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G0:0006954:
G0:0001819:
GO0:0040017:

inflammatory response
positive regulation of cytokine production
positive regulation of locomotion

WAM1

R-MMU-6798695: Neutrophil degranulation
mmuO05417: Lipid and atherosclerosis - Mus musculus (house mouse)

G0:0032103:
G0:0022613:
G0:0050865:

positive regulation of response to external stimulus
ribonucleoprotein complex biogenesis
regulation of cell activation

mmu04210: Apoptosis - Mus musculus (house mouse)

G0:0043065:
G0:0034341:
G0:1902532:
R-MMU-22627
GO0:0031668:
G0:0050900:
GO0:0045321:
G0:0097190:

positive regulation of apoptotic process

response to type Il interferon

negative regulation of intracellular signal transduction
52: Cellular responses to stress

cellular response to extracellular stimulus

leukocyte migration

leukocyte activation

apoptotic signaling pathway

mmu04010: MAPK signaling pathway - Mus musculus (house mouse)
mmu05323: Rheumatoid arthritis - Mus musculus (house mouse)

G0:0043523:
R-MMU-12802
G0:1903706:
GO0:0050727:
G0:2000106:

regulation of neuron apoptotic process
15: Cytokine Signaling in Immune system
regulation of hemopoiesis

regulation of inflammatory response
regulation of leukocyte apoptotic process

mmu05132: Salmonella infection - Mus musculus (house mouse)

G0:0002685:
G0:19038209:
GO0:0043549:
GO0:0010563:
WP2432: Spin
GO0:0019725:
R-MMU-90069

requlation of leukocyte migration

positive regulation of protein localization

regulation of kinase activity

negative regulation of phosphorus metabolic process
al cord injury

cellular homeostasis

34: Signaling by Receptor Tyrosine Kinases

mmu05166: Human T-cell leukemia virus 1 infection - Mus musculus (house mouse)

G0:00300209:

actin filament-based process

mmu04066: HIF-1 signaling pathway - Mus musculus (house mouse)
WP3632: Lung fibrosis

mmu05140: L
G0:0008285:
R-MMU-10958
GO0:0042273:
GO0:0001568:
GO0:00313209:
G0:1902041:

eishmaniasis - Mus musculus (house mouse)

negative regulation of cell population proliferation

2: Hemostasis

ribosomal large subunit biogenesis

blood vessel development

regulation of cellular catabolic process

regulation of extrinsic apoptotic signaling pathway via death domain receptors

WP202: Hypertrophy model

GO0:0070059:
G0:0001836:
WP65: Insulin

intrinsic apoptotic signaling pathway in response to endoplasmic reticulum stress
release of cytochrome c from mitochondria
signaling

mmu04148: Efferocytosis - Mus musculus (house mouse)

G0:0043122:
G0:1903034:

regulation of canonical NF-kappaB signal transduction
regulation of response to wounding

mmu05202: Transcriptional misregulation in cancer - Mus musculus (house mouse)

G0:0042026:
R-MMU-90316

protein refolding
28: NGF-stimulated transcription

WP2271: Macrophage markers

G0:0048145:
G0:0051129:
G0:0048661:
G0:0006886:
R-MMU-89538
G0:0030099:
G0:0043254:
GO:0009611:
G0:0045943:
G0:0002456:
G0:0009408:
G0:0006979:
G0:0060760:
G0:0002902:

regulation of fibroblast proliferation

negative regulation of cellular component organization
positive regulation of smooth muscle cell proliferation
intracellular protein transport

54: Metabolism of RNA

myeloid cell differentiation

regulation of protein-containing complex assembly
response to wounding

positive regulation of transcription by RNA polymerase |
T cell mediated immunity

response to heat

response to oxidative stress

positive regulation of response to cytokine stimulus
regulation of B cell apoptotic process

mmu05200: Pathways in cancer - Mus musculus (house mouse)

R-MMU-91353
G0:0014910:

1: Interferon Signaling
regulation of smooth muscle cell migration

mmu04142: Lysosome - Mus musculus (house mouse)

