	AS_type
	Alternative 3' splice site (A3)
	Alternative 5' splice site (A5)
	Alternative First exon (AF)
	Alternative Last exon (AL)
	Mutually exclusive exon (MX)
	Retained intron (RI)
	Skipping exon (SE)

	EG_LDM-1
	580
	501
	829
	168
	70
	136
	1,000

	EG_LDM-2
	620
	510
	917
	179
	73
	138
	1,084

	EG_LDM-3
	577
	459
	812
	175
	65
	135
	1,003

	EG_LDM-4
	678
	547
	979
	180
	72
	148
	1,121

	EG_LDM-5
	575
	470
	860
	159
	66
	136
	987

	EG_LDM-6
	647
	506
	878
	165
	68
	138
	1,061

	EG_LM-1
	577
	454
	824
	161
	71
	131
	991

	EG_LM-2
	533
	453
	802
	148
	70
	134
	934

	EG_LM-3
	567
	466
	818
	162
	66
	133
	969

	EG_LM-4
	648
	517
	943
	176
	73
	150
	1,113

	EG_LM-5
	777
	589
	1,143
	199
	79
	173
	1,321

	EG_LM-6
	643
	508
	969
	172
	75
	149
	1,077

	FG_LDM-1
	636
	493
	850
	214
	61
	149
	1,063

	FG_LDM-2
	637
	493
	885
	203
	65
	150
	1,116

	FG_LDM-3
	605
	462
	803
	203
	59
	143
	992

	FG_LDM-4
	667
	499
	859
	212
	65
	148
	1,086

	FG_LDM-5
	646
	482
	852
	210
	64
	152
	1,088

	FG_LDM-6
	647
	506
	838
	200
	63
	150
	1,063

	FG_LM-1
	865
	663
	1,221
	268
	78
	178
	1,468

	FG_LM-2
	815
	634
	1,162
	244
	74
	175
	1,343

	FG_LM-3
	868
	658
	1,199
	246
	74
	173
	1,401

	FG_LM-4
	786
	613
	1,147
	253
	70
	166
	1,367

	FG_LM-5
	860
	659
	1,209
	244
	79
	178
	1,418

	FG_LM-6
	793
	616
	1,136
	242
	78
	165
	1,373


Supplementary Table.2

Summary of alternative splicing events across all samples.
