PDCD10

212

MRMTMEEMKNEAETTSMVSMPLYAVMYPVFENELERVN
LSAAQTLRAAFIKAEKENPGLTQDIIMKILEKKSVEVNFTES
LLRMAADDVEEYMIERPEPEFQDLNEKARALKQILSKIPDE
INDRVRFLQTIKDIASAIKELLDTVNNVFKKYQYQNRRALE
HQKKEFVKYSKSFSDTLKTYFKDGKAINVFVSANRLIHQT
NLILQTFKTVALEHHHHHH

kDa

116 —
66 —
45 —
35—

25 W

18 —
14—

Group6
_batch?2

PO7737

PFN1

140

MAGWNAYIDNLMADGTCQDAAIVGYKDSPSVWAAVP
GKTFVNITPAEVGVLVGKDRSSFYVNGLTLGGQKCSVIRD
SLLODGEFSMDLRTKSTGGAPTENVTVTKTDKTLVLLMG

KEGVHGGLINKKCYEMASHLRRSQYLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14-

Group?2
_batch2

Q8IUZ5

PHYKPL

450

MAADQRPKADTLALRQRLISSSCRLFFPEDPVKIVRAQG
QYMYDEQGAEYIDCISNVAHVGHCHPLVVQAAHEQNQ
VLNTNSRYLHDNIVDYAQRLSETLPEQLCVFYFLNSGSEA
NDLALRLARHYTGHQDVVVLDHAYHGHLSSLIDISPYKF
RNLDGQKEWVHVAPLPDTYRGPYREDHPNPAMAYANE
VKRVVSSAQEKGRKIAAFFAESLPSVGGQIIPPAGYFSQVA
EHIRKAGGVFVADEIQVGFGRVGKHFWAFQLQGKDFVP
DIVTMGKSIGNGHPVACVAATQPVARAFEATGVEYFNTF
GGSPVSCAVGLAVLNVLEKEQLQDHATSVGSFLMQLLG
QQKIKHPIVGDVRGVGLFIGVDLIKDEATRTPATEEAAYLY
SRLKENYVLLSTDGPGRNILKFKPPMCFSLDNARQVVAKL
DAILTDMEEKVRSCETLRLQPLEHHHHHH

kDa
116 -
66 -
a5- -

35-
25-

18-
14-

Group5
_batch2

P25788

PSMA3

255

MSSIGTGYDLSASTFSPDGRVFQVEYAMKAVENSSTAIGI
RCKDGVVFGVEKLVLSKLYEEGSNKRLFNVDRHVGMAV
AGLLADARSLADIAREEASNFRSNFGYNIPLKHLADRVA
MYVHAYTLYSAVRPFGCSFMLGSYSVNDGAQLYMIDPS
GVSYGYWGCAIGKARQAAKTEIEKLQMKEMTCRDIVKEY
AKIIYIVHDEVKDKAFELELSWVGELTNGRHEIVPKDIREEA
EKYAKESLKEEDESDDDNMLEHHHHHH

