Num

Accession

Reference article title Official links
ber [numbers
Burn resuscitation strategy influences the gut microbiota-liver|https://www.ncbi.nlm.nih.gov/bioprojec
! PRINAG29013 axis in swine t/?term=PRINA629013
Colonic microbiome profiles for improved feed efficiency can be https://www.ncbi.nlm.nih.gov/bioprojec
2 PRJEB31015 identified despite major effects of farm of origin and t/2term=PRIER31015
contemporary group in pigs
3 PRIEB36359 Contribution of L-Arginine supplementation during gestation on|https://www.ncbi.nilm.nih.gov/bioprojec
sow productive performance and on sow microbial faecal profile |t/?term=PRIEB36359
4 PRIEB20514 Diet shapes the gut microbiome of pigs during nursing and|https://www.ncbi.nlm.nih.gov/bioprojec
weaning t/?term=PRIJEB20514
5 PRINA358122 Dietary High Zinc Oxide Modulates the Microbiome of lleum and|https://www.ncbi.nlm.nih.gov/bioprojec
Colon in Weaned Piglets t/?term=PRINA358122
Dietary Montmorillonite Improves the Intestinal Mucosal Barrier] https://www.ncbi.nlm.nih.gov/bioprojec
6 PRINAG667820 g?qdle?ptlmlzes the Intestinal Microbial Community of Weaned t/2term=PRINAG67820
7 PRINA551340 Dietary xylo-oligosaccharide supplementation alters gut microbial| https://www.ncbi.nlm.nih.gov/bioprojec
composition and activity in pigs according to age and dose t/?term=PRINA551340
8 PRINAS04922 Effect of a polyphenol-rich plant matrix on colonic digestion and|https://www.ncbi.nlm.nih.gov/bioprojec
plasma antioxidant capacity in a porcine model t/?term=PRINA504922
o |oracarsso [t ottt v et ol 0o i i g oo
. . an P 4 t/2term=PRINA627813
inoculum from lactating sows in vitro
10 PRIER38181 Effects of E coli bivalent vaccine and of host genetic susceptibility] https://www.ncbi.nlm.nih.gov/bioprojec
to E coli on the growth performance and faecal microbial t/?term=PRJEB38181
Hermetia illucens larvae as a potential dietary protein source . . . . .
; . ; ““|https://www.ncbi.nlm.nih.gov/bioprojec
11 PRINA504488 ;I]tsred the microbiota and modulated mucosal immune status in t/2term=PRINA504488
Impact of in-feed sodium butyrate or sodium heptanoate ) . . . .
12 PRJEB30499 protected with medium-chain fatty acids on gut health in weaned https.//\ivvvw.ncbl.nlm.nlh.gov/bloprOJec
. . O : t/?term=PRJEB30499
piglets challenged with Escherichia coli F4+
. . . . https://www.ncbi.nlm.nih.gov/bioprojec
13 PRJEB24125 Lactation Stage-Dependency of the Sow Milk Microbiota t/2term=PRIER24125
Local intestinal microbiota response and systemic efects off https://www.ncbi.nlm.nih.gov/bioprojec
14 PRINA669414 feedmg b_Iack soldier fy larvae to replace soybean meal in t/2term=PRINAG69414
growing pigs
15 PRINA376081 Lysine Restriction Affects Feed Intake and Amino Acid|https://www.ncbi.nlm.nih.gov/bioprojec
Metabolism via Gut Microbiome in Piglets t/?term=PRINA376081
Mucosa-Associated Bacterial Microbiome of the Gastrointestinal httos://www.ncbinlm nih.ov/biooroiec
16 PRJEB1576 Tract of Weaned Pigs and Dynamics Linked to Dietary Calcium- ps: DDA nim.ning proj
t/?term=PRJEB1576
Phosphorus
17 PRIEB33502 Purified plant cell walls with adsorbed polyphenols alter porcine|https://www.ncbi.nlm.nih.gov/bioprojec
faecal bacterial communities during in vitro fermentation t/?term=PRJEB33502
18 PRINA377520 Reduction of Salmonella Shedding by Sows during Gestation in|https://www.ncbi.nlm.nih.gov/bioprojec
Relation to Its Fecal Microbiome t/?term=PRINA377520
Significant changes in caecal microbial composition and https://www.ncbi.nlm.nih.gov/bioprojec
19 PRINA481861 |metabolites o_f vvean_ed piglets after protein restriction and t/2term=PRINA481861
succedent realimentation
20 PRINA493943 Soluble Fiber and Insoluble Fiber Regulate Colonic Microbiota|https://www.ncbi.nlm.nih.gov/bioprojec
and Barrier Function in a Piglet Model t/?term=PRINA493943
21 PRINABO5462 Swine growth promotion with antibiotics or alternatives can|https://www.ncbi.nlm.nih.gov/bioprojec
increase antibiotic resistance gene mobility potential t/?term=PRINA605462
29 PRINA437010 The dynamics of the piglet gut microbiome during the weaning|https://www.ncbi.nlm.nih.gov/bioprojec
transition in association with health and nutrition t/?term=PRINA437010
23 PRINA237795 The In-Feed Antibiotic Carbadox Induces Phage Gene|https://www.ncbi.nlm.nih.gov/bioprojec
Transcription in the Swine Gut Microbiome t/?term=PRINA237795
Transformation of pig manure by passage through the gut of] ) . . ) .
24 PRINA650243 |[black soldier fly larvae (Hermetia illucens). Metal speciation, httpS.//\i\/WW.ﬂCbl.mm.l’]lh.gO\//bIOpl'OJeC
; . - t/?term=PRINA650243
potential pathogens and metal-related functional profiling
o5 PRINA74629 Responses in colonic microbial community and gene expression|https://www.ncbi.nlm.nih.gov/bioprojec
of pigs to a long-term high resistant starch diet t/?term=PRINA74629
26 PRINA286316 Phylogenetic network analysis applied to pig gut microbiota|https://www.ncbi.nlm.nih.gov/bioprojec
identifies an ecosystem structure linked with growth traits t/?term=PRINA286316
27 PRINA540380 Association between the pig genome and its gut microbiotalhttps://www.ncbi.nim.nih.gov/bioprojec