R-MMU-98248

78: Regulation of TBK1, IKKe (IKBKE)-mediated activation of IRF3, IRF7

WP307: Translation factors

GO0:1901184:
GO0:0051090:
GO0:0060252:
WP85: Focal a
G0:0034248:
GO0:0035914:
GO0:1902947:
G0:0044283:
GO0:2000765:
GO0:0032922:
G0:0045596:
GO0:0010035:
G0:0045429:
GO0:1901652:
R-MMU-20294
G0:0098657:
GO0:0001952:
GO0:0007169:
GO0:0034114:
GO0:0141124:
G0:0061081:
G0:0040008:
G0:1990928:
G0:00434009:

regulation of ERBB signaling pathway

regulation of DNA-binding transcription factor activity
positive regulation of glial cell proliferation

dhesion

regulation of amide metabolic process

skeletal muscle cell differentiation

regulation of tau-protein kinase activity

small molecule biosynthetic process

regulation of cytoplasmic translation

circadian regulation of gene expression

negative regulation of cell differentiation

response to inorganic substance

positive regulation of nitric oxide biosynthetic process
response to peptide

80: Fcgamma receptor (FCGR) dependent phagocytosis
import into cell

regulation of cell-matrix adhesion

transmembrane receptor protein tyrosine kinase signaling pathway
regulation of heterotypic cell-cell adhesion

intracellular signaling cassette

positive regulation of myeloid leukocyte cytokine production involved in immune response
regulation of growth

response to amino acid starvation

negative regulation of MAPK cascade

mmu05152: Tuberculosis - Mus musculus (house mouse)

G0:0045598:

regulation of fat cell differentiation


WAM1


R-MMU-6798695: Neutrophil degranulation

G0:0032103: positive regulation of response to external stimulus

GO0:0019725: cellular homeostasis
GO0:0045321: leukocyte activation

G0:0030335: positive regulation of cell migration

G0:0050865: regulation of cell activation

G0:0006954: i

mmu04145: Phagosome - Mus musculus (house mouse)

nflammatory response

G0:0051129: negative regulation of cellular component organization

GO0:0034341: response to type Il interferon
GO0:1903555: regulation of tumor necrosis factor superfamily cytokine production

mmu05323: Rheumatoid arthritis - Mus musculus (house mouse)

G0:0007035: vacuolar acidification

G0:0051235:
G0:0002252:
G0:1903706:

R-MMU-98371
G0:0050900:
G0:0005975:
G0:0043068:
G0:0010035:
GO0:0050729:
G0:0008285:

G0:0006979:
G0:0002573:
G0:0002218:
G0:0032651:
GO0:0009615:

G0:0031329:

G0:0048771:
G0:2001233:

G0:00300209:
G0:0043410:
G0:0007034:
G0:0030100:
G0:0060760:

G0:0043523:
G0:0051345:
G0:0042063:
G0:0019221:

mmu05200:
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G0:0002685: regulation of leukocyte migration
G0:0001818: negative regulation of cytokine production
G0:0010720: positive regulation of cell development
G0:0010959: regulation of metal ion transport

GO0:0002764: immune response-regulating signaling pathway
GO0:0098657: import into cell

maintenance of location

immune effector process

regulation of hemopoiesis

mmu05169: Epstein-Barr virus infection - Mus musculus (house mouse)
G0:0097190: apoptotic signaling pathway

G0:0006665: sphingolipid metabolic process

2: lon channel transport

leukocyte migration

carbohydrate metabolic process

positive regulation of programmed cell death
response to inorganic substance

positive regulation of inflammatory response
negative regulation of cell population proliferation

R-MMU-109582: Hemostasis

response to oxidative stress

myeloid leukocyte differentiation
activation of innate immune response
regulation of interleukin-1 beta production
response to virus

mmu04210: Apoptosis - Mus musculus (house mouse)

regulation of cellular catabolic process

mmu00190: Oxidative phosphorylation - Mus musculus (house mouse)

tissue remodeling
regulation of apoptotic signaling pathway

mmu00100: Steroid biosynthesis - Mus musculus (house mouse)

actin filament-based process

positive regulation of MAPK cascade

vacuolar transport

regulation of endocytosis

positive regulation of response to cytokine stimulus

WP3625: Tyrobp causal network in microglia

regulation of neuron apoptotic process
positive regulation of hydrolase activity
gliogenesis