kDa
116 -
66 -
45-
35-
25-

18-

Group?2
_batch?2




P15153

RAC?2

189

MQAIKCVVVGDGAVGKTCLLISYTTNAFPGEYIPTVFDNY
SANVMVDSKPVNLGLWDTAGQEDYDRLRPLSYPQTDV

FLICFSLVSPASYENVRAKWFPEVRHHCPSTPIILVGTKLDL
RDDKDTIEKLKEKKLAPITYPQGLALAKEIDSVKYLECSALT

QRGLKTVFDEAIRAVLCPQPTRQQKRACLEHHHHHH

kDa
116 -

45 -
35-

25-

18 -
14 -

Group5
_batch2

P52758

RIDA

137

MSSLIRRVISTAKAPGAIGPYSQAVLVDRTIYISGQIGMDP
SSGQLVSGGVAEEAKQALKNMGEILKAAGCDFTNVVKT

TVLLADINDENTVNEIYKQYFKSNFPARAAYQVAALPKGS
RIEIEAVAIQGPLTTASLEHHHHHH

kDa

116 —
66 —
45 —
35—
25—

18 —
14—

Group3
_batch2

Q9UIC5

SH3BGRL2

107

MVIRVFIASSSGFVAIKKKQQDVVRFLEANKIEFEEVDITM
SEEQRQWMYKNVPPEKKPTQGNPLPPQIFNGDRYCGD
YDSFFESKESNTVFSFLGLKPRLASKAEPLEHHHHHH

kDa
116 -
66 -
45-
35-

25-

18-
14 -

Group?
_batch2

000337

SLC28A1

80

MENDPSRRRESISLTPVAKGLENMGADFLESLEEGQLPRS
DLSPAEIRSSWSEAAPKPFSRWRNLQPALRARSFCREHM
QLEHHHHHH

kDa

116 —
66 —
45 —
35—

25 —

18 —
14 —

Group4
_batch?2

P52788

SMS

366

MAAARHSTLDFMLGAKADGETILKGLQSIFQEQGMAES
VHTWQDHGYLATYTNKNGSFANLRIYPHGLVLLDLQSY
DGDAQGKEEIDSILNKVEERMKELSQDSTGRVKRLPPIVR
GGAIDRYWPTADGRLVEYDIDEVVYDEDSPYQNIKILHSK
QFGNILILSGDVNLAESDLAYTRAIMGSGKEDYTGKDVLIL
GGGDGGILCEIVKLKPKMVTMVEIDQMVIDGCKKYMRKT
CGDVLDNLKGDCYQVLIEDCIPVLKRYAKEGREFDYVIND
LTAVPISTSPEEDSTWEFLRLILDLSMKVLKQDGKYFTQGN
CVNLTEALSLYEEQLGRLYCPVEFSKEIVCVPSYLELWVFY
TVWKKAKPLEHHHHHH

kDa
116 -

45 -
35-

25-

18-
14-

Group4
_batch2

Q57280

SPOUT1

376

MAERGRKRPCGPGEHGQRIEWRKWKQQKKEEKKKWKD
LKLMKKLERQRAQEEQAKRLEEEEAAAEKEDRGRPYTLSV
ALPGSILDNAQSPELRTYLAGQIARACAIFCVDEIVVFDEE
GQDAKTVEGEFTGVGKKGQACVQLARILQYLECPQYLRK
AFFPKHQDLQFAGLLNPLDSPHHMRQDEESEFREGIVVD
RPTRPGHGSFVYNCGMKKEVKIDKNLEPGLRVTVRLNQQ

QHPDCKTYHGKVVSSQDPRTKAGLYWGYTVRLASCLSA
VFAEAPFQDGYDLTIGTSERGSDVASAQLPNFRHALVVF

GGLQGLEAGADADPNLEVAEPSVLFDLYVNTCPGQGSR

TIRTEEAILISLAALQPGLIQAGARHTLEHHHHHH

kDa
116 -

45-
35-

25-

18-
14-

Group?
_batch?2

P22528

SPRR1B

89

MSSQQQKQPCTPPPQLQQQQVKQPCQPPPQEPCIPKT
KEPCHPKVPEPCHPKVPEPCQPKVPEPCHPKVPEPCPSIV
TPAPAQQKTKQKLEHHHHHH

116 -
66 -
45-
35-

25-

18-
14 -

Groupb
_batch?2




043805

SSNA1

119

MTQQGAALQNYNNELVKCIEELCQKREELCRQIQEEEDE
KQRLONEVRQLTEKLARVNENLARKIASRNEFDRTIAETE
AAYLKILESSQTLLSVLKREAGNLTKATAPDQKSSGGRDSL
EHHHHHH

kDa

116 -
66 -
45-
35-

25-

18—’

Group4
_batch2

Q72422

SZRD1

152

MEDEEVAESWEEAADSGEIDRRLEKKLKITQKESRKSKSPP
KVPIVIQDDSLPAGPPPQIRILKRPTSNGVVSSPNSTSRPTL
PVKSLAQREAEYAEARKRILGSASPEEEQEKPILDRPTRISQ
PEDSRQPNNVIRQPLGPDGSQGFKQRRLEHHHHHH

kDa

116 -
66 -

45-
35-

25-

18-
14-

Group8
_batch2

Q53FA7

TP53I3

332

MLAVHFDKPGGPENLYVKEVAKPSPGEGEVLLKVAASAL
NRADLMQRQGQYDPPPGASNILGLEASGHVAELGPGC
QGHWKIGDTAMALLPGGGQAQYVTVPEGLLMPIPEGLT
LTQAAAIPEAWLTAFQLLHLYGNVQAGDYVLIHAGLSGV
GTAAIQLTRMAGAIPLVTAGSQKKLQMAEKLGAAAGFN
YKKEDFSEATLKFTKGAGVNLILDCIGGSYWEKNVNCLAL
DGRWVLYGLMGGGDINGPLFSKLLFKRGSLITSLLRSRDN
KYKQMLVNAFTEQILPHFSTEGPQRLLPVLDRIYPVTEIQE
AHKYMEANKNIGKIVLELPQLEHHHHHH

