Fungal community assemblage of different soil compartments in mangrove ecosystem
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Supplementary figure 1. Clustering pattern of fungal community composition in pairwise comparisons of bulk Vs rhizosphere soil (A), bulk Vs pneumatophore (B), and rhizosphere Vs pneumatophore (C). OTUs were clustered at 97% similarity level. The weighted and constrained principal-coordinate analysis (PCoA) based on Bray–Curtis dissimilarity on standardized and square-root transformed data was performed in PRIMER software v6.
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Supplementary figure 2. carbon (A), and nitrogen (B) content of bulk, pneumatophore and rhizosphere soil compartments. The different alphabet denotes significance at 0.05 (Bonferroni correction).
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Supplementary figure 3. Correlation between Shannon diversity index and carbon or nitrogen content of different (bulk, pneumatophore and rhizosphere) soil compartments. Asterisks indicate the significant correlation at the 0.01 level (2-tailed).
	Sample
	Number sequences before the removal of OTUs with sequences less than five
	Number sequences after the removal of OTUs with sequences less than five
	Good’s coverage

	Bulk 1
	3981
	3886
	0.984122

	Bulk 2
	3902
	3765
	0.986143

	Bulk 3
	3965
	3842
	0.986143

	Bulk 4
	4790
	4651
	0.990185

	Bulk 5
	3551
	3464
	0.980370

	Pneumatophore 1
	11948
	11700
	0.971420

	Pneumatophore 2
	10130
	9880
	0.975173

	Pneumatophore 3
	14488
	14195
	0.978637

	Pneumatophore 4
	7320
	7099
	0.984122

	Pneumatophore 5
	13409
	13206
	0.980081

	Rhizosphere 1
	6444
	6296
	0.983256

	Rhizosphere 2
	6411
	6224
	0.995670

	Rhizosphere 3
	7859
	7681
	0.983256

	Rhizosphere 4
	12321
	12102
	0.984700

	Rhizosphere 5
	7149
	7030
	0.982968

	Total
	117668
	115021
	


Supplementary table 1. The number good quality sequences per sample before and after the removal of rare OTUs. The good’s coverage is calculated after the removal of rare OTUs. 

	Sources of variation
	
	Sum of Squares
	Degrees of freedom
	Mean Square
	F
	p-value

	Observed OTU richness
	Between Groups
	8881,2
	2
	4440,6
	6,9872
	0,00972

	
	Within Groups
	7626,4
	12
	635,5333333
	
	

	
	Total
	16507,6
	14
	
	
	

	Shannon diversity index
	Between Groups
	3,7161147
	2
	1,85805736
	6,41155
	0,01276

	
	Within Groups
	3,477584
	12
	0,28979867
	
	

	
	Total
	7,1936988
	14
	
	
	


Supplementary table 2. One way ANOVA (compartment as fixed factor) for observed OTU richness and Shannon diversity index of fungal OTUs in different (bulk, pneumatophore and rhizosphere) soil compartments.  

	Source of variation
	Degrees of freedom
	Sum of Squares
	 Mean Square
	Pseudo-F
	P(MC)

	compartment
	2
	16772
	8385.8
	  4.1215
	0.001

	Residuals
	12
	24416
	2034.7
	        
	       

	Total
	14
	41187
	      
	        
	       


Supplementary table 3. Global PERMANOVA (compartment as fixed factor) for fungal community composition in different (bulk, pneumatophore and rhizosphere) soil compartments.  
	(A) Bulk Vs rhizosphere 

	Source of variation
	Degrees of freedom
	Sum of Squares
	 Mean Square
	Pseudo-F
	P(MC)

	compartment
	1
	11155
	11155
	  5.5794
	0.003

	Residuals
	8
	15994
	1999.3
	        
	     

	Total
	9
	27149
	      
	
	

	(B) Bulk Vs pneumatophore 

	Source of variation
	Degrees of freedom
	Sum of Squares
	 Mean Square
	Pseudo-F
	P(MC)

	compartment
	1
	10175
	10175
	  6.8613
	0.001

	Residuals
	8
	11863
	1482.9
	        
	     

	Total
	9
	22038
	      
	
	

	(C) Rhizosphere Vs pneumatophore 

	Source of variation
	Degrees of freedom
	Sum of Squares
	 Mean Square
	Pseudo-F
	P(MC)

	compartment
	1
	3828.2
	3828.2
	  1.4601
	0.197

	Residuals
	8
	20974
	2621.8
	        
	     

	Total
	9
	24803
	      
	        
	     


Supplementary table 4. Pairwise PERMANOVA (Compartment as fixed factor) for fungal community composition in different combinations (A) bulk soil Vs rhizosphere, (B) bulk soil Vs pneumatophore, and (C) rhizosphere Vs pneumatophore soil compartments.  

