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GO:0035265: organ growth
GO:0035994: response to muscle stretch
R-MMU-9615933: Postmitotic nuclear pore complex (NPC) reformation
GO:0042063: gliogenesis
R-MMU-5635838: Activation of SMO
GO:0016197: endosomal transport
GO:0045017: glycerolipid biosynthetic process
R-MMU-177929: Signaling by EGFR
GO:0009896: positive regulation of catabolic process
GO:0006662: glycerol ether metabolic process
GO:0120163: negative regulation of cold-induced thermogenesis
GO:2000772: regulation of cellular senescence
R-MMU-9027276: Erythropoietin activates Phosphoinositide-3-kinase (PI3K)
GO:1904778: positive regulation of protein localization to cell cortex
CORUM:676: Metallothionein-3 complex
R-MMU-9009391: Extra-nuclear estrogen signaling
GO:0046467: membrane lipid biosynthetic process
GO:0051301: cell division
R-MMU-9609507: Protein localization
GO:0010801: negative regulation of peptidyl-threonine phosphorylation
GO:0045793: positive regulation of cell size
R-MMU-3108232: SUMO E3 ligases SUMOylate target proteins
GO:1901873: regulation of post-translational protein modification
GO:0006376: mRNA splice site recognition
R-MMU-77289: Mitochondrial Fatty Acid Beta-Oxidation
GO:1903564: regulation of protein localization to cilium
GO:1903332: regulation of protein folding
R-MMU-70895: Branched-chain amino acid catabolism
GO:0035020: regulation of Rac protein signal transduction
GO:0000413: protein peptidyl-prolyl isomerization
R-MMU-76002: Platelet activation, signaling and aggregation
GO:0010564: regulation of cell cycle process
WP523: Regulation of actin cytoskeleton
mmu04962: Vasopressin-regulated water reabsorption - Mus musculus (house mouse)
GO:0018205: peptidyl-lysine modification
GO:0043434: response to peptide hormone
GO:0051668: localization within membrane
GO:0051220: cytoplasmic sequestering of protein
GO:0046600: negative regulation of centriole replication
GO:0060689: cell differentiation involved in salivary gland development
GO:0090084: negative regulation of inclusion body assembly
GO:0070585: protein localization to mitochondrion
GO:0032886: regulation of microtubule-based process
GO:0141124: intracellular signaling cassette
GO:0043433: negative regulation of DNA-binding transcription factor activity
GO:0031175: neuron projection development
GO:0051051: negative regulation of transport
R-MMU-4420097: VEGFA-VEGFR2 Pathway
GO:0007021: tubulin complex assembly
WP544: Exercise induced circadian regulation
GO:0000226: microtubule cytoskeleton organization
GO:0051302: regulation of cell division
GO:0030389: fructosamine metabolic process
GO:0034504: protein localization to nucleus
R-MMU-622312: Inflammasomes
mmu05216: Thyroid cancer - Mus musculus (house mouse)
GO:0071824: protein-DNA complex organization
GO:2001233: regulation of apoptotic signaling pathway
GO:0045744: negative regulation of G protein-coupled receptor signaling pathway
GO:0033157: regulation of intracellular protein transport
GO:0010634: positive regulation of epithelial cell migration
mmu05134: Legionellosis - Mus musculus (house mouse)
mmu05132: Salmonella infection - Mus musculus (house mouse)
GO:0032774: RNA biosynthetic process
GO:0044829: positive regulation by host of viral genome replication
GO:0007005: mitochondrion organization
mmu04010: MAPK signaling pathway - Mus musculus (house mouse)
GO:0045185: maintenance of protein location
GO:0050673: epithelial cell proliferation
GO:0006979: response to oxidative stress
GO:0030029: actin filament-based process
mmu04140: Autophagy - animal - Mus musculus (house mouse)
GO:0035332: positive regulation of hippo signaling
R-MMU-69190: DNA strand elongation
R-MMU-8852135: Protein ubiquitination
GO:0032781: positive regulation of ATP-dependent activity
mmu04014: Ras signaling pathway - Mus musculus (house mouse)
GO:0008360: regulation of cell shape
mmu04130: SNARE interactions in vesicular transport - Mus musculus (house mouse)
R-MMU-3700989: Transcriptional Regulation by TP53
mmu05417: Lipid and atherosclerosis - Mus musculus (house mouse)
GO:0080135: regulation of cellular response to stress
GO:0042073: intraciliary transport
GO:0008380: RNA splicing
GO:0070201: regulation of establishment of protein localization
R-MMU-9006931: Signaling by Nuclear Receptors
GO:1902115: regulation of organelle assembly
R-MMU-199991: Membrane Trafficking
CORUM:413: (ER)-localized multiprotein complex, Ig heavy chains associated
mmu05208: Chemical carcinogenesis - reactive oxygen species - Mus musculus (house mouse)
R-MMU-1852241: Organelle biogenesis and maintenance
R-MMU-9716542: Signaling by Rho GTPases, Miro GTPases and RHOBTB3
GO:0006403: RNA localization
GO:0070202: regulation of establishment of protein localization to chromosome
GO:0006974: DNA damage response
GO:0051348: negative regulation of transferase activity
GO:0033365: protein localization to organelle
GO:0042026: protein refolding
mmu04141: Protein processing in endoplasmic reticulum - Mus musculus (house mouse)
GO:0006457: protein folding