kDa

116 -
66 -
45-
35—-

25-

18 -
14 -

Group4
_batch2

043617

TRAPPC3

180

MSRQANRGTESKKMSSELFTLTYGALVTQLCKDYENDED
VNKQLDKMGFNIGVRLIEDFLARSNVGRCHDFRETADVI
AKVAFKMYLGITPSITNWSPAGDEFSLILENNPLVDFVELP
DNHSSLIYSNLLCGVLRGALEMVQMAVEAKFVQDTLKG
DGVTEIRMRFIRRIEDNLPAGEELEHHHHHH

kDa

116 -
66 -
45-
35-

25-

18-
14 -

Group6
_batch?2

Q9BZAS5

TXLNGY

131

MEEAGLCGLREKADMLCNSESHDILQHQDSNCSATSNK
HLLEDEEGRDFITKNRSWVSPVHCTQESRRELPEQEVAPP
SGQQALQCNRNKEKVLGKEVLLLMQALNTLSTPEEKLAA
LCKKYADLGNSPLLEHHHHHH

kDa

116 —
66 —
45—
35—

25 —

18—

14 —

Group5
_batch2

P61077

UBE2D3

147

MALKRINKELSDLARDPPAQCSAGPVGDDMFHWQATI
MGPNDSPYQGGVFFLTIHFPTDYPFKPPKVAFTTRIYHPN
INSNGSICLDILRSQWSPALTISKVLLSICSLLCDPNPDDPL
VPEIARIYKTDRDKYNRISREWTQKYAMLEHHHHHH

kDa
116 -
66 -
45 -
35-

25-

Group4
_batch2

P11441

UBL4A

157

MQLTVKALQGRECSLQVPEDELVSTLKQLVSEKLNVPVR
QQRLLFKGKALADGKRLSDYSIGPNSKLNLVVKPLEKVLLE
EGEAQRLADSPPPQVWQLISKVLARHFSAADASRVLEQL
QRDYERSLSRLTLDDIERLASRFLHPEVTETMEKGFSKLEH
HHHHH

Group?
_batch2

Q9BRT2

uQCcc2

14

126

MEEWPVDETKRGRDLGAYLRQRVAQAFREGENTQVAE
PEACDQMYESLARLHSNYYKHKYPRPRDTSFSGLSLEEYK
LILSTDTLEELKEIDKGMWKKLQEKFAPKGPEEDHKALEH
HHHHH

kDa

116 -
66 -
45-
35-

25-

18 - N

Group?
_batch2




Q4GOF5

VPS26B

336

MSFFGFGQSVEVEILLNDAESRKRAEHKTEDGKKEKYFLFY
DGETVSGKVSLALKNPNKRLEHQGIKIEFIGQIELYYDRGN
HHEFVSLVKDLARPGEITQSQAFDFEFTHVEKPYESYTGQ
NVKLRYFLRATISRRLNDVVKEMDIVVHTLSTYPELNSSIK
MEVGIEDCLHIEFEYNKSKYHLKDVIVGKIYFLLVRIKIKHM
EIDIKRETTGTGPNVYHENDTIAKYEIMDGAPVRGESIPIR
LFLAGYELTPTMRDINKKFSVRYYLNLVLIDEEERRYFKQQ
EVVLWRKGDIVRKSMSHQAAIASQRFEGTTSLGEVRTPS
QLSDNNCRQLEHHHHHH

kDa

116 —
66 —
45 — b
35—

25 —

18 —
14—

Group3

_batch2

Q5VTH2

CFAP126

177

MATNYSANQYEKAFSSKYLQNWSPTKPTKESISSHEGYT

QIANDRGHLLPSVPRSKANPWGSFMGTWQMPLKIPPA

RVTLTSRTTAGAASLTKWIQKNPDLLKASNGLCPEILGKP

HDPDSQKKLRKKSITKTVQQARSPTIIPSSPAANLNSPDEL
QSSHPSAGHTPGPQRPAKSLEHHHHHH

kDa

116 —
66 —
45—
35—
25 —
18 —

-

Groupl

_batch3

ABNFE3

EFCAB10

127

METSSRELQAAEYLEKHQIKEVVSYLTSALLFFRPEKPKEYL
ISLLERLRIAKVTGVAFPFFMDNSNIVAMFEMMDSSGRGT
ISFVQYKEALKTLGLCTEDEDLQDDGHKITLDKFKEEVNKR
MKEILEHHHHHH

kDa

116 —
66 —
45—
35—

25 —
18 —

14—

Groupl
_batchl