cytokine-mediated signaling pathway

mmu05152: Tuberculosis - Mus musculus (house mouse)
GO0:0009991:
GO0:0010721:
G0:1900744: regulation of p38MAPK cascade

mmu04979: Cholesterol metabolism - Mus musculus (house mouse)
GO0:1901652:
GO0:2000343:
GO0:2000106:
GO0:0141124:
G0:0002467:
GO0:0019216:
G0:0043124:
G0:0045862:
GO0:0051051:
G0:0008360:
GO0:0031333:
GO0:0009636:

response to extracellular stimulus
negative regulation of cell development

response to peptide

positive regulation of chemokine (C-X-C motif) ligand 2 production
regulation of leukocyte apoptotic process

intracellular signaling cassette

germinal center formation

regulation of lipid metabolic process

negative regulation of canonical NF-kappaB signal transduction
positive regulation of proteolysis

negative regulation of transport

regulation of cell shape

negative regulation of protein-containing complex assembly
response to toxic substance

Pathways in cancer - Mus musculus (house mouse)

WP447: Adipogenesis genes

G0:0010810: regulation of cell-substrate adhesion

G0:0002274: myeloid leukocyte activation

R-MMU-416700: Other semaphorin interactions

G0:0007039: protein catabolic process in the vacuole

G0:0048514: blood vessel morphogenesis

GO0:0050878: regulation of body fluid levels

R-MMU-202733: Cell surface interactions at the vascular wall
GO0:0034239: regulation of macrophage fusion

R-MMU-168898: Toll-like Receptor Cascades

G0:0030336: negative regulation of cell migration

mmu04640: Hematopoietic cell lineage - Mus musculus (house mouse)
G0:0051897: positive regulation of phosphatidylinositol 3-kinase/protein kinase B signal transduction
mmu04066: HIF-1 signaling pathway - Mus musculus (house mouse)
G0:0010563: negative regulation of phosphorus metabolic process
R-MMU-9006934: Signaling by Receptor Tyrosine Kinases
R-MMU-556833: Metabolism of lipids

G0:0006914: autophagy

G0:0010884: positive regulation of lipid storage

G0:1903034: regulation of response to wounding

G0:1902532: negative regulation of intracellular signal transduction
G0:0045833: negative regulation of lipid metabolic process
G0:1902622: regulation of neutrophil migration

GO0:1905039: carboxylic acid transmembrane transport
GO0:0014910: regulation of smooth muscle cell migration
GO0:0010821: regulation of mitochondrion organization
GO0:0150077: regulation of neuroinflammatory response
G0:1903510: mucopolysaccharide metabolic process

WAM2


WAM2


GO0:0098657: i

WP1253: Type

G0:0030100:
R-MMU-19999
G0:0042119:
G0:0002366:
G0:0010632:

G0:0006935:

G0:1990573:
G0:0031668:
G0:1900076:
G0:0034612:
GO:0030511:
G0:0010563:
G0:2001235:
G0:0006054:
G0:0016197:
G0:0032963:
G0:0030163:
G0:1903706:
G0:0002270:

G0:1905146:
G0:0042742:

GO0:1905521:
G0:0050854:
GO0:0009311:
G0:0031579:
G0:0031330:
G0:2000377:
G0:0005975:
G0:0070339:
G0:1902563:
GO0:0140352:
G0:0050885:
G0:0043269:
G0:0043300:

G0:0030913:
GO0:1904181:
G0:0062098:
GO0:0061744:
GO0:0042267:

G0:0031664:
G0:0048549:
G0:0070086:
G0:0034486:

mmu04142: Lysosome - Mus musculus (house mouse)
GO0:0045321: leukocyte activation

G0:0032103: positive regulation of response to external stimulus
G0:0019882: antigen processing and presentation

G0:0006954: inflammatory response

G0:0001819: positive regulation of cytokine production
mmu00190: Oxidative phosphorylation - Mus musculus (house mouse)
G0:0002456: T cell mediated immunity

mmu04145: Phagosome - Mus musculus (house mouse)
GO0:0002274: myeloid leukocyte activation

