Supplementary Table 2. Mutations observed at significantly different (p <0.05) rates between experimental and control groups. 
	Type of mutation 
	Name
	Change of nucleotid
	Change of protein 
	Control (n=12) 
	Experimental 
(n=13) 
	p 

	Synonym 
	ADDPKMHJ_00465 
	c.30T>C 
	p.Ala10Ala 
	7 
	13 
	0.02 

	Synonym 
	ADDPKMHJ_00576 
	c.873_876delGCACinsACAT 
	p.293 
	6 
	0 
	0.01 

	Missense 
	ADDPKMHJ_00576 
	c.881_883delGTCinsATT 
	p.SerLeu294AsnPhe 
	5 
	0 
	0.02 

	Missense 
	ADDPKMHJ_00576 
	c.1001G>A 
	p.Arg334Lys 
	6 
	0 
	0.01 

	Synonym 
	ADDPKMHJ_00576 
	c.1098C>T 
	p.Tyr366Tyr 
	7 
	0 
	0.003 

	Synonym 
	ADDPKMHJ_00640 
	c.792A>G 
	p.Ser264Ser 
	0 
	5 
	0.04 

	Missense 
	ADDPKMHJ_00744 
	c.433G>A 
	p.Asp145Asn 
	6 
	0 
	0.01 

	Missense 
	ADDPKMHJ_00815 
	c.579G>A 
	p.Met193Ile 
	12 
	7 
	0.01 

	Synonym 
	ADDPKMHJ_00828
	c.1512C>A 
	p.Val504Val 
	5 
	0 
	0.02 

	Synonym 
	ADDPKMHJ_00830 
	c.300T>C 
	p.Ala100Ala 
	6 
	12 
	0.04 

	Synonym 
	ADDPKMHJ_00830 
	c.312T>G 
	p.Leu104Leu 
	6 
	12 
	0.04 

	Synonym 
	ADDPKMHJ_00830 
	c.318C>T 
	p.Val106Val 
	6 
	12 
	0.04 

	Synonym 
	ADDPKMHJ_00830 
	c.324_327delGAAAinsAAAG 
	p.110 
	6 
	12 
	0.04 

	Synonym 
	ADDPKMHJ_00831 
	c.33C>T 
	p.Tyr11Tyr 
	5 
	13 
	0.003 

	Synonym 
	ADDPKMHJ_00874 
	c.84G>A 
	p.Thr28Thr 
	5 
	0 
	0.02 

	Missense 
	ADDPKMHJ_00948 
	c.31G>A 
	p.Ala11Thr 
	5 
	0 
	0.02 

	Synonym 
	ADDPKMHJ_01109 
	c.1353C>T 
	p.Asn451Asn 
	6 
	12 
	0.04 

	Synonym 
	ADDPKMHJ_01242 
	c.988A>G 
	p.Ile330Val 
	0 
	5 
	0.04 

	Synonym 
	ADDPKMHJ_01277 
	c.384T>C 
	p.Asn128Asn 
	1 
	8 
	0.01 

	Synonym 
	ADDPKMHJ_01613 
	c.516A>G 
	p.Lys172Lys 
	8 
	2 
	0.02 

	Synonym 
	ADDPKMHJ_01886 
	c.108A>G 
	p.Leu36Leu 
	5 
	0 
	0.02 

	Synonym 
	aroF_1 
	c.156T>C 
	p.Gly52Gly 
	5 
	0 
	0.02 

	Synonym 
	aroF_2 
	c.312A>G 
	p.Gln104Gln 
	6 
	1 
	0.04 

	Synonym 
	artQ 
	c.228G>A 
	p.Leu76Leu 
	3 
	10 
	0.02 

	Synonym 
	gtfC_1 
	c.3630C>T 
	p.Tyr1210Tyr 
	5 
	0 
	0.02 

	Synonym 
	gtfC_1 
	c.1560_1563delTGATinsCGAC 
	p.522 
	6 
	0 
	0.01 

	Missense 
	guaB_1 
	c.469A>G 
	p.Ile157Val 
	1 
	7 
	0.03 

	Synonym 
	leuS 
	c.2193A>G 
	p.Gln731Gln 
	2 
	9 
	0.02 

	Synonym 
	mepA 
	c.999T>C 
	p.Phe333Phe 
	6 
	1 
	0.04 

	Missense 
	mfd 
	c.644A>G 
	p.Lys215Arg 
	6 
	12 
	0.04 

	Synonym 
	mmuM 
	c.675A>G 
	p.Gln225Gln 
	6 
	1 
	0.04 

	Synonym 
	murF_1 
	c.1113C>T 
	p.Asn371Asn 
	7 
	13 
	0.02 

	Synonym 
	nrdD 
	c.690C>T 
	p.Val230Val 
	3 
	10 
	0.02 

	Missense 
	pdhC_1 
	c.320C>T 
	p.Ala107Val 
	11 
	5 
	0.01 

	Synonym 
	pdhD 
	c.288C>T 
	p.Gly96Gly 
	4 
	11 
	0.02 

	Missense 
	pepD 
	c.1270G>A 
	p.Glu424Lys 
	6 
	12 
	0.04 

	Missense 
	purL 
	c.175_177delGTCinsATT 
	p.Val59Ile 
	0 
	6 
	0.01 

	Synonym 
	purL 
	c.1140A>G 
	p.Pro380Pro 
	10 
	4 
	0.02 

	Synonym 
	rapA 
	c.558C>T 
	p.Ala186Ala 
	12 
	8 
	0.04 

	Synonym 
	recA 
	c.132A>G 
	p.Glu44Glu 
	0 
	5 
	0.04 

	Missense 
	recR 
	c.173T>C 
	p.Phe58Ser 
	2 
	9 
	0.02 

	Synonym 
	rmlD 
	c.648A>G 
	p.Glu216Glu 
	6 
	1 
	0.04 

	Missense 
	ruvB_2 
	c.1060A>G 
	p.Asn354Asp 
	3 
	10 
	0.02 

	Missense 
	spaP 
	c.3967G>A 
	p.Val1323Ile 
	1 
	7 
	0.03 

	Synonym 
	sthA 
	c.24C>T 
	p.Pro8Pro 
	1 
	7 
	0.03 

	Synonym 
	tgt 
	c.204T>C 
	p.Leu68Leu 
	3 
	10 
	0.02 

	Synonym 
	ulaF 
	c.369C>T 
	p.Tyr123Tyr 
	6 
	1 
	0.04 

	Synonym 
	valS 
	c.1626T>C 
	p.Ala542Ala 
	0 
	5 
	0.04 

	Missense 
	ybhF_2 
	c.331_334delCCCCinsTTCG 
	p.ProGln111PheGlu 
	6 
	1 
	0.04 

	Synonym 
	yfkO 
	c.390_391delGCinsAT 
	p.132 
	6 
	1 
	0.04 

	Synonym 
	yfnB 
	c.450G>A 
	p.Arg150Arg 
	5 
	0 
	0.02 

	Synonym 
	yqeH 
	c.267C>T 
	p.Val89Val 
	5 
	12 
	0.01 