composition

t/?term=PRINA540380




Identification of gut microbes associated with feed efficiency byj

https://www.ncbi.nlm.nih.gov/bioprojec

28 PRINA816606 daily-phase feeding strategy in growing-finishing pigs t/?term=PRINA816606
Exploring the association between microbiota and behaviour in|https://www.ncbi.nlm.nih.gov/bioprojec
29 PRINA68B4557 suckling piglets t/?term=PRINA684557
Exploring the association between microbiota and behaviour in|https://www.ncbi.nlm.nih.gov/bioprojec
30 PRINAB11176 suckling piglets t/?term=PRINA811176
Exploring the association between microbiota and behaviour in|https://www.ncbi.nlm.nih.gov/bioprojec
31 PRINA775018 suckling piglets t/?term=PRINA775018
Alteration of Gut Microbiota After Antibiotic Exposure in Finishing|https://www.ncbi.nIm.nih.gov/bioprojec
32 [PRINAB4336L |'g o t/2term=PRINA643361
Co-fermented defatted rice bran alters gut microbiota and . . . . .
: S LT https://www.ncbi.nlm.nih.gov/bioprojec
33 PRINA740149 |improves growth performance, antioxidant capacity, immune _
> ! b S . t/?term=PRINA740149
status and intestinal permeability of finishing pigs
34 PRINA263439 Barcoded pyrosequencing-based metagenomic analysis of the|https://www.ncbi.nlm.nih.gov/bioprojec
faecal microbiome of three purebred pig lines after cohabitatiol |t/?term=PRINA263439
35 PRINAGS7128 Impact of early-life feeding on local intestinal microbiota and|https://www.ncbi.nlm.nih.gov/bioprojec
digestive system development in piglets t/?term=PRINA687128
36 PRINA427098 Gut microbiota profiling in Norwegian weaner pigs reveals potent{https://www.ncbi.nlm.nih.gov/bioprojec
ially beneficial effects of a high-fiber rapeseed diet t/?term=PRINA427098
o . . . . . https://www.ncbi.nlm.nih.gov/bioprojec
37 PRINA72355 |Antibiotics in feed induce prophages in swine fecal microbiomes t/2term=PRINAT72355
38 PRINA169497 Profiling the gastrointestinal microbiota in response toSalmonella:| https://www.ncbi.nlm.nih.gov/bioprojec
Low versus highSalmonellashedding in the natural porcine host  [t/?term=PRINA169497
Alterations in cecal microbiota of Jinhua piglets fostered by a|https://www.ncbi.nim.nih.gov/bioprojec
39 PRINAZ14736 Yorkshire sow t/?term=PRINA214736
40 PRINA765737 Maternal consumption of a fermented diet protects offspring|https://www.ncbi.nlm.nih.gov/bioprojec
against intestinal inflammation by regulating the gut microbiota |t/?term=PRINA765737
Evaluating the profound effect of gut microbiome on host|https://www.ncbi.nlm.nih.gov/bioprojec
41 PRINA356465 appetite in pigs t/?term=PRINA356465
Early Salmonella Typhimurium infection in pigs disrupts| . . . . .
. ; It . . L . https://www.ncbi.nlm.nih.gov/bioprojec
42 PRINA393762 |Microbiome composition and functionality principally at the ileum t/2term=PRINA393762
mucosa
Natural Pig Plasma Immunoglobulins Have Anti-Bacterial Effects: https://www.ncbi.nlm.nih.gov/bioprojec
43 PRINA302730 Poten_tlal fpr Qse as Feed Supplement for Treatment of Intestinal t/2term=PRINA302730
Infections in Pigs
44 PRIEB11368 Alterations in the Colonic Microbiota of Pigs Associated with Feed|https://www.ncbi.nim.nih.gov/bioprojec
ing Distillers Dried Grains with Solubles t/?term=PRJEB11368
Xylanase Supplementation Modulates the Microbiota of the Large httos://www.ncbinlm nih.cov/biooroiec
45 PRINAG667518 |Intestine of Pigs Fed Corn-Based Fiber by Means of a Stimbiotic| bs: pD nm.ning pro)
i ) t/?term=PRINA667518
Mechanism of Action
Modulation of Gut Microbial Community and Metabolism byj https://www.ncbi.nlm.nih.gov/bioprojec
46 PRINA596825 Dletary_ GchyI_—GIutamlne Supplementation May Favor Weaning t/2term=PRINA596825
Transition in Piglets
47 PRIEBA0653 Implications of Tributyrin on Gut Microbiota Shifts Related to|https://www.ncbi.nlm.nih.gov/bioprojec
Performances of Weaning Piglets t/?term=PRJEB40653
48 PRIEB30341 Baby-SPIME: A dynamic in vitro piglet model mimicking gut]https://www.ncbi.nlm.nih.gov/bioprojec
microbiota during the weaning process t/?term=PRJEB30341
Effects of Drinking Water T emperature and Flow Rate during httos://www.ncbinlm nih.cov/biooroiec
49 PRINAG630063 |Cold Season on Growth Performance, Nutrient Digestibility and ps: DA m.nin.g proj
” ) t/?term=PRINA630063
Cecum Microflora of Weaned Piglets
50 PRINAG38215 Effects of Zinc Oxide/Zeolite on Intestinal Morphology, Intestinallhttps://www.ncbi.nlm.nih.gov/bioprojec
Microflora, and Diarrhea Rates in Weaned Piglets t/?term=PRIJNA638215
51 PRINA515035 impacts of environmental complexity on respiratory and gut|https://www.ncbi.nlm.nih.gov/bioprojec
microbiome community structure and diversity in growing pigs  [t/?term=PRINA515035
Influence of the Intestinal Microbiota on Colonization Resistance https://www.ncbi.nlm.nih.gov/bioprojec
52 PRINA521510 't;i)qfalmonella and the Shedding Pattern of Naturally Exposed t/2term=PRINA521510
Characterization of antibiotic resistance gene abundance and https://www.ncbi.nlm.nih.gov/bioprojec
53 PRINA266576 |microbiota composﬂ_lon in feces of organic and conventional pigs t/2term=PRINA266576
from four EU countries
Comparison of fecal microbial communities between white and|https://www.ncbi.nlm.nih.gov/bioprojec
54 [PRINAZ52973 1o ok pigs t/2term=PRINA252973
Characterization of the intestinal lactobacilli community following httos://www.ncbinlm nih.cov/biooroiec
55 PRINA266806 |galactooligosaccharides and polydextrose supplementation in the| ps: ) nm.nin.g proj

neonatal piglet

t/?term=PRINA266806




Effects of antibiotic growth promoter and characterization of]