(A) Bulk Vs rhizosphere
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OTU2236 unclassified unclassified unclassified unclassified unclassified unclassified 0,043418 0,000000 0,01

OTU1517 Ascomycota unclassified unclassified unclassified unclassified unclassified 0,000866 0,222229 0,01

OTU1396 unclassified unclassified unclassified unclassified unclassified unclassified 0,127021 0,000000 0,01

OTU1389 unclassified unclassified unclassified unclassified unclassified unclassified 0,055427 0,000000 0,01

OTU1009 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Amorosia Amorosia littoralis 0,001039 0,131871 0,01

OTU0486 Ascomycota Saccharomycetes SaccharomycetalesIncertae sedis Debaryomyces Debaryomyces nepalensis 0,062644 0,001732 0,01

OTU0243 Ascomycota Sordariomycetes Sordariales LasiosphaeriaceaePodospora Podospora prethopodalis 0,032159 0,000000 0,01

OTU0029 unclassified unclassified unclassified unclassified unclassified unclassified 0,025000 0,000058 0,02

OTU2193 Ascomycota Sordariomycetes Hypocreales Nectriaceae Neocosmospora Neocosmospora falciformis 0,038106 0,006178 0,03

OTU2328 unclassified unclassified unclassified unclassified unclassified unclassified 0,000058 0,001674 0,05

OTU2295 Ascomycota Dothideomycetes Pleosporales Leptosphaeriaceaeunclassified unclassified 0,022690 0,000231 0,05

OTU2079 Ascomycota Sordariomycetes Hypocreales Nectriaceae Gibberella Gibberella intricans 0,029850 0,002714 0,08

OTU0985 Ascomycota Dothideomycetes unclassified unclassified unclassified unclassified 0,018302 0,001501 0,08

OTU1413 Basidiomycota Tremellomycetes TrichosporonalesTrichosporonaceaeTrichosporon unclassified 0,021767 0,000404 0,12

OTU1122 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusarium unclassified 0,022691 0,000173 0,12

OTU1053 Ascomycota Dothideomycetes Pleosporales unclassified unclassified unclassified 0,014492 0,000000 0,12

OTU0002 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Amorosia Amorosia littoralis 0,000693 0,003695 0,17

OTU2294 Basidiomycota unclassified unclassified unclassified unclassified unclassified 0,012183 0,000000 0,25

OTU0819 Ascomycota unclassified unclassified unclassified unclassified unclassified 0,004908 0,013741 0,35

OTU1871 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia terricola 0,009296 0,000000 0,46

OTU1153 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusarium unclassified 0,009411 0,002252 0,46

OTU2367 Ascomycota unclassified unclassified unclassified unclassified unclassified 0,003464 0,013568 0,60

OTU1710 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Humicola Humicola fuscoatra 0,000577 0,007275 0,60

OTU1240 Ascomycota Sordariomycetes Sordariales LasiosphaeriaceaeZopfiella Zopfiella karachiensis 0,004850 0,001212 0,60

OTU0466 Ascomycota Dothideomycetes Pleosporales PhaeosphaeriaceaePhaeosphaeria unclassified 0,012817 0,014607 0,92


(B) Bulk Vs pneumatophore
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OTU2236 unclassified unclassified unclassified unclassified unclassified unclassified 0,043418 0,000000 0,01

OTU1517 Ascomycota unclassified unclassified unclassified unclassified unclassified 0,000866 0,140473 0,01

OTU1396 unclassified unclassified unclassified unclassified unclassified unclassified 0,127021 0,000000 0,01

OTU1389 unclassified unclassified unclassified unclassified unclassified unclassified 0,055427 0,000289 0,01

OTU1009 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Amorosia Amorosia littoralis 0,001039 0,251155 0,01

OTU0243 Ascomycota Sordariomycetes Sordariales LasiosphaeriaceaePodospora Podospora prethopodalis 0,032159 0,001790 0,01

OTU0029 unclassified unclassified unclassified unclassified unclassified unclassified 0,025000 0,000808 0,01

OTU2294 Basidiomycota unclassified unclassified unclassified unclassified unclassified 0,012183 0,000000 0,02

OTU0985 Ascomycota Dothideomycetes unclassified unclassified unclassified unclassified 0,018302 0,000924 0,02

OTU2079 Ascomycota Sordariomycetes Hypocreales Nectriaceae Gibberella Gibberella intricans 0,029850 0,005023 0,03

OTU1053 Ascomycota Dothideomycetes Pleosporales unclassified unclassified unclassified 0,014492 0,000115 0,03

OTU2193 Ascomycota Sordariomycetes Hypocreales Nectriaceae Neocosmospora Neocosmospora falciformis 0,038106 0,012471 0,05

OTU1122 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusarium unclassified 0,022691 0,000924 0,05

OTU1153 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusarium unclassified 0,009411 0,000346 0,08

OTU0466 Ascomycota Dothideomycetes Pleosporales PhaeosphaeriaceaePhaeosphaeria unclassified 0,012817 0,002194 0,08