R-MMU-1280218: Adaptive Immune System

mport into cell

GO0:0007033: vacuole organization

mmu04210: Apoptosis - Mus musculus (house mouse)

G0:0008285: negative regulation of cell population proliferation
G0:0045087: innate immune response

WP2271: Macrophage markers

mmu05152: Tuberculosis - Mus musculus (house mouse)

mmu04380: Osteoclast differentiation - Mus musculus (house mouse)
G0:0042113: B cell activation

GO0:0050729: positive regulation of inflammatory response
R-MMU-9840310: Glycosphingolipid catabolism

Il interferon signaling IFNG

G0:0019725: cellular homeostasis

R-MMU-1280215: Cytokine Signaling in Immune system

G0:0019221: cytokine-mediated signaling pathway

GO0:0002237: response to molecule of bacterial origin

mmu04140: Autophagy - animal - Mus musculus (house mouse)
GO0:0051345: positive regulation of hydrolase activity

G0:0001816: cytokine production

R-MMU-2262752: Cellular responses to stress

G0:0035306: positive regulation of dephosphorylation

mmu00531: Glycosaminoglycan degradation - Mus musculus (house mouse)
WP3625: Tyrobp causal network in microglia

G0:0048102: autophagic cell death

GO0:0072665: protein localization to vacuole

mmu05134: Legionellosis - Mus musculus (house mouse)

G0:0050864: regulation of B cell activation

G0:0002605: negative regulation of dendritic cell antigen processing and presentation

regulation of endocytosis

2: trans-Golgi Network Vesicle Budding

neutrophil activation

leukocyte activation involved in immune response
regulation of epithelial cell migration

R-MMU-76005: Response to elevated platelet cytosolic Ca2+

chemotaxis

mmu04064: NF-kappa B signaling pathway - Mus musculus (house mouse)

potassium ion import across plasma membrane
cellular response to extracellular stimulus
regulation of cellular response to insulin stimulus
response to tumor necrosis factor

positive regulation of transforming growth factor beta receptor signaling pathway

negative regulation of phosphorus metabolic process
positive regulation of apoptotic signaling pathway
N-acetylneuraminate metabolic process

endosomal transport

collagen metabolic process

protein catabolic process

regulation of hemopoiesis

plasmacytoid dendritic cell activation

R-MMU-156842: Eukaryotic Translation Elongation
P06664: Gonadotropin-releasing hormone receptor pathway

lysosomal protein catabolic process
defense response to bacterium

mmu04933: AGE-RAGE signaling pathway in diabetic complications - Mus musculus (house mouse)

regulation of macrophage migration

regulation of antigen receptor-mediated signaling pathway
oligosaccharide metabolic process

membrane raft organization

negative regulation of cellular catabolic process
regulation of reactive oxygen species metabolic process
carbohydrate metabolic process

response to bacterial lipopeptide

regulation of neutrophil activation

export from cell

neuromuscular process controlling balance

regulation of monoatomic ion transport

regulation of leukocyte degranulation

mmu04066: HIF-1 signaling pathway - Mus musculus (house mouse)
mmu04666: Fc gamma R-mediated phagocytosis - Mus musculus (house mouse)

paranodal junction assembly

positive regulation of membrane depolarization
regulation of programmed necrotic cell death
motor behavior

natural killer cell mediated cytotoxicity

R-MMU-446219: Synthesis of substrates in N-glycan biosythesis

regulation of lipopolysaccharide-mediated signaling pathway
positive regulation of pinocytosis

ubiquitin-dependent endocytosis

vacuolar transmembrane transport

mmu04650: Natural killer cell mediated cytotoxicity - Mus musculus (house mouse)
mmu04621: NOD-like receptor signaling pathway - Mus musculus (house mouse)

GO0:0010977:
G0:0032732:
G0:0008630:
G0:0062207:
G0:0010803:
GO0:0043433:
G0:0048871:

negative regulation of neuron projection development

positive regulation of interleukin-1 production

intrinsic apoptotic signaling pathway in response to DNA damage
regulation of pattern recognition receptor signaling pathway
regulation of tumor necrosis factor-mediated signaling pathway
negative regulation of DNA-binding transcription factor activity
multicellular organismal-level homeostasis

i

R-MMU-5357801: Programmed Cell Death
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