https://www.ncbi.nlm.nih.gov/bioprojec

56 PRINA257009 ecological succession in Swine gut microbiota t/?term=PRINA257009
57 PRINA257705 Alterations in ileal mucosa bacteria related to diet complexity and|https://www.ncbi.nIm.nih.gov/bioprojec
growth performance in young pigs t/?term=PRINA257705
Metabolomic signatures distinguish the impact of formula https://www.ncbi.nlm.nih.gov/bioprojec
58 PRINA397167 ,(i‘aErgohydrates on disease outcome in a preterm piglet model off t/2term=PRINA397167
Age-based dynamic changes of phylogenetic composition and . . . . .
. ) . . : o https://www.ncbi.nlm.nih.gov/bioprojec
59 PRINA477868 |ntgractlon netwqus of health pig gut microbiome feeding in a t/2term=PRINA477868
uniformed condition
60 PRINA48S139 Association between the body weight of growing pigs and the|https:.//www.ncbi.nlm.nih.gov/bioprojec
functional capacity of their gut microbiota t/?term=PRINA488139
Protein restriction and succedent realimentation affecting ileal https://www.ncbi.nlm.nih.gov/bioprojec
61 PRINA481626 morphology, ileal microbial composition and metabolites in t/2term=PRINA481626
weaned piglets
. L . https://www.ncbi.nlm.nih.gov/bioprojec
62 PRINA433408 [Fecal source identification using random forest t/2term=PRINA433408
63 PRINA255875 Effect of Bifidobacterium thermophilum RBL67 and fructo-|https://www.ncbi.nlm.nih.gov/bioprojec
oligosaccharides on the gut microbiota in Gottingen minipigs t/?term=PRINA255875
Effects of dietary tuna dark muscle enzymatic hydrolysis and
64 PRINA477681 cooking drip supplementations on growth performance,|https://www.ncbi.nlm.nih.gov/bioprojec
antioxidant activity and gut microbiota modulation of Bama mini-|t/?term=PRINA477681
piglets
Effects of transgenic Bt rice containing the CrylAb protein on the httos: . . . .
. ; . ; ! : ttps://www.ncbi.nlm.nih.gov/bioprojec
65 PRINA450483 gastromtestlnal hea_lth of highly inbred Wuzhishan pigs after two t/2term=PRINA450483
generations of feeding
Evolution of Pig Fecal Microbiota Composition and Diversity in ) . . . .
66 PRINA724700 [Response to Enterotoxigenic Escherichia coli Infection and https.//\ivww.ncbl.nlm.nlh.gov/bloprOJec
o ) . t/?term=PRINA724700
Colistin Treatment in Weaned Piglets
Faecal microbiota shift during weaning transition in piglets and . . . . .
. h .| https://www.ncbi.nlm.nih.gov/bioprojec
67 PRJEB23858 evaluatlo.n of AQ blood types as shaping factor for the bacterial t/2term=PRIER23858
community profile
68 PRINA449994 Fumonisin-Exposure Impairs Age-Related Ecological Succession|https://www.ncbi.nlm.nih.gov/bioprojec
of Bacterial Species in Weaned Pig Gut Microbiota t/?term=PRINA449994
Effect of Fermented Corn-Soybean Meal on Serum Immunity, the httos://www.ncbinlm.nih.gov/biooroiec
69 PRINA524989 |Expression of Genes Related to Gut Immunity, Gut Microbiota, ps: o nim.nin.g proj