OTU1413 Basidiomycota Tremellomycetes TrichosporonalesTrichosporonaceaeTrichosporon unclassified 0,021767 0,005543 0,12

OTU1240 Ascomycota Sordariomycetes Sordariales LasiosphaeriaceaeZopfiella Zopfiella karachiensis 0,004850 0,024307 0,12

OTU0486 Ascomycota Saccharomycetes SaccharomycetalesIncertae sedis Debaryomyces Debaryomyces nepalensis 0,062644 0,026617 0,12

OTU0002 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Amorosia Amorosia littoralis 0,000693 0,008199 0,12

OTU2295 Ascomycota Dothideomycetes Pleosporales Leptosphaeriaceaeunclassified unclassified 0,022690 0,039896 0,25

OTU1871 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia terricola 0,009296 0,003176 0,25

OTU0819 Ascomycota unclassified unclassified unclassified unclassified unclassified 0,004908 0,002367 0,35

OTU2367 Ascomycota unclassified unclassified unclassified unclassified unclassified 0,003464 0,060797 0,60

OTU2328 unclassified unclassified unclassified unclassified unclassified unclassified 0,000058 0,013568 0,60

OTU1710 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Humicola Humicola fuscoatra 0,000577 0,006293 0,60


(C) Rhizosphere Vs pneumatophore
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OTU1153 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusarium unclassified 0,000346 0,002252 0,08

OTU0819 Ascomycota unclassified unclassified unclassified unclassified unclassified 0,002367 0,013741 0,12

OTU0466 Ascomycota Dothideomycetes Pleosporales PhaeosphaeriaceaePhaeosphaeria unclassified 0,002194 0,014607 0,12

OTU1389 unclassified unclassified unclassified unclassified unclassified unclassified 0,000289 0,000000 0,17

OTU1122 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusarium unclassified 0,000924 0,000173 0,17

OTU1053 Ascomycota Dothideomycetes Pleosporales unclassified unclassified unclassified 0,000115 0,000000 0,17

OTU0985 Ascomycota Dothideomycetes unclassified unclassified unclassified unclassified 0,000924 0,001501 0,17

OTU0029 unclassified unclassified unclassified unclassified unclassified unclassified 0,000808 0,000058 0,17

OTU1009 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Amorosia Amorosia littoralis 0,251155 0,131871 0,25

OTU0243 Ascomycota Sordariomycetes Sordariales LasiosphaeriaceaePodospora Podospora prethopodalis 0,001790 0,000000 0,25

OTU1871 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia terricola 0,003176 0,000000 0,35

OTU2079 Ascomycota Sordariomycetes Hypocreales Nectriaceae Gibberella Gibberella intricans 0,005023 0,002714 0,46

OTU1517 Ascomycota unclassified unclassified unclassified unclassified unclassified 0,140473 0,222229 0,46

OTU0002 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Amorosia Amorosia littoralis 0,008199 0,003695 0,46

OTU2367 Ascomycota unclassified unclassified unclassified unclassified unclassified 0,060797 0,013568 0,60

OTU1710 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Humicola Humicola fuscoatra 0,006293 0,007275 0,60

OTU1413 Basidiomycota Tremellomycetes TrichosporonalesTrichosporonaceaeTrichosporon unclassified 0,005543 0,000404 0,60

OTU1240 Ascomycota Sordariomycetes Sordariales LasiosphaeriaceaeZopfiella Zopfiella karachiensis 0,024307 0,001212 0,60

OTU2328 unclassified unclassified unclassified unclassified unclassified unclassified 0,013568 0,001674 0,75

OTU2295 Ascomycota Dothideomycetes Pleosporales Leptosphaeriaceaeunclassified unclassified 0,039896 0,000231 0,75

OTU2193 Ascomycota Sordariomycetes Hypocreales Nectriaceae Neocosmospora Neocosmospora falciformis 0,012471 0,006178 0,92

OTU0486 Ascomycota Saccharomycetes SaccharomycetalesIncertae sedis Debaryomyces Debaryomyces nepalensis 0,026617 0,001732 0,92


Supplementary table 5. The relative abundance of significantly (p<0.05) different fungal OTUs in different combinations of soil (A. bulk Vs rhizosphere, B. bulk Vs pneumatophore, and C. pneumatophore Vs rhizosphere) compartments.  

	Source of variation
	Pearson correlation
	Pearson correlation

	
	Shannon diversity index
	p-value
	Obseverd OTU Richness
	p-value

	Carbon
	-0.648**
	0.009
	0.016
	0.954

	Nitrogen
	-0.660**
	0.007
	0.005
	0.987

	** Correlation is significant at the 0.01 level (2-tailed).


Supplementary table 6. Pearson correlation between Shannon diversity index or Observed OTU richness and carbon or nitrogen content of different (bulk, pneumatophore and rhizosphere) soil compartments. 
