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GO:0030278: regulation of ossification
GO:0060760: positive regulation of response to cytokine stimulus
GO:0035239: tube morphogenesis
GO:0032970: regulation of actin filament-based process
GO:0050853: B cell receptor signaling pathway
GO:2000181: negative regulation of blood vessel morphogenesis
GO:1903078: positive regulation of protein localization to plasma membrane
GO:0031214: biomineral tissue development
GO:1901796: regulation of signal transduction by p53 class mediator
WP1496: Oxidative damage response
GO:0051098: regulation of binding
mmu04216: Ferroptosis - Mus musculus (house mouse)
GO:0071496: cellular response to external stimulus
GO:0031666: positive regulation of lipopolysaccharide-mediated signaling pathway
GO:0060348: bone development
mmu04148: Efferocytosis - Mus musculus (house mouse)
GO:0042440: pigment metabolic process
GO:0002577: regulation of antigen processing and presentation
GO:0006531: aspartate metabolic process
GO:0034113: heterotypic cell-cell adhesion
GO:0150077: regulation of neuroinflammatory response
mmu05205: Proteoglycans in cancer - Mus musculus (house mouse)
GO:0141124: intracellular signaling cassette
GO:2001236: regulation of extrinsic apoptotic signaling pathway
GO:2001198: regulation of dendritic cell differentiation
GO:0060252: positive regulation of glial cell proliferation
GO:0010038: response to metal ion
WP447: Adipogenesis genes
GO:0001942: hair follicle development
GO:0048008: platelet-derived growth factor receptor signaling pathway
GO:0014910: regulation of smooth muscle cell migration
GO:1902622: regulation of neutrophil migration
GO:0007035: vacuolar acidification
GO:1903578: regulation of ATP metabolic process
GO:0045730: respiratory burst
GO:0006590: thyroid hormone generation
GO:0010959: regulation of metal ion transport
GO:2000106: regulation of leukocyte apoptotic process
GO:0048146: positive regulation of fibroblast proliferation
GO:0098657: import into cell
GO:0002262: myeloid cell homeostasis
GO:0010810: regulation of cell-substrate adhesion
GO:0044283: small molecule biosynthetic process
GO:0009895: negative regulation of catabolic process
GO:0042273: ribosomal large subunit biogenesis
GO:0031647: regulation of protein stability
GO:2000377: regulation of reactive oxygen species metabolic process
P06664: Gonadotropin-releasing hormone receptor pathway
mmu04640: Hematopoietic cell lineage - Mus musculus (house mouse)
GO:0030099: myeloid cell differentiation
GO:1901615: organic hydroxy compound metabolic process
mmu05140: Leishmaniasis - Mus musculus (house mouse)
GO:0033004: negative regulation of mast cell activation
GO:0009611: response to wounding
R-MMU-202733: Cell surface interactions at the vascular wall
GO:0043524: negative regulation of neuron apoptotic process
R-MMU-194306: Neurophilin interactions with VEGF and VEGFR
GO:0035455: response to interferon-alpha
GO:0050858: negative regulation of antigen receptor-mediated signaling pathway
GO:0002685: regulation of leukocyte migration
GO:0010755: regulation of plasminogen activation
mmu04140: Autophagy - animal - Mus musculus (house mouse)
GO:1903706: regulation of hemopoiesis
GO:0051345: positive regulation of hydrolase activity
GO:0006879: intracellular iron ion homeostasis
GO:0050818: regulation of coagulation
GO:0051129: negative regulation of cellular component organization
GO:0002274: myeloid leukocyte activation
GO:0032652: regulation of interleukin-1 production
R-MMU-1222556: ROS and RNS production in phagocytes
GO:0030100: regulation of endocytosis
GO:0043549: regulation of kinase activity
GO:0042255: ribosome assembly
GO:0050864: regulation of B cell activation