. e - . t/?term=PRINA524989
and Bacterial Metabolites in Grower-Finisher Pigs
A global comparison of the microbiome compositions of three . . . . .
. : . : . .~ “Ihttps://www.ncbi.nlm.nih.gov/bioprojec
70 PRINA391047 ?alﬁolsocatlons in commercial pigs with extreme feed conversion t/2term=PRINA391047
Age, introduction of solid feed and weaning are more important|
n PRINAZ02357 determinants of gut bacterial succession in piglets than breed|https://www.ncbi.nlm.nih.gov/bioprojec
and nursing mother as revealed by a reciprocal cross-fostering|t/?term=PRINA302357
model
. . . . . https://www.ncbi.nlm.nih.gov/bioprojec
72 PRINA267233 [Analysis of swine fecal microbiota at various growth stages t/2term=PRINA267233
Antibiotic affects the gut microbiota composition and expression https://www.ncbi.nlm.nih.gov/bioprojec
73 PRINA430317 |of genes related tlo lipid metabolism and myofiber types in t/2term=PRINA430317
skeletal muscle of piglets
74 PRIEB40788 Assessment of Biolog EcoplateTM method for functionallhttps://www.ncbi.nim.nih.gov/bioprojec
metabolic diversity of aerotolerant pig fecal microbiota t/?term=PRJEB40788
75 PRINA509897 Beneficial roles of probiotics on the modulation of gut microbiota|https://www.ncbi.nlm.nih.gov/bioprojec
and immune response in pigs t/?term=PRINA509897
Butyrate Mitigates Weanling Piglets From Lipopolysaccharide- ) . . . .
76 |PRINAG48691 |Induced Colitis by Regulating Microbiota and Energy Metabolism| MttPS//www.ncbi.nim.nih.gov/bioprojec
: ) t/?2term=PRINA648691
of the Gut-Liver Axis
Characterization and comparisons of microbiota in different| httos.//www.ncbi.nlm.nih.cov/bioproiec
77 PRINA398716 |intestinal segments between adult Chinese Shanxi Black Pigs and ps: — DPIN A0 9 prol
oo t/?term=PRINA398716
Large White Pigs
Characterization of the Early Life Microbiota Development and httos://www.ncbinlm nih.gov/biooroiec
78 PRINA516956 |Predominant Lactobacillus Species at Distinct Gut Segments of| ps: oD nmnin.g proj
: . . t/?term=PRINA516956
Low and Normal-Birth-Weight Piglets
Dietary Clostridium Butyricum induces a phased shift in fecal . . . . )
79 PRINA383295 |microbiota structure and increases the acetic acid-producing httpS.//\i\/WW.l’]Cbl.mm.l’]lh.gO\//bIOpl'OJeC
o ; t/?term=PRINA383295
bacteria in a weaned piglet model
80 PRINAAT0605 Dietary Corn Bran Altered the Diversity of Microbial Communities|https://www.ncbi.nlm.nih.gov/bioprojec
and Cytokine Production in Weaned Pigs t/?term=PRINA470605
81 PRINA415259 Dietary Lysozyme Alters Sow’s Gut Microbiota, Serum Immunity|https://www.ncbi.nlm.nih.gov/bioprojec
and Milk Metabolite Profile t/?term=PRINA415259
82 PRINA68I42] Dietary Organic Acids Modulate Gut Microbiota and Improve|https://www.ncbi.nlm.nih.gov/bioprojec

