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Figure S1. The BI phylogenetic tree of 109 species in Electrophorus based on COI sequences. 

The numbers beside the nodes represent the Bayesian posterior probability. The COI used in this 

study is colored red. Hypopomus artedi (MN195122) is used as the outgroup. 



 

Figure S2. k-mer analysis for the genome of E. voltai. 


