
chr1 chr2 chr3 chr4 chr5 chr6 chr7 chr8 chr9 chr10 chr11 chr12

C
o
ve

ra
ge

S. thea genome (197,778,613 bp)

Illumina short-reads

Nanopore long-reads

Supplementary Figure S1. Coverage plots of the final genome assembly. Each plot shows coverages from genome-wide alignment of Illumina short-reads (upper), and 

Nanopore long-reads (below). The green and red line indicates average and median coverage, respectively.


