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Supplementary Figure 1.  Molecular Phylogenetic analysis by Maximum Likelihood method.  The evolutionary history was inferred by using the Maximum Likelihood method based on the General Time Reversible model1. The tree with the highest log likelihood (-1189.2763) is shown. The percentage of trees in which the associated taxa clustered together is shown next to the branches. Initial tree(s) for the heuristic search were obtained by applying the Neighbor-Joining method to a matrix of pairwise distances estimated using the Maximum Composite Likelihood (MCL) approach. The tree is drawn to scale, with branch lengths measured in the number of substitutions per site. The analysis involved 114 nucleotide sequences. All positions with less than 95% site coverage were eliminated. That is, fewer than 5% alignment gaps, missing data, and ambiguous bases were allowed at any position. There were a total of 628 positions in the final dataset. All S. frugiperda barcodes available in BOLD and >620bp were included. Sample labels are as given in the BOLD database. Evolutionary analyses were conducted in MEGA62.
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Supplementary Figure 2.  Molecular phylogenetic analysis by maximum likelihood method.  The evolutionary history was inferred by using the Maximum Likelihood method based on the General Time Reversible model1. The tree with the highest log likelihood (-2895.8236) is shown. The percentage of trees in which the associated taxa clustered together is shown next to the branches. Initial tree(s) for the heuristic search were obtained automatically by applying Neighbor-Join and BioNJ algorithms to a matrix of pairwise distances estimated using the Maximum Composite Likelihood (MCL) approach, and then selecting the topology with superior log likelihood value. The tree is drawn to scale, with branch lengths measured in the number of substitutions per site. The analysis involved 62 nucleotide sequences. Codon positions included were 1st+2nd+3rd+Noncoding. All positions with less than 95% site coverage were eliminated. That is, fewer than 5% alignment gaps, missing data, and ambiguous bases were allowed at any position. There were a total of 628 positions in the final dataset. Sample labels are as given in the BOLD database. Evolutionary analyses were conducted in MEGA62.
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Supplementary Figure 3.  Gel Electrophoresis of the products of amplification of mitochondrial cytochrome c oxidase subunit I from DNA extracts of armyworms. In the top lane, samples were loaded in the following order: 100bp size marker, CABI-AWB01, CABI-AWB02, CABI-AWB03, CABI-AWN01, CABI-AWN02, CABI-AWN03, CABI-AWV01, CABI-AWV02, CABI-AWV03, No template control, 100bp size marker. In the bottom lane, samples were loaded in the following order: 100bp size marker, CABI-AWB01-Re, CABI-AWB02-Re, CABI-AWB03-Re, CABI-AWN01-Re, CABI-AWN02-Re, CABI-AWN03-Re, CABI-AWV01-Re, CABI-AWV02-Re, CABI-AWV03-Re, No template control-Re, No template control-2 (The suffix “-Re” indicates the PCR product of the nested PCR).
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Supplementary Figure 4.  Gel Electrophoresis of the products of amplification of mitochondrial cytochrome c oxidase subunit I from DNA extracts of armyworms. In the top lane, samples were loaded in the following order: 100bp size marker, CABI-AWB04, CABI-AWB05, CABI-AWB06, CABI-AWB07, CABI-AWB08, CABI-AWB09, CABI-AWB10, CABI-AWB11, CABI-AWB12, CABI-AWB13, CABI-AWN04, CABI-AWN05, CABI-AWV04, CABI-AWV05, CABI-AWV06, CABI-AWV07, No template control, 100bp size marker. In the bottom lane, samples were loaded in the following order:: 100 bp, CABI-AWB04-Re, CABI-AWB05-Re, CABI-AWB06-Re, CABI-AWB07-Re, CABI-AWB08-Re, CABI-AWB09-Re, CABI-AWB10-Re, CABI-AWB11-Re, CABI-AWB12-Re, CABI-AWB13-Re, CABI-AWN04-Re, CABI-AWN05-Re, CABI-AWV04-Re, CABI-AWV05-Re, CABI-AWV06-Re, CABI-AWV07, No template control-Re, No template control-2, 100bp size marker (The suffix “-Re” indicates the PCR product of the nested PCR).
