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Supporting Figure 1: Structures of the known CA inhibitors and the unknown CA binder pifithrin-µ. Similar functional groups were circled in red in all the structures, except dash lines were used on pifithrin-µ.
Supporting Figure 2: The plot of % inhibition versus the log concentration of the inhibitor. IC50 value (~ 25 nM) for pifithrin-µ compound identified as carbonic anhydrase inhibitor in the LOPAC1280 library.
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