Growth Performance of Nursery Pigs

t/2term=PRINA689421




Dietary Resistant Potato Starch Alters Intestinal Microbial

https://www.ncbi.nlm.nih.gov/bioprojec

83 PRINA476557 Commu_nltles and Thelr I\/Ie_tab_olltes_, and Markers of Immune t/2term=PRINA476557
Regulation and Barrier Function in Swine
Dietary supplementation with Bacillus mixture modifies the httos: . . . .
. ) . . . ~Ihttps://www.ncbi.nlm.nih.gov/bioprojec
84 PRINA589726 w:/stmal ecosystem of weaned piglets in an overall beneficial t/2term=PRINA589726
85 PRIEB27667 Dietary supplementation with fermented Mao-tai lees benefcially] https://www.ncbi.nlm.nih.gov/bioprojec
afects gut microbiota structure and function in pigs t/?term=PRJEB27667
86 PRINAG09407 Dietary synbiotic alters plasma biochemical parameters and fecal|https://www.ncbi.nlm.nih.gov/bioprojec
microbiota and metabolites in sows t/?term=PRINA609407
Differences in Microbiota Membership along the Gastrointestinal httos://www.ncbinlm.nih.qov/biooroiec
87 PRINA380495 |Tract of Piglets and Their Differential Alterations Following an ps: D1 nm.nin.g pro
. o . t/?term=PRINA380495
Early-Life Antibiotic Intervention
88 PRINA508459 Dynamic Change of Gut Microbiota During Porcine Epidemic|https://www.ncbi.nlm.nih.gov/bioprojec
Diarrhea Virus Infection in Suckling Piglets t/?term=PRINA508459
Early Parenteral Administration of Ceftiofur has Gender-Specific httos://www.ncbinlm.nih.qov/biooroiec
89 PRINA574270 |Short- and Long-Term Effects on the Fecal Microbiota and ps: s nim-nin.g proj
o . . t/?term=PRINA574270
Growth in Pigs from the Suckling to Growing Phase
Gut Microbiota-Derived Metabolite Signature in Suckling and|https://www.ncbi.nlm.nih.gov/bioprojec
90 PRINA591810 Weaned Piglets t/?term=PRIJNA591810
91 PRIEB18070 Host Genome Influence on Gut Microbial Composition and|https://www.ncbi.nlm.nih.gov/bioprojec
Microbial Prediction of Complex Traits in Pigs t/?term=PRJEB18070
In Vitro Continuous Fermentation Model (PolyFermS) of the httos.//www.ncbi.nlm.nih.cov/biobroiec
92 PRINA231886 |Swine Proximal Colon for Simultaneous Testing on the Same Gut| ps. e nim-ning pro)
X } t/?term=PRINA231886
Microbiota
Late weaning is associated with increased microbial diversity and https://www.ncbi.nlm.nih.gov/bioprojec
93 PRINA540598 Fz_aecallbacterlum prausnitzii abundance in the fecal microbiota off t/2term=PRINA540598
piglets
Legitimate and Reliable Determination of the Age-Related httos://www.ncbinlm.nih.qov/biooroiec
94 PRINA534450 |Intestinal Microbiome in Young Piglets; Rectal Swabs and Fecal ps: s nim.nin.g proj
. . t/?term=PRINA534450
Samples Provide Comparable Insights
Fecal Microbiota Transplantation Reduces Susceptibility to Epithel . . . . .