WP5242: Comprehensive IL 17A signaling
R-MMU-8964043: Plasma lipoprotein clearance
GO:0001816: cytokine production
R-MMU-168898: Toll-like Receptor Cascades
GO:0002263: cell activation involved in immune response
GO:0001818: negative regulation of cytokine production
GO:0043068: positive regulation of programmed cell death
GO:2001233: regulation of apoptotic signaling pathway
WP3625: Tyrobp causal network in microglia
mmu04064: NF-kappa B signaling pathway - Mus musculus (house mouse)
CORUM:3047: Parvulin-associated pre-rRNP complex
R-MMU-109582: Hemostasis
WP2271: Macrophage markers
GO:0019725: cellular homeostasis
WP157: Glycolysis and gluconeogenesis
GO:0050900: leukocyte migration
GO:0030335: positive regulation of cell migration
mmu04145: Phagosome - Mus musculus (house mouse)
GO:0045087: innate immune response
mmu04142: Lysosome - Mus musculus (house mouse)
GO:0006954: inflammatory response
GO:0050865: regulation of cell activation
GO:0001819: positive regulation of cytokine production
GO:0045321: leukocyte activation
R-MMU-6798695: Neutrophil degranulation
WP163: Cytoplasmic ribosomal proteins
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GO:0033119: negative regulation of RNA splicing
GO:0070585: protein localization to mitochondrion
GO:1903578: regulation of ATP metabolic process
GO:0044794: positive regulation by host of viral process
GO:0051353: positive regulation of oxidoreductase activity
GO:0030195: negative regulation of blood coagulation
GO:0051129: negative regulation of cellular component organization
GO:0002683: negative regulation of immune system process
GO:0048524: positive regulation of viral process
R-MMU-1222556: ROS and RNS production in phagocytes
GO:0030100: regulation of endocytosis
GO:0030595: leukocyte chemotaxis
R-MMU-416700: Other semaphorin interactions
GO:0031643: positive regulation of myelination
GO:0030490: maturation of SSU-rRNA
GO:1905907: negative regulation of amyloid fibril formation
GO:0043403: skeletal muscle tissue regeneration
WP1272: Selenium micronutrient network
GO:0019884: antigen processing and presentation of exogenous antigen
GO:0019725: cellular homeostasis
GO:1902229: regulation of intrinsic apoptotic signaling pathway in response to DNA damage
GO:0051651: maintenance of location in cell
GO:0034101: erythrocyte homeostasis
R-MMU-9629569: Protein hydroxylation
GO:0000470: maturation of LSU-rRNA
GO:0019730: antimicrobial humoral response
R-MMU-114608: Platelet degranulation
GO:0072593: reactive oxygen species metabolic process
GO:0008064: regulation of actin polymerization or depolymerization
GO:0015988: energy coupled proton transmembrane transport, against electrochemical gradient
GO:2001242: regulation of intrinsic apoptotic signaling pathway
WP3625: Tyrobp causal network in microglia
R-MMU-917937: Iron uptake and transport
WP2271: Macrophage markers
GO:0006417: regulation of translation
GO:0034341: response to type II interferon
mmu04142: Lysosome - Mus musculus (house mouse)
WP3626: Microglia pathogen phagocytosis pathway
GO:0030162: regulation of proteolysis
mmu04145: Phagosome - Mus musculus (house mouse)
R-MMU-5663213: RHO GTPases Activate WASPs and WAVEs
R-MMU-9837999: Mitochondrial protein degradation
CORUM:495: Cytochrome bc1-complex, mitochondrial
GO:1901796: regulation of signal transduction by p53 class mediator
GO:0006735: NADH regeneration
R-MMU-156842: Eukaryotic Translation Elongation
R-MMU-6798695: Neutrophil degranulation
GO:0042255: ribosome assembly
GO:0046034: ATP metabolic process
CORUM:3047: Parvulin-associated pre-rRNP complex
mmu00190: Oxidative phosphorylation - Mus musculus (house mouse)
WP163: Cytoplasmic ribosomal proteins
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