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Supplementary Figure 1. Adjusted means of TCS (sec) in SNP according to status of 

physical activity and SNP for significant gene–physical activity interaction after 

adjustment for age, BMI, smoking, drinking, and number of disease history in 

women. 

a: Significant comparisons of adjusted means between minor–major/minor–minor 

genotypes and major–major genotype in elders without physical activity (P<0.05). 

b: Significant comparisons of adjusted means between minor–major/minor–minor 

genotypes and major–major genotype in elders with physical activity (P<0.05). 

 

  



Supplementary Figure 2. Adjusted means of TUG (sec) and waLP (%) in SNP 

according to status of physical activity and SNP for significant gene–physical activity 

interaction after adjustment for age, BMI, smoking, drinking, and number of disease 

history in men. 

a: Significant comparisons of adjusted means between minor–major/minor–minor 

genotypes and major–major genotype in elders without physical activity (P<0.05). 

b: Significant comparisons of adjusted means between minor–major/minor–minor 

genotypes and major–major genotype in elders with physical activity (P<0.05). 

 

 

  



Supplementary Figure 3. Adjusted means of walking speed (m/sec) in SNP 

according to status of physical activity and SNP for significant gene–physical activity 

interaction after adjustment for age, BMI, smoking, drinking, and number of disease 

history in men. 

a: Significant comparisons of adjusted means between minor–major/minor–minor 

genotypes and major–major genotype in elders without physical activity (P<0.05). 

b: Significant comparisons of adjusted means between minor–major/minor–minor 

genotypes and major–major genotype in elders with physical activity (P<0.05). 

 