95 PRINA449411 lial Injury and Modulates Tryptophan Metabolism of Microbial Co https.//\i\/WW.anl.|’1|m.|’1|h.gOV/bIOpl'OJeC
7 . t/?term=PRINA449411
mmunity in a Piglet Model
Efficacy of medium- https://www.ncbi.nlm.nih.gov/bioprojec
96 PRIEB30494  |chain fatty acid salts distilled from coconut oil against two enteric ps: DPIERANAGA 9 pro)
. . X t/?term=PRIEB30494
pathogen challenges in weanling piglets
Effects of a Diet Supplemented with Exogenous Catalase from httos.//www.ncbi.nlm.nih.cov/bioproiec
97  |PRINA560659 [Penicillium notatum on Intestinal Development and Microbiota in|. P>/ WWW.NCOLIIM.NIR.G pro)
. t/?term=PRINA560659
Weaned Piglets
98 PRINA306909 Microbiome-Metabolome Responses in the Cecum and Colon offhttps://www.ncbi.nlm.nih.gov/bioprojec
Pig to a High Resistant Starch Diet t/?term=PRINA306909
99 PRINA336436 Evaluating the association between body weight and the|https://www.ncbi.nlm.nih.gov/bioprojec
intestinal microbiota of weaned piglets via 16S rRNA sequencing |t/?term=PRINA336436
100 |PRINA319360 Gastrointestinal microbiota and mucosal immune gene expressio| https://www.ncbi.nlm.nih.gov/bioprojec
n in neonatal pigs reared in a cross-fostering model t/?term=PRINA319360
Microbiome Analysis Investigating the Impacts of Fermented ) . . . )
101 |PRINA658850 |Spent Mushroom Substrates on the Composition of Microbiota in| P/ www.ncbi.nlm.nih.gov/bioprojec
. : t/?term=PRINA658850
Weaned Piglets Hindgut
In Vitro Fermentation Characteristics and Fiber-Degrading https://www.ncbinlm.nih.gov/biooroiec
102 |PRINA6B87109 |Enzyme Kinetics of Cellulose, Arabinoxylan, B -Glucan and ps: e m-ning proy
) : . t/?term=PRINA687109
Glucomannan by Pig Fecal Microbiota
Microbial-Driven Butyrate Regulates Jejunal Homeostasis in|https://www.ncbi.nlm.nih.gov/bioprojec
103 [PRINA454828 Piglets During the Weaning Stage t/?term=PRINA454828
Porcine circovirus type 2 (PCV2) and Campylobacter infection httos: . . . .
. : . . S . o : : ttps://www.ncbi.nlm.nih.gov/bioprojec
104 [PRINA549283 L;S(L)Jrcdeerdmrrhea in piglets: Microbial dysbiosis and intestinal t/2term=PRINA549283
105 |PRINA476829 Metabolic Syndrome During Perinatal Period in Sows and the Link|https://www.ncbi.nlm.nih.gov/bioprojec
With Gut Microbiota and Metabolites t/?term=PRINA476829
106 |PRIEB29079 Mucosal Barrier and Th2 Immune Responses Are Enhanced by|https://www.ncbi.nlm.nih.gov/bioprojec
Dietary Inulin in Pigs Infected With Trichuris suis t/?term=PRJEB29079
Perturbation of the lipid metabolism and intestinal inflammation https://www.ncbi.nlm.nih.gov/bioprojec
107 |PRINA576042 |in growing pigs Wllth IQW birth weight is associated with the t/2term=PRINA576042
alterations of gut microbiota
108 |PRINA41IS107 Response of Gut Microbiota to Dietary Fiber and Metabolic|https://www.ncbi.nlm.nih.gov/bioprojec

Interaction With SCFAs in Piglets

t/?term=PRINA415107




109

PRINAG82827

Screening of probiotic candidates in a simulated piglet small
intestine in vitro model

https://www.ncbi.nlm.nih.gov/bioprojec
t/?term=PRINA682827

110

PRINAG34147

Shifting sows: longitudinal changes in the periparturient faecal
microbiota of primiparous and multiparous sows

https://www.ncbi.nlm.nih.gov/bioprojec
t/?term=PRINA634147

111

PRINA376113

Structural modulation of gut microbiota in Bama minipigs in
response to treatment with a Bgrowth-promoting agent”,
salbutamol

https://www.ncbi.nlm.nih.gov/bioprojec
t/?term=PRINA376113

112

PRINA209570

The Effect of Dietary Supplementation with Spent Cider Yeast on
the Swine Distal Gut Microbiome,

https://www.ncbi.nlm.nih.gov/bioprojec
t/?term=PRINA209570

113

PRINA478463

The effects of dietary reduced mineral elements and coated
cysteamine supplementation on bacterial diversity in the ileum of]
finishing pigs

https://www.ncbi.nlm.nih.gov/bioprojec
t/?term=PRINA478463

114

PRINA353747

The microbial community of the gut differs between piglets fed
sow milk, milk replacer or bovine colostrum

https://www.ncbi.nlm.nih.gov/bioprojec
t/?term=PRINA353747

115

PRINA429986

Yeast Probiotics Shape the Gut Microbiome and Improve the
Health of Early-Weaned Piglets

https://www.ncbi.nlm.nih.gov/bioprojec
t/?term=PRINA429986

116

PRINA561470

A collection of bacterial isolates from the pig intestine reveals|
functional and taxonomic diversity

https://www.ncbi.nlm.nih.gov/bioprojec
t/?term=PRINA561470

117

PRINA488302

A Microbiota-Derived Bacteriocin Targets the Host to Confer
Diarrhea Resistance in Early-Weaned Piglets

https://www.ncbi.nlm.nih.gov/bioprojec
t/?term=PRINA488302

118

PRINA706522

A Moderate Reduction of Dietary Crude Protein Provide
Comparable Growth Performance and Improve Metabolism via
Changing Intestinal Microbiota in Sushan Nursery Pigs

https://www.ncbi.nlm.nih.gov/bioprojec
t/?term=PRINA706522

119

PRINA664026

Allium  Extract Implements Weaned Piglet's Productive

Parameters by Modulating Distal Gut Microbiota

https://www.ncbi.nlm.nih.gov/bioprojec
t/?term=PRINA664026

120

PRINA565652

Alterations of the Viable lleal Microbiota of the Gut Mucosa-
Lymph Node Axis in Pigs Fed Phytase and Lactic Acid-Treated
Cereals

https://www.ncbi.nlm.nih.gov/bioprojec
t/?term=PRINA565652

121

PRINA416830

Antibiotics-induced modulation of large intestinal microbiota
altered aromatic amino acid profile and expression of
neurotransmitters in the hypothalamus of piglets

https://www.ncbi.nlm.nih.gov/bioprojec
t/?term=PRINA416830

122

PRJEB38962

Apple Pomace and Performance, Intestinal Morphology and
Microbiota of Weaned Piglets-A Weaning Strategy for Gut
Health?

https://www.ncbi.nlm.nih.gov/bioprojec
t/?term=PRIEB38962

123

PRINA445371

Characterization of bacterial microbiota compositions along the
intestinal tract in pigs and their interactions and functions

https://www.ncbi.nlm.nih.gov/bioprojec
t/?term=PRINA445371

124

PRJEB27663

Colon Microbiome of Pigs Fed Diet Contaminated with
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